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Supplementary Figure S1. The small RNA signatures of young and aged oocytes. Following filtering and normalisation,
sncRNA reads were mapped to known and miRNA, endo-siRNA, piRNA, rRNA, snoRNA, snRNA, and tRNA fragments from RNAcentral.
Pie chart was generated to illustrate the number of total sequences aligning to each small RNA category.
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———————————————————————————— ATTCAAAAGTGGCGGGTGTGGCTGATTGGCCT
GAAGTGCGTTGACTGCGCGGAGGTTGAAATTCAAAAGTGACTGGTGTGGCGGATTGGCTT

kkhkkhkkhkkhkkhkkhkkhkhkkhkkx * khkkkkkkk kkkkkkk X

GGCTCCTGGA-—————————— CAGCCTGGCTTCGGCGTTTTGCGGCGCGAGCCCTTGAGAG
GGCCGATTGGCCTGGCGAATTGGCCTGGCTCCGACGTTTTGCGGCGCGAGCCCTTGAGAG
* kK * dok ok ok ok ok ok ok ok Kk ok ok ok ok ok ko ok ok kK ko ok kK ok ok ok ok ok ko

GACGCGGGTCTCATCGTCCTGCCTGCTGCCTTTGCACC-CTTTCTGTGCGGACCACCATG
GACGCGGGTCTCGTCACCCTGCCTGCTGCCTTTGCATCCCTTCCTGTGCGGACCACCATG
XKk kkkkkkkhkhkkkkx k% KAAkAkKAAkKAkhAAAkAkk hkkhkhhkhk, K, | *k*k *k*k*khrkk k*xkk rxk*k*xk,xk*%
GACGTGCAGGCGCAGAGGCCACCTTTGTTGGAAGTGAAGAGGAACGTAGAACTGAAGGCA
GACGTGCAGGCGCAGAGAAAG---GGAAGGGAAGGGAAGAGGAACGTAGAACTGAAGGCG
kkhkkhkkhkkhkkhkkhkkkhkkhkkkkkkkk KAAAKX KA AKAAAAAAKARAA A AR AR KRR KK kK

