Supplementary Data
Supplementary Data 1. The differentially expressed genes between female_mid and male_mid macaques (female_mid higher than male_mid, p value＜0.05).
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Supplementary Data 2. The differentially expressed genes between female_mid and male_mid macaques (female_mid lower than male_mid, p value＜0.05).
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Supplementary Data 3. The differentially expressed genes between female_young and male_young macaques (female_young higher than male_young, p value＜0.05).
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Supplementary Data 4. The differentially expressed genes between female_young and male_young macaques (female_young lower than male_young, p value＜0.05)
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Supplementary Data 5. The differentially expressed genes between female_mid and female_young macaques (female_mid higher than female_young, p value＜0.05)
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Supplementary Data 6. The differentially expressed genes between female_mid and female_young macaques (female_mid lower than female_young, p value＜0.05)
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Supplementary Data 7. The differentially expressed genes between male_mid and male_young macaques (male_mid higher than male_young, p value＜0.05)
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Supplementary Data 8. The differentially expressed genes between male_mid and male_young macaques (male_mid lower than male_young, p value＜0.05)
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