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Figure S1. Growth curves of WT and cat cells.
Cells were grown on (A) Glc/AS, (B) Glc/MA, (C)
Gly/AS or (D) Gly/MeOH/AS. Optical densities are
methanol
concentrations in WT and cat cultures at different
time points after shifting the cells to Gly/MeOH/AS.
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Figure S2. Sequence alignment of Yapl homologues from different yeast species. The gene bank accession
numbers are: H. polymorpha (EFW96135), P. pastoris (XP_002494040), S. pombe (CAB66170), S. cerevisiae (NP._013707).
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Figure S3. Growth curves of yap1 and cat yap1 cells. Cells were grown on (A) Glc/AS, (B) Glc/MA, (C) Gly/AS,
(D) (Gly/MeOQOH/AS). Bars indicate SD of 2 independent cultures.
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