SUPPLEMENTARY MATERIAL

1 M K R
1 tacat; gttce ttgt ATGAAGC
4 QEEATR ALMAGADANLSS STP

61 GGCAGGAAGAGGCTACAAGGCAAGCTTTAATGGCTGGTGCCGACGCCAACCTATCGAGCC
24 T GSRPLHAAALRGSASIITT
121 CCACGGGTTCCCGTCCTCTGCACGCGGCGECCCTCAGGEECTCAGCGTCGATCATCACCA
44 L VE RAKVDAQVDSEGYTPLM
181 CCCTCGTGGAGCACAGGGCCAAGGTGGATCAAGTCGACT CAGAGGGGTACACGCCTCTCA
64 V AALSGRVDAVRALLAS

241 TGGTGGCCGCCCTCAGT GGCAGGGTGGACGCCGTCAGAGCCCTCCTGGCAAGTGGCGCCG
8 PRLTRLDTGETALHMAMNGGE
301  ACCCGAGGCTGACGCGT CTGGACACCGEOGAGACGGCCCTGCACATGGCCATGAACGGCG
104 SPGVVRALLEAGADVNAQTT
361  GGAGTCCCGGEGTGGTCAGGECGTTGCTGGAGGCAGGGGCGEACGTCAACGCCCAGACCA
124 EEKFT DFAHQFDAKDLAK
421  CAGAGGAAAAGTTCACGCCGCTAGACTTCGCTCACCAGTTCGACGCTAAGGATTTGGCAA
44 I LEDNPHCNPDRRQPAAAEKL
481  AAATACTAGAGGACAACCCGCATTGTAATCCTGACAGAAGGCAGCCCGCTGCCGCCAAGC
164 TQERGHETGMAPDTADGG®GTFA
541  TGACTCAGGAGCGTGGCCACGAGACCGEGATGGCACCAGACACAGCTGACGGAGGTTTTG
188 KVPVTFPEERKPVPPSESYYEKA
601 CCAAGGTGCCTGTGACCTTCCCGGAGAAGCCCGTGCCGCCCAGCGAGAGTGTGTACAAGG
204 LSKPRGRVLLLNYEETF]Y

661 CCTTGTCTAAACCGAGAGGTCGAGTCCTCCTTCTTAACTATGAAGAATTCTACATTGAGG
224 DDRNGAAKDROQMLEKYLTFEEHM
721  AAGATGATOGAAATGGT GCAGCAAAAGATAGACAGATGCTCAAATACCTTTTTGAGGAGA
244 6GYLVTVWVNLDEKEDTZEKLATLEK
781  TGGGCTATCTCGTGACTGTGTGGGTCAACTTGGACAAGGAAGATACCAAGTTGGCTCTAA
266 SFRNSEKELGEKVYDCAVYVCVLS
841 AATCTTTTCGTAACAGTAAGGAGCTGGGGAAGGTAGACT GTGCAGTGGTGTGTGTGCTGA
284 HGTNTDTFITYYGEEMTVGE
901  GCCACGGCACGAACACCGACACCTTCATCACATACTACGGCGAAGAGATGACAGTGGGCG
304 VYDFFTDEQCPSLRGEKEPEKLTF
961  AGGTATACGATTTCTTCACGGATGAGCAGTGCCCCAGCCTGAGAGGGAAACCAAAGCTGT
324 L CALDQEHTHK
1021 TCCTCTTCAACTTTTGT CGAGGAAAATGCATTGAGACTGGATGTGCCCTGGATCAAGAAA
34 SVDQDAIEIEQKRTVVPNEKEK
1081 AGTCGGTGGACCAAGAT GCTATAGAGATAGAGCAAAAGAGGACAGTCGTGCCAAACAAAA
364 DVLEKDRTISLFASVEG GV RALTR R
1141 AGGATGTCTTGAAGGAT CGCATTTCTCTGTTTGCATCC GTGCGEGCTCTTC
384 DTNGTLFVQATITVRAFASLAH
1201 GGGACACAAATGGAACTTTATTCGTCCAGGCTATCGTGAGGGCATTCGCCAGCCTTGCCC
404 SLDVEELAEKEKVYNEHTITIPRL
1261 ACAGCCTCGACGTGGAGGAATTAGCCAAGAAGGTGAACGAGCACATTATACCAAGGCTAC
424 6 T TTETHSVLREK FFLNPTQ
1321 AAGGAACCACGACAGAAACTCACAGCGTATTGAGGAAGAGETTTTTCCTGAACCCAACAC
444 LLSQ=*

