Supplementary Table 4. Proteins down-regulated in SEN ESCs secretome, quantified with at least 2
spectral counts (sc)

Condition -
. atio
Identified Proteins Uniprot ID MW (kDa) (max # sc/peptides) = p-value
Ctrl Sen
Xaa-Pro dipeptidase PEPD_HUMAN 55 39/14 3/2 0.05 < 0.00010
Soluble calcium-activated -\ \r1 ymaN 45 19/12 2/2 0.05  <0.00010
nucleotidase 1
Filamin-B FLNB_HUMAN 278 138/61 10/1 0.07 < 0.00010
Lactotransferrin TRFL_HUMAN 78 109/34 10/3 0.09 < 0.00010
Fascin FSCN1_HUMAN 55 59/20 8/5 0.10 < 0.00010
Dihydrolipoyl
dehydrogenase, DLDH_HUMAN 54 26/12 3/3 0.11 < 0.00010
mitochondrial
Procollagen-lysine,2-
oxoglutarate 5-dioxygenase PLOD3_HUMAN 85 22/15 3/3 0.11 < 0.00010
3
Serum albumin ALBU_HUMAN 69 278/45 34/5 0.12 < 0.00010
Interstitial collagenase MMP1_HUMAN 54 80/18 13/6 0.12 <0.00010
WD repeat-containing WDR1_HUMAN 66 42/20 5/3 012  <0.00010
protein 1
Serpin B7 SPB7_HUMAN 43 24/12 5/3 0.12 <0.00010
Lysozyme C LYSC_HUMAN 17 12/5 2/1 0.12 < 0.00010
Transketolase TKT_HUMAN 68 104/24 17/6 0.15 <0.00010
Glutathione synthetase GSHB_HUMAN 52 28/12 5/3 0.15 <0.00010
Dihydropyrimidinase- DPYL2_HUMAN 62 14/11 2/2 0.15  <0.00010
related protein 2
Secernin-1 SCRN1_HUMAN 46 11/6 2/2 0.15 <0.00010
;'eat shock 70 kDa protein \op01 1yymAN 94 33/21 7/5 018  <0.00010
Filamin-A FLNA_HUMAN 281 227/71 63/33 0.27 <0.00010
Filamin-C FLNC_HUMAN 291 144/49 39/18 0.27 <0.00010
Nidogen-1 NID1_HUMAN 136 88/28 26/14 0.28 <0.00010
Puromycin-sensitive PSA_HUMAN 103 56/29 15/9 028  <0.00010
aminopeptidase
Cathepsin L1 CATL1_HUMAN 38 20/7 6/1 0.29 <0.00010
Thioredoxin reductase 1, rpyps ymAN 71 116/27 35/13 031  <0.00010
cytoplasmic
Rab GDP dissociation GDIA_HUMAN 51 67/15 24/4 036  <0.00010
inhibitor alpha
Purine nucleoside PNPH_HUMAN 32 39/16 16/10 038  <0.00010
phosphorylase
Calsyntenin-1 CSTN1_HUMAN 110 113/32 46/16 0.40 <0.00010
Tyrosine-protein kinase ;5 pi;\aN 98 24/5 10/5 040  <0.00010

receptor UFO
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Disintegrin and

metalloproteinase domain- ADA19_HUMAN 105 7/4 5/3 0.46 0.036
containing protein 19
Proteins down-regulated
in SEN ESCs secretome,
guantified with at least 1
spectral counts (sc)
Condition Ratio
Identified Proteins Uniprot ID MW (kDa) (max # sc/peptides) - p-value
Sen/Ctrl
Ctrl Sen
Leukocyte elastase inhibitor ILEU_HUMAN 43 24/13 1/1 0.01 0.00019
Bleomycin hydrolase BLMH_HUMAN 53 7/3 1/1 0.09 0.00023
'1”05'“" monophosphatase \\oa1 LuMAN 30 12/10 1/1 0.06 0.00024
Intraflagellar transport
) IFT25_HUMAN 16 6/5 1/1 0.05 0.00035
protein 25 homolog
Enolase-phosphatase E1 ENOPH_HUMAN 29 11/7 1/1 0.04 0.00058
Omega-amidase NIT2 NIT2_HUMAN 31 7/7 1/1 0.05 0.00068
G -
amma GGCT_HUMAN 21 11/7 1/1 0.03 0.00088
glutamylcyclotransferase
Enoyl-CoA delta i
NOYI-LOA AEta ISOMETASe  £011 HUMAN 33 3/2 1/1 0.10 0.00095
1, mitochondrial
Proteasome subunitbeta  peps ipan 23 5/4 1/1 0.13 0.001
type-2
Phosphoglucomutase-2 PGM2_HUMAN 68 17/10 1/1 0.02 0.0018
S-adenosylmethionine METK2_HUMAN 44 8/8 1/1 0.05 0.0019
synthase isoform type-2
Ephrin type-A receptor 5 EPHA5_HUMAN 115 4/3 1/1 0.08 0.0019
Pyridoxal kinase PDXK_HUMAN 35 11/7 1/1 0.04 0.0039
Secreted and
ecretedan _ SCTM1_HUMAN 27 5/3 1/1 0.08 0.0041
transmembrane protein 1
Collagen alpha-1(VII) chain CO7A1_HUMAN 295 25/12 1/1 0.02 0.0047
Destrin DEST_HUMAN 19 8/6 1/1 0.15 0.0049
Pantetheinase VNN1_HUMAN 57 3/2 1/1 0.35 0.0049
Hemopexin HEMO_HUMAN 52 3/3 1/1 0.35 0.0049
Methionine
adenosyltransferase 2 MAT2B_HUMAN 38 6/5 1/1 0.20 0.0068
subunit beta
Platelet-activating factor
acetylhydrolase IB subunit  LIS1_HUMAN 47 3/2 1/1 0.12 0.0076
aloha
EMILIN-2 EMIL2_HUMAN 116 3/2 1/1 0.12 0.0079
Spectrin beta chain, non- o155 1ipaN 275 3/3 1/1 0.40 0.011
erythrocytic 1
Selenoprotein M SELM_HUMAN 16 2/2 1/1 0.31 0.012




D-tyrosyl-tRNA(Tyr)

DTD1_HUMAN 23 3/2 1/1 0.26 0.017
deacylase 1
Elongation factor 2 EF2_HUMAN 95 4/3 1/1 0.11 0.018
Ubiquitin-like modifier- 0y 1 paN 118 2/2 1/1 0.19 0.042

activating enzyme 1