GCCCTGGTGAAGTCCTCCTCCCGAGTGCCCCTGTCAGCAAGCAGGCTCAAGAGGGGTCCT
GCCCTGGTCAAGTCCTCCTCCCGACTGCCCCTGTCAGCAAGCAGCCTCAAGAGGGGTCCT
KKAKXKAKk)* KRAKKAAKAAKAAAKNKA*A, AAXAAXAAIAXAA XXX Ak hhAk dk *,khkhk hxkk k) xkkhx%k
GACCAGATGGAGGATGCCTTGGAGCCTGCAAAGAAACGGACACGAGTCATGGGTGCAGTG
GACCAGATGGAGGATGCCTTGGAGCCTGCAAAGAAACGGACACGAGTCATGGGTGCAGTG
LR I i S b b b b b b b b b b b b b R b SR b R R R S R R R R R I I S
ACCAAAGTTGACACATCCCGTCCCAGAGGACCACTCCTCAGCACAGTGTCACAGACCCAG
ACCAAAGTTGACACATCCCGTCCCAGAGGACCACTCCTCAGCACAGTGTCACAGACCCAG
KA AR A AR A AR AR A A A AR A AR AR A AR A AR AR A AR A AR AR AR A R A A A dA kA A A A Ak d A,k k%,
GGCCACACTGCAGCTCAGAAAGGCCCTAAGAAGACAGGACCTCGTGGGTGCTCTGCTATT
GGCCACAATGCAGCTCAGAAAGGCCCTAAGAAGACAGGACCTGGTGGGTGCTCTGCTGTT
KKEAKXKAK AAAKKAAKRAKAKAAKRKAFAAAKRAXAKRA XN KA AR A XA AR, A, hk, kA k) hhkk xkk k) *x*x *%
GGTACAGTGCTGAGGAGCCAGAAGCCAGTTCCCGCTGCTCCTGCCCAGAAGCCTGGCACA
GGTACAGTGCTGAGGAGCCAGAAGCCAGCTCCCGCTGCTCCTGC - -GAAGCCTGGCACA
R R I e I I b e I e S S b e b b S b SR b b b A b e b b b b S 3 *kkhkkkkhkkkhkkkhkkhkk*k
TCCACTGCTCCTGTGGTGGTAGGGAAGAGAGCTGGCAAACGCCCTGCCTGGGACCTGAAG
TCCACTGCTCCTGTGGTGGTAGGGAAGAGAGCTGGCAAACGCCCTGCCTGGGACCTGAAG
LR I I I S I b b b b b b b b b b b b b b R b b IR b R R R R S R I R R R R R I I S S
GGCCAGTTGTGTGACCTCAATGAAGAGTTGAAACGCTATCGGGAGAAGACTCAAACGCTG
GGCCAGTTGTGTGACCTCAATGAAGAGTTGAAACGCTATCGGGAGAAGACTGAAACGCTG
KA A Ak A Ak Ak Ak Ak Ak Ak A A A A A A A A A A A A A A A A A AR A AR A AR AR A AR AAKN A AN A, Ak Ak Ak kK
GAACTGGAGAACCGGGGTCTTCGGGAGCAACTCAGAGAGGTCCAGGAGCAGGCCACGACC
GAACTGGAGAACCGGGGTCTTCGGGAGCAACTCAGAGAGGTCCAGGAGCAGGCCACGACC
KK A KA AR AR A AR AR A AR A AR A A A AR A AR AR A AR AR AR AR AR A AR A A A A AR AR *A A,k k)
CTGGGGACAGAGCGGAACACCCTGGAAGGGGAGCTGGCCAGTGTACGCAGCCGAGCTGAG
CTGGGGACAGAGCGGAACACCCTGGAAGGGGAGCTGGCCAGTGTACGCAGCCGAGCTGAG
R IR e I b b b I b e S b e 2 S b e S S S S e S R e b b b b S b I b S b b S S R e S S b e S 2 e b i b Y
CAGGACCAGCAGAGGCTGGAGACGCTGAGTGCCCGTGTCTTGGAGCTGGAGGAATGTCTG
CAGGACCAGCAGAGGCTGGAGACGCTGAGTGCCCGTGTCTTGGAGCTGGAGGAATGTCTG
KA AR A AR A AR AR A A A AR A AR A A A AR A AR A A A AR A AR AN A A A AR AR A d kA hA Ak Ak d A,k x %k
GGTACCAGGGAAAGGCTGCTTCAGGAGCTTCAGGGAGAGCGGCTGCAATTGCAGGAGGAG
GGTACCAGGGAAAGGCTGCTTCAGGAGCTTCAGGGAGAGCGGCTGCAATTGCAGGAGGAG
B I S b I b b b b b I b b b b b b b Jb b b b b b b b b b b R R S I I I I I I S S S S
CGGAGCACACTGAGCACCCAGCTGGAGGAGCAGGAGAGGAGGTTTCAGGCCACAGAAGCA
CGGAGCACACTGAGCACCCAACTGGAGGAGCAGGAGAGGAGGTTTCAGGCCACAGAAGCA
R R S R I S I I S S R I R I b I i R I b e S R I R S R S I S b S R e I I S Y
GCTCTGTCAAGCAGCCAAGAAGAGGTGGTGTGTCTTCGGCAGAAGACTGAAGCCCAGGTG
GCTCTGTCAAGCAGCCAAGAAGAGGTGGTGTGTCTTCGGCAGAAGACTGAAGCCCAGGTG
KK AR K AR AR KR AR A A A AR A AR A A A AR A AR AR AR KR A KRR AR AR AR A AR A A A A AR A Ak Ak k)
ACCTTACTGGCTGAGCAAGGAGACCGGCTCTATGGGTTAGAGATGGAGCGGCGACGACTC
ACCTTACTGGCTGAGCAAGGAGACCGGCTCTATGGGT TAGAGATGGAGCGGCGGCGACTC
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Supplementary Figure S2 (Part 1). mRNA sequence alignment of Kifcl and Kicf5b. Location of siRNA targeting sites, 5’ and
3’ untranslated regions are as marked.
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RNA9867