1381 AGCTGCTAAGCCAGTAGge tgtggactgaggttacgetgtgee tttactgagtgatiagt
1441 tttggttctaatgettaagetgtittect ttacacaatgtt tetgaaget ttccagageg
1501 tgggcaatatgataaatattttattctitatgaataataaatcattcttcticaaaaaaa
1561 aaaaa
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gacttgeaacattggtecgeagegegtaagtactecteotactegatcaaattattgattt
S SSGKGDYFP
catcccctaagetttccagtttacaag\TGGATTCAAGCAGCGGGAAAGGAGATTACCCA
HHEKYV YENTFPQADTP PANPP
CCATCACAAAGTACAATACGAAAATTTCCCACAAGCTGACCCCCAGCCTGCCAACCCTCCT
PEEMESGPEENTINR REKTSGETEAQYV
CCTGAAGAGATGGAGTCTGGACCTGAAGAAAATATCAACAGGAAGGGGGAAGAACAAGTA
AADGMFPDEESLVYVYPDDSDAR
GCTGCTGATGGCATGTT TCCAGACGAGGAGT CCTTGGTT CCAGATGACAGTGATGCTCGC
WMGFGRPIEKERPNAVMPVEKR R
TGGATGGGGTTCCGACGGCCCATAAAAGAACGT CCAAAT GCAGTCATGCCAGT GAAGAGG
DATEYNMNHEKEKRGTATITILVH
GACGCCACTGAATATAATATGAACCACAAGAAAAGAGGAACGGCCATAATACTGGTCCAT
RFDSDLEKPRDTCA RDTDIT
GATAGATTTGATAGTGATCTCAAGCCACGAGACTGTGCCAGACGTGATACAGACATCATC
KNALTCLSFHYVYEEYWNLTR RS
AAGAATGCCCTCACATGCCTCAGCT TTCATGTTGAGGAATATTGGAACCTCACCAGGTCC
G LYREKLNEVSCRDH DsSDCL
GGGCTTTACAGGAAACT TAACGAAGTGAGCTGT CGTGAT CACCAGGACAGTGACTGCTTG
VIVFMNSHGGYVDHTF K- B N L € T
GTGATAGTGTTCATGAGTCATGGCGGTGTTGACCATTTCAACAAGGAGTACTTGTGTACC
RDGSFDTTELWEKSTFTADEKTCTP
AGAGATGGCTCTTTTGACACGACAGAGCTTTGGAAAAGCTTCACTGCTGATAAATGTCCA
SLAGEKPEKLFFTIQACRGMRTD
AGCCTTGCAGGGAAACCAAAGCTGTTCTTCATCCAGGCATGCAGGGGTATGCGCACTGAC
V R M KHPKGLGYV QTDSYSK
AAAGGTGTACGGATGAAGCATCCTAAAGGTCTCGGTGTT CAGACAGACTCCTATTCGAAA
PDNYVIPLHADMLTIMWASYFP
CCTGATAACTATGTCATTCCACTGCATGCTGACATGCTCATTATGTGGGCCTCTTATCCT
GMYAFKSNNNGISGSVFTIHETF
GGGATGTATGCATTCAAGT CCAATAATAATGGAATAAGT GGAAGTGTGI TTATCCACTTT
vV FS GRSADLPTLLLR R
CTTGCCAAAGTATTCTCAGAAGATGGACGGAGT GCTGACTTGCCCACCTTGCTTTTACGG
VTREVATLYESYHPDNEKDLTD

1021 GTAACCCGGGAGGTGGCAACTCTGTACGAGTCCTACCACCCAGACAATAAGGACCTAGAC

342

¢NEKQIPYIVSTLMREKYVYFPYV

1081 CAGAACAAACAGATTCCCTACATAGTCTCCACTCTGATGCGTAAAGT CTACTTCCCTGTG

362

KT *

1141 AAMACCTAGeageaget tagecate tect tatc taacaagggt ttge tgactt ttgaaca
1201 ttgtgtaccagtttataattgatgecattttcttttttactgecaccagggettecacta
1261 ggatattttccacgagagtcctanaaaaaa

1 gagagatcgaggaactggtgagccacaaggacatggegagtgagtgtgtgtgacttcaac
61 tccctggacgtgatctgetge tgetetgecacggetegggtgactecatataagaaagac

