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Predicted consequential pairing of target region (top)
and miRNA (bottom)

Position 464-470 of AXIN 3' UTR 5’ . ..UUGUCUCUUGCCUGCCACUGUGLU. . -

. )
hsa-miR-128-3p 3 UUUCUCUGGCCAAGUGACACU

C

Human —G-CUGICUCIIGECTE GCCACUGUGUG AN UC—GGLGACGGAGC -
Chimp ——GCUAGUCUCUGCCI: GUCACUGUGUGAA UC—GGELGACGGEAGC-
Rhesus —G-CUUGUCUCINIGCC GCCACUGUGUGAG CC—GGLGACGGEG-
Squirrel —GCCCUCUCUCGCCIF GUCACUGUGUGAA UCLCLCGCAN-UGAGC-
Mouse —GCU=GUCUCINIGCCI GO ACUGUGUGAA UC—U—GGLAGCUGAG-
Rat —GCU-GUCUCUUGCC GCCACUGUGUGAA UCU—GGLGGCUGAAL-

Supplementary Figure 1. The therapeutic significance of the HIF-1o/miR-128-3p/AXIN1 axis in hippocampal neurons via the
Wnt/B-catenin signaling pathway. (A) The heatmap of DEGs that were screened from the PD-related microarray dataset GSE7621; the
abscissa represents the sample number, and the ordinate represents the DEGs; the clustering of gene expression level is presented using a
dendrogram in the upper left region, each rectangle indicates the expression of one gene in one sample, and the color gradation is presented
using a histogram in the upper right region. (B) The predicted binding sites between miR-128-3p and Axin1 3'UTR using Targetscan. (C) The
sequence homology between human and mouse miR-128-3p and Axin1 3'UTR.
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