KIFC1 CACAACCAGCTGCAGGAACTGAAGGGCAATATCCGGGTGTTCTGCCGCGTGCGCCCTGTC 1101
KIFC5B CACAACCAGCTGCAGGAACTGAAGGGCAATATCCGGGTGTTCTGCCGCGTGCGCCCTGTC 1134
AAhk Ak Ak A A Ak Ak Ak Ak kA Ak hkhkhkhkhkhkhkhkhkhkhkhkhkhkkhkkhkkhkkhkhkhkkhkhkhkkhkhkhhkhkhkhhhhhhhkkhhhhhxhhkxxx
KIFC1 CTCGAAGGGGAATCCACTCCATCTCCTGGCTTCCTCGTGTTTCCTCCTGGCCCTGCTGGA 1161
KIFC5B CTCGAAGGGGAATCCACTCCATCTCCTGGCTTCCTCGTGTTTCCTCCTGGCCCTGCTGGA 1194
KA A A KA A A A A Ak Ak Ak Ak kA hkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhhhkhkhkhkhkhkhkhkhhkhkhkhk kA kA kA kkkkkk
KIFC1 CCCTCTGATCCCCCGACGGGCCTTAGCCTCTCACGATCTGATGATCGGCGCTCCACCCTG 1221
KIFC5B CCCTCTGATCGCCCGACGGGCCTTAGCCTCTCACGATCTGATGATCGGCGCTCCACCCTG 1254
) hkk kK Kk kK Kk *k PR R R R R R R R R I I I I I I I I
KIFC1 ACTGGGGCCCCGGCCCCCACTGTCCGCCATGATTTCTCCTTTGATCGGGTGTTCCCGCCG 1281
KIFC5B ACTGGGGCCCCGGCACCCACTGTCCGCCATGATTTCTCCTTTGATCGGGTGTTCCCGCCG 1314
KA A AKX A A A A KA A A, Ak hkhkhkhkhkhkhkhkhkhkhkkhhkhkhkhkhkhkkhhkkhhkkhkhkhkkhkkhkkhkhkhkhkkhkhkkhkhkhhkkxkk**xx%x
KIFC1 GGAAGCAAGCAGGAGGAAGTGTTTGAGGAGATCGCCATGCTTGTCCAGTCAGCACTGGAT 1341
KIFC5B GGAAGCAAGCAGGAGGAAGTGTTTGAGGAGATCGCCATGCTTGTCCAGTCAGCACTAGAT 1374
KA A A KA AR A A A Ak Ak Ak hkhkhkhkhkhkhkhkhkhkhkhkhhkkhhkhkhkhkhkhkhkhkhkhkhkhkkhkkhkkhkkhkkhkhkkhkkhkkhkkhkkhkhkhkk*x **x%x
KIFC1 GGCTACCCTGTGTGCATTTTTGCCTATGGACAGACAGGCAGTGGCAAGACCTTCACTATG 1401
KIFC5B GGCTACCCTGTGTGCATTTTTGCCTATGGACAGACAGGCAGTGGCAAGACCTTCACTATG 1434
KA A AR AR A A A A A AR AR Ak kA Ak Ak bk hhkh kA kA Ak Ak hhh kA A Ak Ak hkhhkk kA Ak kA kA k), k%
KIFC1 GAAGGAGGGCCTAGGGGAGACCCCCAATTGGAAGGGCTGATCCCTCGGGCCATGCGGCAT 1461
KIFC5B GAAGGAGGGCCTAGGGGAGACCCCCAATTGGCAGGGCTGATCCCTCGGGCCATGCGGCAT 1494
AAhk A Ak KA A A Ak kA Ak hkhkhkhkhkhkhkkhkhkhkhkhkhhkkhkhkd K,hkhkhkhkhkhkhhhhkhhhhhhhkhhhrhhxdh*x*xx%x
KIFC1 CTGTTCTCTGTGGCCCAGGAGATGAGCGGCCAGGGCTGGACATACAGTTTTGTGGCGAGT 1521
KIFC5B CTGTTCTCTGTGGCCCAGGAGATGAGCGGCCAGGGCTGGACATACAGTTTTGTGGCGAGT 1554
KA A AKX A A A A A A A Ak Ak hkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkkhhkkhhkkhhkhkkhkkhkkhkkhkhhkhkkhkkhkhkhhkkxkkkx*xx
KIFC1 TACGTAGAGATCTACAATGAGACCGTTCGAGACCTGCTAGCTACTGGGCCCCGCAAGGGA 1581 RNA9878
KIFC5B TACGTAGAGATCTACAATGAGACCGTTCGAGACCTGCTAGCTACTGGGCCCCGCAAGGGA 1614 RNA9879