1 MAM
121 taataagttttgatacaacaccagcagtggtttgtgtaagttaaaagaacatcATGGCTA
4 GHDAASTGLLDATS SR RAVMNEKA

181 TGGGACACGATGCAGCGTCCATTGGGTTGCTGGATGCCACCTCCAGAGCTGTGATGAAGG
24 Q T MLRCGGTPTILLETLTDETCEA
241 CACAGATCATGCTTAGATGTGGAGGTACACCAATTTTGCTGGAGCTGGATGAATGTGAGG
44 MSIVFLALQGNLLARIHGYEKHL
301 CCATGAGCATAGTGTTTCTAGCACTGCAAGGAAACTTGTTGGCTCGCCACGGCTACAAAC
64 S QYLCG EXEAFDQLVETLS
361 TTTCTCAGTACCTCTGTGGAGGCCAAGAAAAGGAAGCCTTTGATCAGCTGGTGGAGTTGT
84 EEGGGEGVYLYEALYTITI®GRY
421 CAGAGGAGGGAGGGGGTGAAGGCGTACTGGTAGAAGCACTGTACATCATTGGTCGTTATG
104 ILEDHLGLPYVNAALHGOQTFTFTEKHTR
481 ATATACTGGAGGACCACCTTGGACTGCCTGTCAATGCTGCCCT CCACCAGTTITTCAAGA
124 ERGGVEPDREKAMYTFVCAG
541 GAGAGAGAGGAGGAGTAGAGCCAGACAGGAAGGCTATGTACTTTGTGTGTGCTGGCATGG
144 QE QADLLTISR j Y T
601 CCCAAGAGCAAGCTGACCTCCTCATTTCCAGGCTGAGGGATTGGTATTCAGAGACAGGTC
164 PLEETFVRNLTEGNYHLRTLGEG
661 GACCCCTTGAAGAAACCTTTGTTAGGAAT CTCACTGAAGGTAACTACCACCTGCGTCTTG
184 QL H ALLAEEQTSLASCLA QP
721  GTCAGCTGCACCAAGCTCTTTTGGCTGAGGAGCAGACATCTCTAGCCTCCTGCCTGCAGC
204 FILRSPSLPSASKLTFPMNLTP
781 CCTTTATATTGCGCTCACCTAGTCTTCCCAGTGCCTCAAAATTGT TCCCCATGAATCTGC
224 ACQEDMYPLPTGYPHGLTC CVTI
841 CAGCTTGTCAAGAAGACATGTATCCACTGCCAACCGGTTACCCTCATGGCCTTTGCGTTA
244 INIKNFMEKPRGMEDNTFPLME
901 TCATCAACATTAAAAATTTCATGAAACCGAGAGGAATGGAGGATAATTTTCCTCTCATGG
264 RHGSDIDEKERLTGTTFEKTLTFGTF
961 AGCGTCATGGTTCAGACATTGACAAGGAACGACTTACAGGAACCTTTAAGCTTTTTGGAT
284 HVLHFDNPDHAQQLHNYTFRTCL
1021 TTCATGTGITGCATTTTGATAACCCTGAT CATCAACAACTGCATAATTATTTCCGGTGTT
34 RMDARLAYVVACLAVCLMTHG
1081 TACGCATGGACGCTCGGCTAGCAGTGGTGGCTTGTCTGGCAGTATGCCTCATGACCCATG
324 DENDHIVYLHDRSCTISTITTDLR
1141 GTGATGAGAATGACCACATCTACCTGCATGATCGCTCCTGCAT CTCCATCACTGACCTGA
344 KL CF SQALLDNEKPRLYTFTIQATC
1201 GAAAACTTTGTTTTAGCCAGGCTCTCCTCAACAAGCCACGTCTCTACTTCATCCAAGCAT
364 R G EE AL RPTILTL DNCTVTH
1261 GTCGTGGAGAGGAGGCACTCAGGCCAATCTTACTACAGCAGGACAATTGCACTGTTACAC
38 AESDCLISAATVEGYTAVRS
1321 ATGCAGAAAGTGATTGCCTCATTTCTGCTGCTACTGTGAAAGGCTACACAGCTGTTAGGA
404 QTE VY CQALQEYGH
1381 GCCAGACAGAAGGCTCTTGGTACATCACAGACCTGTGTCAAGCCCTGCAGGAATATGGCC
424 ITPIKSVLQKTRA QSLEKSTRYG
1441 ATATTATTCCAATCAAAAGTGTGTTACAGAAGACTCGCCAGAGCCTAAAGTCTCGTGTGG
4 S M NS GFITQLSEEKYTLTRD
1501 GAAGCATGAATAGTGGTTTCATAACTCAGTTATCTGAAGAGAAAGTCACCCTCACCAGAG
464 vaLy AEEEHFLEGTIVILAZQ
1561 ATGTGCAGCTGGTCCGAGCTGAGGAAGAGCACTTTCTGGAGGGCATTGTGATCCTAGCAC
484 LELMETEKTLTIETET EEAFEDTL
1621 AACTGGAATTGATGGAGAAGCTTATAGAGGAGACTCAGGAAGAAGCCTTTGAGGATACTT
504 ESGGSLESILSNLTIARTFETLS
1681 TGGAGAGTGGTGGGAGCTTAGAAAGCATATTAAGTAACTTAATAGCCCGCTTTGAATTAT
524 *

