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Supplementary Figure 1. The relative mRNA expression of CDCA5 in GEO datasets. (A) The relative mRNA level of CDCA5S is
significantly higherin HCCtissues thaninadjacent normal tissue. Data represent the mean+SD. ***, P<0.001. (B) The relative mRNA level
of CDCAS is higherin HCC than patient-matched adjacent normal tissues. ***, P <0.001.
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Supplementary Figure 2. Enrichment clustering of genes involved in cell cycle, DNA replication and p53 pathway between
CDCAS5-high and -low patients.
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