KA A A KA A A Ak Ak Ak Ak hkhkhkhkhkhkhkhkhkhkhkhhhkhkhkhkhhkhkhkhhhkhhkhkhkhkhkhkhkhkhkhkhk kA kkkkkx
KIFC1 CAAGGGGGCGAGTGTGAGATCCGTCGGGCAAGCCCAGGAAGTGAGGAGCTTACTGTCACC 1641
KIFC5B CAAGGGGGCGAGTGCGAGATCCGTCGGGCAAGCCCAGGGAGTGAGGAGCTTACTGTCACC 1674
hAAhk Ak Ak KA Ak hkhkhkhkhkhkdx (hkhkkhkhkkhkkhkkhkhkhkkhkhkkhkkhkhkkhkkhkkhkhkhkhkhk, ) hkhhkhhhhhhhkhhhhhx)h*x*xx%x
KIFC1 AATGCCCGCTATGTCCCTGTTTCCTGTGAGAAAGAGGTGGAGGCCCTGCTCCATTTGGCT 1701
KIFC5B AATGCCCGCTATGTCCCTGTTTCCTGTGAGAAAGAGGTGGAGGCCCTGCTCCATTTGGCT 1734
KA KA KA A A A A A A Ak Ak hkhkhkhkhkhkhkhkhkhkhkhhhkhkkhhkhhkkhkhkhkkhkkhkkhkhkkhkhkkhkhkkhkhkhkhkkxkkk*x%x
KIFC1 CATCAGAACCGGGCTGTGGCCCACACTGCCCAAAATAAGAGATCATCACGCAGTCATAGT 1761
KIFC5B CACCAGAACCGGGCTGTGGCCCACACTGCCCAGAATAAGAGATCATCACGCAGTCATAGT 1794
* * Ak Ak hkhkkhkhkkhkhkkhkhkkhkkhkkhkkhkkhkhkhkhkhkhkhkhkkk*x% Ahk Ak AKX A XAk hkhkhkhkhkhkkhkhkkhkkhkhkhkhkhkkhkkkx*k
KIFC1 GTGTTCCAGCTGCAGATTTCTGGAGAGCATGCAGCTCGGGGCCTGCAGTGTGGCGCTCCG 1821
KIFC5B GTGTTCCAGCTGCAGATTTCTGGAGAGCATGCAGCCCGGGGCCTGCAGTGTGGCGCTCCC 1854
KA A A A A A A Ak Ak A Ak Ak hkhkhkhkhkhkhkhhhkkhkhkkhkhkhkhkh Khhkhkhkhhhkhhhkhhkhhkkhkkhkhkkkk k%
KIFC1 CTCAACCTTGTGGACCTAGCTGGGAGTGAGCGGCTAGACCCTGGCTTACACCTAGGCCCT 1881
KIFC5B CTCAACCTTGTGGACCTAGCTGGGAGTGAGCGGCTAGACCCTGGCTTACCCCTAGGCCCT 1914
Ahk Ak Ak KA A Ak Ak hkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkkhkkhkkhkkhkhkhkhhkhkhkhkhhkhhkkhhhhhd, ),k,dh*x)k*x*xx%x
KIFC1 GGGGAGCGTGATCGTCTTCGGGAGACACAGGCCATTAACAGCAGTCTGTCTACACTGGGA 1941
KIFC5B GGGGAGCGTGATCGTCTTCGGGAGACACAGGCCATTAACAGCAGTCTGTCTACATTGGGA 1974
KA A AR AR A A Ak Ak Ak Ak Ak hkhkhkhkhkhkhkhkhkhkhkhhkh kA A Ak Ak Ak Ak Ak kA Ak kA A Ak Ak Kk ko * Kk Kk Kk x
KIFC1 CTGGTCATAATGGCCCTGAGCAATAAGGAGTCCCACGTGCCTTACCGAAACAGCAAGCTC 2001
KIFC5B CTGGTCATAATGGCCCTGAGCAATAAGGAGTCCCACGTGCCTTACCGAAACAGCAAGCTC 2034
KA A A KA A A A A A kA Ak hkhkhkhkhkhkhkhkhkhkhkhkhhkhhkhkhhkhkhkkhhkhkhkhkhkhkhkhkhkhkhkhkhkhk kA kkkkk*
KIFCl1 ACCTACTTGCTGCAGAACTCTCTGGGTGGCAGTGCCAAGATGCTTATGTTTGTGAATATT 2061
KIFC5B ACCTACTTGCTGCAGAACTCTCTGGGTGGCAGTGCCAAGATGCTTATGTTTGTGAATATT 2094
KA KA KA A A Ak kA Ak Ak hkhkhkhkhkhkhkhkhkhhkkhkhkkhkkhkhkhkkhkhkhkkhkhkhhkhhkkhhhhhhhkkhhhhhhhkxxx
KIFC1 TCTCCTCTGGAAGAGAATGTCTCCGAGTCTCTGAATTCACTACGCTTTGCTTCCAAGGTG 2121
KIFC5B TCTCCTCTGGAAGAGAATGTCTCCGAGTCTCTGAATTCACTACGCTTTGCTTCCAAGGTG 2154

