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Supplementary Table 1. Cells utilised to retrieve monocyte-specific transcription factor binding sites.
	CD14 [1]
	Macrophage
	monocyte-derived macrophage (MDM)
	MOLM-13 [1-2]

	MOLM-14 [2-3]
	Monocyte
	NOMO1 [4]
	MV4-11 [1, 5]

	THP-1 [1, 4]
	U-937 [6]
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Supplementary Table 2. Differentially methylated sites in various cell lineages.
	CpG site
	Δβa
	P
	FDR
	Chr
	Positionb
	Genec

	Monocytes
	
	
	
	
	
	

	cg15158067
	-1.00 
	1.24×10-6
	4.89×10-3
	1
	1536396
	C1orf233

	cg22626579
	-0.69 
	1.81×10-7
	9.63×10-4
	1
	2038628
	PRKCZ

	cg09599979
	-1.00 
	4.03×10-28
	1.48×10-22
	1
	6660000
	KLHL21

	cg02254548
	-0.97 
	7.43×10-6
	2.17×10-2
	1
	15585958
	FHAD1

	cg15642494
	-0.46 
	1.62×10-6
	6.04×10-3
	1
	19616829
	

	cg07973655
	0.24 
	1.03×10-5
	2.91×10-2
	1
	25566628
	

	cg04285956
	0.14 
	1.23×10-5
	3.31×10-2
	1
	25566753
	

	cg01718853
	0.51 
	1.54×10-5
	4.02×10-2
	1
	27157161
	ZDHHC18

	cg03789579
	-1.00 
	1.35×10-9
	1.40×10-5
	1
	32670241
	IQCC

	cg20942219
	-1.00 
	6.75×10-9
	5.85×10-5
	1
	44141161
	KDM4A

	cg02696670
	0.64 
	2.39×10-7
	1.16×10-3
	1
	64669384
	UBE2U

	cg18117228
	1.00 
	2.68×10-10
	3.35×10-6
	1
	65775772
	DNAJC6

	cg18886702
	-0.68 
	8.48×10-11
	1.20×10-6
	1
	67658441
	IL23R

	cg13559233
	-1.00 
	8.38×10-6
	2.42×10-2
	1
	82269258
	LPHN2

	cg08721840
	-0.59 
	2.03×10-6
	7.22×10-3
	1
	155293541
	RUSC1

	cg05638359
	1.00 
	8.51×10-8
	5.27×10-4
	1
	190444387
	FAM5C

	cg22889645
	0.55 
	1.11×10-7
	6.52×10-4
	1
	205326399
	KLHDC8A

	cg03945122
	1.00 
	7.40×10-10
	8.02×10-6
	1
	207840521
	CR1L

	cg03231504
	0.91 
	7.24×10-6
	2.13×10-2
	1
	228677993
	RNF187

	cg11157725
	1.00 
	1.87×10-7
	9.63×10-4
	1
	230827973
	COG2

	cg26461510
	-0.79 
	2.09×10-7
	1.05×10-3
	1
	248569107
	OR2T1

	cg07173100
	-0.70 
	4.04×10-8
	2.83×10-4
	2
	3606140
	RNASEH1

	cg05097535
	-0.71 
	4.26×10-12
	8.31×10-8
	2
	27353339
	ABHD1

	cg03275949
	1.00 
	3.17×10-11
	4.94×10-7
	2
	28113605
	BRE-AS1

	cg05547766
	-0.41 
	3.92×10-6
	1.28×10-2
	2
	47232971
	TTC7A

	cg07083023
	-0.97 
	1.23×10-5
	3.31×10-2
	2
	51254981
	NRXN1

	cg19824059
	-1.00 
	4.53×10-8
	3.12×10-4
	2
	51255324
	NRXN1

	cg08086731
	0.77 
	1.06×10-5
	2.97×10-2
	2
	62429249
	B3GNT2

	cg09586879
	-0.68 
	5.50×10-8
	3.68×10-4
	2
	70900488
	ADD2

	cg08682760
	0.58 
	2.66×10-8
	1.96×10-4
	2
	104694659
	

	cg22865501
	-0.69 
	1.05×10-5
	2.96×10-2
	2
	105321544
	

	cg10155147
	-1.00 
	1.69×10-11
	2.96×10-7
	2
	106500829