1741 CTTAAcccct teactataget gggecaaaacagegeece teceegtatecaggatggeca
1801 cgeacgecaaatt tcaaaagtcgetattgaatataac tagttt tcagecataaac teaac

1861 a

Figure S1. The nucleotide and protein sequences of three Es-Caspases. (A) The sequences of Es-Caspase 3. (B) The sequences
of Es-Caspase 7. (C) The sequences of Es-Caspase 8. The "ATG" in green is the start codon, the asterisk (*) indicates the stop codon.
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Figure S2. Multiple sequence alignment with selected species and bioinformatics analysis of three Es-Caspases. A1-C1. The
prediction of 2D-structure of three Es-Caspases. A2-C2. Sequence alignments of Es-Caspases. Consensus residues are in yellow (identical),
blue (conservative) and green (block of similar) colour, the conservative region is in red box. A3-C3. The phylogenetic trees of three Es-
Caspases. A4-C4. The predicted 3D-structure of three Es-Caspases.
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Table 1. Primers and probes used in this article.

Name

Sequences

application

Caspase 3-mf-F

CTTCDTCCAGTTTTGCCGDGGA

Caspase 3-mf-R

CAAGAACTTGCTGCCTCTGAG

Middle-fragment cloning

Caspase 3-5R-R2

CTCAGGCTGGGGCACTGCTC

Caspase 7-5R-R1

TGTACACCTTTGTCAGTGCGCATACC

Caspase 7-5R-R2

CGCATACCCCTGCATGCCTGGATG

Caspase 8-5R-R1

CTAACAAAGGTTTCTTCAAGGGGTCG

Caspase 8-5R-R2

CGACCTGTCTCTGAATACCAATCCCT

Long primer TAATACGACTCACTATAGGGCAAGCAGTGGTA
TCAACGCAGAGT
Short primer CTAATACGACTCACTATAGGGC

Caspase 7-mf-F AGTAVGTCCGNACGKCYCC

Caspase 7-mf-R CGCHCANGDASTGGATGAA

Caspase 8-mf-F CATYCTNTCGCATGGNGA

Caspase 8-mf-R NGACYTTCTTYTTCTCRAAN

Caspase 3-3R-F1 GCTGTTCCTCTTCAACTTTTGTCGA 3'RACE cloning
Caspase 3-3R-F2 AAGTCGGTGGACCAAGATGC

Caspase 7-3R-F1 GTGCTGACTTGCCCACCTTGCTTTTAC

Caspase 7-3R-F2 ATGCGTAAAGTCTACTTCCCTGTGA

Caspase 8-3R-F1 ACAGAAGACTCGCCAGAGCCTAAAG

Caspase 8-3R-F2 CTTAATAGCCCGCTTTGAATTATCTT

3'RACE Outer primer | TACCGTCGTTCCACTAGTGATTT

3'RACE Inner primer | CGCGGATCCTCCACTAGTGATTTCACTATAGG

Caspase 3-5R-R1 GACAAAAGTTGAAGAGGAACAG 5'RACE cloning

Caspase 3-rt-F

GGGCTATCTCGTGACTGTGTGGGT

Caspase 3-rt-R

GTGAGTTTTTGTCGTGGTTCCTTG

Caspase 7-rt-F

TTCATGTTGAGGAATCTTGG

Caspase 7-rt-R

CTTATTGACTGGGTGGTAGG

Caspase 8-rt-F

AGAGAGGAGGAGTAGAGCCAGAC

Caspase 8-rt-R

GGTTATCAAAATGCAACACATGA

B-actin-rt-F

TCGTGCTCGACTCTGGTG

B-actin-rt-R

GCAGCTCGTAAGACTTCTCC

Semi-quantitative RT-PCR
&ISH probes

Caspase 3-fI-F

ATGAAGCGGCAGGAAGAGGCTACA

Caspase 3-fI-R

CTACTGGCTTAGCAGCTGTGTTGGGT

Antibody preparation
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