kA Ak Ak hh kA hhhkhk A rhkhk kA hhhhkhhhhhkr ok hhkhkhkhhdkhkrhkhkkhkhkrhhhkhkhkrhkhhkrrkhkkhkxx

Supplementary Figure S2 (Part 2). mRNA sequence alignment of Kifc1 and Kicf5b. Location of siRNA targeting sites, 5’ and
3’ untranslated regions are as marked.
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AACCAGTGTGTCATTGGTACTGCTCAGGCTAATAAGAAGTGAAGTCGGATCCAGAGCCTG
AACCAGTGTGTCATTGGTACTGCTCAGGCTAATAAGAAGTGAAGTCGGATCCAGAGC-—-
R i S b I b b I S b S b b S b S Sb b S b R e S b S S R S b S S IR S Sb b S Sh db b S b dh Y
ATTCCCTTGCAAGCCAGTGCGCATGCGTCTCTGTTTTAGTGTGTA-—--TTCGGTGGGGG
--—-CCTTGCAAGCCAGTGCGCATGCGTCTCTGTTTTAGTGTGTATTTATTCGGTGGGGG
R I b e b b e e I b b I I b b S b I e b b b b b b b b S b S b S b S O *kkhkkhkkhkkKhkk kK
TGGGTGGGAGTTGAGACATGATTTTATTGGGTGAACAATATTTATTATGTAATCAACTAT
TGGGTGGGAGTTGAGACATGATATTACTGGG—-————— TATTTATTATGTAATAAAGAAT
khkkAhk kA kkhk Ak Ak, kk Ak hkhkk,k,k *k,k*k **,*x%x kkhkkhkkAkkkhkkhkhkkkkhAkkkkkx k% * *
AAAT----AAAGAATAATCTGTTGGTTAAAA-———————— AAAAAA--———————————-
AATCTTTTGTATGTTAATCCTTTTCTTAATCTTAGATTTTAAAAAATTGTGTGCAGTTGT

