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Supplementary Figure 1. IRGCluster was compared with clinical stage. (A-C) The top panel was the heat map of the significant

difference in the distribution of IRGCluster in clinical stage T, N and stage. The significance p value was obtained by anova test, the median
value was -log10 (p value), bottom panel was the distribution proportion of IRGCluster in clinical stage.
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Supplementary Figure 2. (A) gSig2 score and gSig3 score predicted the AUC curve of high and low expression of CD274 in TCGA data set
and the AUC curve of high and low expression of CTLA4 in GSE27155 data set. (B) correlation between three gSig scores and BRAF expression
in TCGA data set.
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