SUPPLEMENTARY FIGURE

B e R A S R I N IRE LA B A SN e

~
Q%”m
.
’°ﬂa,,, CDC34 (N)-MEN NN N -
“ay UVRAG (1) : =
UVRAG (N)-

SOX9 (T)-mm
SOX9 (N)-W

MYEF2 (T) B -
MYEF2 (N)- B -

E2F1 (T)"
E2F1 (N)
EP300 (T)-W
EP300 (N)-
RBMXL1 (T)"
RBMXLL (N)-

Aemured zaungyy

BIRC3 (T)-
%’b £ BIRC3 (N)- -
2o, Q‘;s\ TNC (T)-m. 0 .
s . °

TNC (N)

D cocas weesz
[m} [ | [T R % i
— s wsomomn-o| 2 e
(m] 1 5 CIeR 5 Pt

LR i
" o [ W=n) = ' e
| i o
s s
‘ o (] - L oy s
| | — - o
i m =% ‘ sl -
e (m] | ¢ = W & - S E B o® e
S EIFTFPFIT IS SEEF EFFE P S F PP EILETSI S
FEEILE LSS T I EELES ESSEE T I LELEF S Y iy [ Skt
T,y . 5w e
o - s f—
i e L TR B e i a)
o, T . FL TR E T ; ST
\ % Y h Y
2 1 3 s RN 5 \
3 A
| \ N \
¥, | . )
. EE IR S Y H \
\ \
NI N % SR I MR\
3 N 3 B 3 £ 3 g N
Y " + L '_Ll
—— [ — p——
= =
3 an ] o 31— ™ ] o
T e S T . T e B e e b
P B B p—
, e ni -
Y. s WA : o M T e VRN e T G
_— o e sose
2 R 150010824 LR~ WR=246 (141 426) | R W= 17410820 | ™ HR=206(118-357
logrank P \ Togrank Y oganki R Togankh =01
. . NG L1 S
H] K 3 i : h )

g g 2 S
Expesson Expensin Expesson [—
e o o o
g{ = g{— r ${— .
° » « © » o » © @ w ° » “ w © o » “ © ®
T rera) joe— T ront) T (o)
[ Jro— Jr— Wombor stk
o 8 3 " s . o 43 " . . . o o i : “ % ’ i i
o 8 v H o H o o 4 : H o - & o i o
F value =5.19 F value = 6.88 F value = 6.01 “ F value = 3.55
% Pr(>F) 20,0017 = Pit-F)=0.000216 Pr(>F) = 0.000643 Pr>F) = 00157
R ~
% ] ' £°1 k 7
o ¢ o
: )
< 4 3~
e an g g
3 3
24 -
3 T T T T T T T T
Stage | Stage Il Stage Il Stage IV Swge | Stage Il Stage Iil Stage V.

Supplementary Figure 1. Overlapping target genes in the miRNA-based pathway examination. (A) Venn diagramof overlapping
targetgenes in five miRNA-based pathways in the miPPSPC. (B) Expression of the main target genes in different cancers. The color change
representedthe level of gene expression for cancer patients in TCGA: blue re presented high gene expression level while white represented
low gene expression level. (C) Survival map of main target genes on different cancers in TCGA generated by GEPIA2 tool. Survival map could
compare the survival contribution of multiple genesin multiple cancer types, estimated using Mantel—Cox test. Significant results were
framedin red orblue, re presenting cancer promoting or i nhibiting effects, respectively. (D) Ka plan—Meier curves for overall survival of PC
patients in TCGA with different gene expression levels were shown. Black line represented low gene expression group and red |l ine
represented high gene expression group. (E) Expression of four main target genes in PC patients with different stages.
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