* % * * Kk ok ok k * K * k kK * Kk ok k kK

GGTTTTATTAACTTAACGGTTTTAGCTGCCAAAGGAAGGTATTGTAAATAAATACTGTAA

——————— 2330
GCACGTA 2627

3’ UTR
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Supplementary Figure S2 (Part 3). mRNA sequence alignment of Kifcl and Kicf5b. Location of siRNA targeting sites, 5’ and
3’ untranslated regions are as marked.
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MDVQAQRPPLLEVKRNVELKAALVKSSSRVPLSASRLKRGPDOMEDALEPAKKRTRVMGA
MDVQAQRKG-REGKRNVELKAALVKSSSRLPLSASSLKRGPDOMEDALEPAKKRTRVMGA
* K kK Kk ok x KRR KK KKK AAARK KK KK s kAXRK Kok kk kA AR KKK KKk kA& X KK KKKk
VTKVDTSRPRGPLLSTVSQTOGHTAAQKGPKKTGPRGCSAIGTVLRSQKPVPAAPAQKPG
VTKVDTSRPRGPLLSTVSQTOGHNAAQKGPKKTGPGGCSAVGTVLRSQKPAPAAPA-KPG
KAKKK KKk AR ARKRKRK K KRR A AL Kk hhk kA AAAK hohkk s kAR KKk kK AXX XK Khk*
TSTAPVVVGKRAGKRPAWDLKGQLCDLNEELKRYREKTQTLELENRGLREQLREVQEQAT
TSTAPVVVGKRAGKRPAWDLKGQLCDLNEELKRYREKTETLELENRGLREQLREVQEQAT
EAK KKKk h ok k kAR hhh ok hh kAR Kk hhh kA AR Ak hk s k kA AR Ak h kK kk k& Ak Kk kK k&
TLGTERNTLEGELASVRSRAEQDQORLETLSARVLELEECLGTRERLLOQELQGERLQLQE
TLGTERNTLEGELASVRSRAEQDQORLETLSARVLELEECLGTRERLLQELQGERLQLQE
Kk ok kK k ok k ok ok k ko k ok ke ok ok ok ko k ok ok ok ok ok ok ok ok ok ok ok ok ok ok ko ok ok k ok k ok ok ok ok k kR ok ko
ERSTLSTQLEEQERRFQATEAALSSSQEEVVCLROQKTEAQVTLLAEQGDRLYGLEMERRR
ERSTLSTQLEEQERRFQATEAALSSSQEEVVCLROQKTEAQVTLLAEQGDRLYGLEMERRR
Kk ok kK k ok ok ok Kk ok ko k ok k ok ok ok ko k ok ok ok ok ok sk ok ok k ok ok ok ok sk ok ok ok ok ok ok k ok ko k k Kk ok ok ok ko
LHEHNQLOELKGNIRVFCRVRPVLEGESTPSPGFLVFPPGPAGPSDPPTGLSLSRSDDRRST
LHNQLOELKGNIRVFCRVRPVLEGESTPSPGFLVFPPGPAGPSDRPTGLSLSRSDDRRST
KAk ok hkhhkkkkhkhkkkkkkhkkkkkkk ok k ok ok kkk ok kkkkkkkok Kk k Kk ok k ok k ok & k& %k %%
LTGAPAPTVRHDFSFDRVFPPGSKQEEVFEETAMLVOSALDGYPVCIFAYGQTGSGKTET
LTGAPAPTVRHDEFSFDRVFPPGSKQEEVFEEIAMLVQSALDGYPVCIFAYGQTGSGKTET
]k o ok kK ok Kok ok ok ok ko ko ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ko ko ok ok ok ok ok Kk ok ko
MEGGPRGDPQLEGLIPRAMRHLEFSVAQEMSGOGWTYSEFVASYVEIYNETVRDLLATGPRK
MEGGPRGDPQLAGLIPRAMRHLESVAQEMSGOGWTYSFVASYVEIYNETVRDLLATGPRK
kkokkkkkkkokk Kok ok k ok ok ok ok ok ok kk ok ok ok ok ok ok sk k ok k ok ok ok ok k k k ok k ok ok k ok ok ok ok ok ok k ok ok ok ok ok ok
GQOGGECEIRRASPGSEELTVTNARYVPVSCEKEVEALLHLAHQNRAVAHTAQNKRSSRSH
GOGGECEIRRASPGSEELTVTNARYVPVSCEKEVEALLHLAHQNRAVAHTAQNKRSSRSH
K K ok %k kK ok K ok Kk ok ko K ok k ok K ok ok ko ok ok K ok ok ok sk ok ok k ok ok ok ok ok ok ok ok k ok ok ok ok ok ok K ok k ok ok ok ok R ok ko
SVFQLOISGEHAARGLOQCGAPLNLVDLAGSERLDPGLHLGPGERDRLRETQAINSSLSTL
SVFQLOISGEHAARGLOCGAPLNLVDLAGSERLDPGLPLGPGERDRLRETQAINSSLSTL
Kk ok sk kK ko ko ko ko ok ok ke ok ko ke ok ok ok ke k ks k sk ok ok ko ok ok ok ok ok ok ok ok ko k ok k ok ok ok ok ok ok ok ok
GLVIMALSNKESHVPYRNSKLTYLLONSLGGSAKMLMFVNISPLEENVSESLNSLRFASK
GLVIMALSNKESHVPYRNSKLTYLLONSLGGSAKMLMFVNISPLEENVSESLNSLRFASK
Kk o kK kK ok K ok ko k k ok K ok ok ok K ok ok ko ok ok K ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ko ko ok ok ok ok ok R ok ko
VNQCVIGTAQANKK 674