	NCK2

	cg13040600
	-0.62 
	8.47×10-7
	3.59×10-3
	2
	135037975
	MGAT5

	cg18110444
	0.90 
	1.59×10-14
	5.57×10-10
	2
	136743460
	DARS

	cg08797047
	-0.88 
	1.12×10-5
	3.09×10-2
	2
	144359042
	ARHGAP15

	cg05903707
	-1.00 
	6.04×10-6
	1.85×10-2
	2
	158843896
	

	cg02439066
	-0.79 
	3.66×10-7
	1.67×10-3
	2
	169214197
	

	cg23279346
	-0.74 
	7.56×10-8
	4.84×10-4
	2
	170777718
	UBR3

	cg02993437
	1.00 
	7.88×10-6
	2.29×10-2
	2
	172937981
	METAP1D

	cg08119434
	1.00 
	1.64×10-5
	4.21×10-2
	2
	205036349
	

	cg01236747
	-0.56 
	1.17×10-6
	4.68×10-3
	2
	208815027
	PLEKHM3

	cg21084456
	-0.47 
	1.70×10-5
	4.36×10-2
	2
	217674497
	

	cg01080600
	-0.80 
	1.01×10-6
	4.14×10-3
	2
	236443773
	AGAP1

	cg14357719
	1.00 
	1.06×10-11
	1.95×10-7
	2
	236500777
	AGAP1

	cg22049753
	0.66 
	9.45×10-7
	3.96×10-3
	2
	240895815
	

	cg10314750
	-0.74 
	2.98×10-6
	1.03×10-2
	3
	9922257
	CIDEC

	cg24016448
	0.68 
	1.33×10-8
	1.07×10-4
	3
	11607988
	VGLL4

	cg07759247
	0.68 
	1.78×10-7
	9.58×10-4
	3
	38040636
	VILL

	cg07285807
	1.00 
	1.20×10-24
	1.77×10-19
	3
	49235826
	CCDC36

	cg00091098
	0.52 
	1.06×10-7
	6.32×10-4
	3
	71100993
	FOXP1

	cg24532093
	0.84 
	1.90×10-7
	9.73×10-4
	3
	98710785
	

	cg15766024
	0.63 
	1.88×10-8
	1.43×10-4
	3
	99904510
	TMEM30C

	cg14775821
	-0.69 
	2.17×10-7
	1.08×10-3
	3
	111622625
	PHLDB2

	cg02797353
	0.86 
	3.86×10-9
	3.65×10-5
	3
	119531385
	NR1I2

	cg10513770
	0.65 
	1.78×10-5
	4.54×10-2
	3
	122798912
	PDIA5

	cg14603321
	-1.00 
	7.05×10-10
	7.75×10-6
	3
	171920662
	FNDC3B

	cg04738673
	1.00 
	7.04×10-14
	2.08×10-9
	3
	177482968
	

	cg04258358
	0.69 
	3.95×10-6
	1.29×10-2
	4
	728867
	PCGF3

	cg12250142
	-0.65 
	2.83×10-10
	3.47×10-6
	4
	15657883
	FBXL5

	cg10053430
	-1.00 
	2.54×10-17
	1.44×10-12
	4
	83500062
	

	cg07856552
	-1.00 
	3.37×10-10
	4.00×10-6
	4
	90548906
	

	cg24467535
	-1.00 
	2.45×10-10
	3.12×10-6
	4
	100244604
	

	cg17318769
	-1.00 
	1.79×10-11
	3.07×10-7
	4
	154229091
	TRIM2

	cg11383226
	-1.00 
	2.84×10-8
	2.05×10-4
	4
	159236616
	

	cg22517735
	0.30 
	1.65×10-7
	8.92×10-4
	4
	174451954
	NBLA00301

	cg03930088
	0.86 
	2.65×10-12
	5.77×10-8
	4
	187647395
	

	cg04859695
	-1.00 
	7.92×10-15
	3.07×10-10
	4
	187666362
	

	cg16227022
	0.51 
	1.71×10-6
	6.35×10-3
	4
	189898680
	

	cg19940052
	-0.42 
	6.97×10-7
	3.00×10-3
	5
	5474505
	KIAA0947

	cg15288149
	-0.98 
	5.31×10-11
	7.83×10-7
	5
	6409323
	

	cg10556369
	-0.42 
	4.96×10-6
	1.56×10-2
	5
	36619118
	SLC1A3

	cg19459207
	1.00 
	1.30×10-5
	3.46×10-2
	5
	49737773
	EMB

	cg15120413
