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Supplementary Figure 1. The prognostic value of immune cell types in the Laurent UM dataset. (A) Kaplan-Meier survival
analysis based on the immune score and stromal score. Patients were divided into high and low groups based on their value for each score.
(B) Kaplan-Meier survival analysis based on immune cell types. Patients were divided into high and low groups based on their expression of
each cell type. (C) The results of CIBERSORT in the Laurent UM dataset. n=63.
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Supplementary Figure 2. Immune-related gene expression in the UM dataset of TCGA. (A) Hierarchical clustering of 80 tumors
based on selected gene signatures or genes is shown.
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Supplementary Figure 3. The prognostic power of the immune score in the UM dataset of TCGA. (A) HRs based on various
clinical features in all patients; the horizontal bars represent the 95% confidence intervals of the HRs. Statistically significant variables are
shown. (B) Area under the curve for the immune score and M3 in predicting survival among UM patients in TCGA.
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Supplementary Figure 4. The correlation between the immune score and immune cell infiltration in UM. (A) Correlations
among the estimate score, CD8 T cell infiltration, stromal score, tumor purity and immune score in the GSE22138 dataset. (B) Correlations
among CD8 T cell infiltration, the stromal score, tumor purity and the immune score in the UM dataset of TCGA.

AGING

www.aging-us.com