VNQCVIGTAQANKK 672

XAk KkkkkAkhkkkhkkkXkk*k

Supplementary Figure S3. Protein sequence alignment of Kifcl and Kicf5b.
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anti-rabbit 1gG anti-mouse IgG

Supplementary Figure S4. Antibody specificity. Primary antibodies were substituted with the appropriate concentration of
either anti-rabbit (red) or anti-mouse (green) IgG in negative control groups for immunocytochemistry. Oocytes were counterstained
with the nuclear stain Hoechst 33342 (blue) and viewed using confocal microscopy. Scale bar = 20 um.
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Densitometry
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Supplementary Figure S5. Anti-HSET immunoblot in young and aged oocytes. Immunoblotting with anti-HSET antibodies
revealed a predominant band at the appropriate molecular weight of approximately 74 kDa in cell lysates prepared from isolated GV,
MI and Ml stage oocytes of young (Y) and aged (A) animals. Densitometric analysis of the labeling intensity of the HSET band relative
to that of the GAPDH loading control, revealed an age-dependent decrease in the relative abundance of HSET in lysates of aged GV,
Ml and, to a lesser extent, MIl stage oocytes. This experiment was repeated once with each lane being loaded with total protein

lysates prepared from the equivalent of 100 oocytes (i.e. ~ 2 ug protein / lane).
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