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Supplementary Figure 1. No significant correlation between H19 expression and clinical traits.
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Supplementary Figure 2. The relation between H19 copy number variation and infiltration level. *, P<0.05; **, P<0.01; ***,
P<0.001. Abbreviation: LGG, low grade glioma; GBM, glioblastoma.
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H19: Putative copy-number alterations form GISTIC
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H19: Putative copy-number alterations form GISTIC

Supplementary Figure 3. The relationship between the copy number of H19 and the mRNA level of H19. The copy number of
H19 did not affect the mRNA level of H19.
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