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Supplementary Figure 1. Co-expression of SCARA3 with four shared genes in adipose tissue. (A-D) Correlation of SCARA3 with
GHR (A), GPX3 (B), SAA1 (C), and WFDC1 (D) expression in adipose tissue, based on data from the GTEx databases, respectively.
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Supplementary Figure 2. Predictions of transcriptional factors of SCARA3 in PROMO databases.
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