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Supplementary Figure 1. Sample cluster analysis. (A) Sample clustering to detect outliers based on RNA data (the red line (cut height = 
200 cm) was used as the filter to remove outlier samples from the sample tree). (B) Sample dendrogram and clinical trait heatmap based on 
gene express ion and cl inica l  data. TNM = tumor, node, metastas is  (class i fication).  

 



www.aging-us.com 2 AGING 

 
 

Supplementary Figure 2. lncRNA-miRNA-mRNA ceRNA and lncRNA-RBP-mRNA networks. (A) lncRNA-miRNA-mRNA ceRNA 
network based on the co-express ion Brown module. (B) lncRNA-RBP-mRNA network based on the co-express ion Brown module. 

 