	1.00 
	2.40×10-9
	2.29×10-5
	5
	53753195
	

	cg04480129
	-1.00 
	1.33×10-6
	5.13×10-3
	5
	66316631
	MAST4

	cg10435952
	1.00 
	3.26×10-8
	2.33×10-4
	5
	81884312
	

	cg03344380
	-1.00 
	6.22×10-6
	1.89×10-2
	5
	82308242
	

	cg26578049
	1.00 
	9.69×10-9
	7.93×10-5
	5
	87985911
	

	cg18368265
	-0.57 
	2.29×10-9
	2.22×10-5
	5
	123968247
	

	cg03795507
	-1.00 
	3.42×10-7
	1.60×10-3
	5
	133340866
	VDAC1

	cg01919823
	0.52 
	4.63×10-6
	1.47×10-2
	5
	148741481
	PCYOX1L

	cg07682547
	0.88 
	2.81×10-11
	4.50×10-7
	5
	153863417
	

	cg19868864
	1.00 
	3.77×10-6
	1.24×10-2
	5
	162901371
	HMMR

	cg04093159
	0.19 
	9.16×10-8
	5.54×10-4
	5
	166211825
	

	cg15926342
	-0.47 
	6.12×10-6
	1.87×10-2
	5
	171881757
	SH3PXD2B

	cg26993940
	0.70 
	1.39×10-6
	5.32×10-3
	5
	177892758
	COL23A1

	cg16958184
	-1.00 
	2.38×10-17
	1.44×10-12
	6
	2685592
	MYLK4

	cg01156392
	0.73 
	2.32×10-6
	8.18×10-3
	6
	5850005
	

	cg09146892
	0.99 
	2.28×10-6
	8.09×10-3
	6
	6971335
	

	cg24822462
	0.47 
	4.17×10-7
	1.89×10-3
	6
	15097408
	

	cg02147727
	0.74 
	9.85×10-7
	4.05×10-3
	6
	20500125
	

	cg07191121
	1.00 
	1.12×10-12
	2.65×10-8
	6
	28724650
	

	cg00937691
	-0.97 
	3.43×10-6
	1.14×10-2
	6
	29796105
	HLA-G

	cg10750989
	-0.45 
	5.89×10-13
	1.52×10-8
	6
	31371330
	MICA

	cg07235456
	0.70 
	2.76×10-7
	1.32×10-3
	6
	31935499
	SKIV2L

	cg13347198
	1.00 
	6.89×10-28
	1.69×10-22
	6
	32798198
	TAP2

	cg24070123
	1.00 
	8.42×10-9
	7.05×10-5
	6
	34665156
	C6orf106

	cg24222512
	0.88 
	6.77×10-6
	2.01×10-2
	6
	38128777
	

	cg17004121
	-1.00 
	4.77×10-9
	4.34×10-5
	6
	43258821
	

	cg19254793
	1.00 
	7.83×10-12
	1.48×10-7
	6
	44695348
	

	cg15347924
	-1.00 
	5.63×10-9
	4.97×10-5
	6
	74073424
	C6orf221

	cg16047765
	1.00 
	4.84×10-6
	1.53×10-2
	6
	98165073
	

	cg17388996
	0.52 
	1.40×10-9
	1.43×10-5
	6
	108145374
	SCML4

	cg15406010
	0.99 
	5.67×10-9
	4.97×10-5
	6
	108478650
	

	cg01999537
	0.69 
	1.47×10-10
	1.97×10-6
	6
	111176837
	AMD1

	cg17679781
	-0.56 
	1.23×10-5
	3.31×10-2
	6
	114663223
	

	cg15226648
	-0.72 
	1.97×10-5
	4.92×10-2
	6
	122273447
	

	cg20043883
	-1.00 
	1.58×10-9
	1.57×10-5
	6
	149289357
	UST

	cg16966529
	-1.00 
	3.08×10-6
	1.06×10-2
	6
	150004505
	LATS1

	cg27478167
	0.49 
	1.58×10-5
	4.10×10-2
	7
	817139
	HEATR2

	cg23594597
	0.61 
	1.28×10-8
	1.04×10-4
	7
	27444401
	

	cg14505161
	0.30 
	5.86×10-7
	2.59×10-3
	7
	30544458
	GGCT

	cg04985696
	-0.31 
	8.91×10-8
	5.47×10-4
	7
	44622204
	TMED4

	cg27528426
	-0.30 
	4.88×10-14
	1.50×10-9
	7
	65540851
	ASL

	cg18189615
	1.00 
	1.81×10-26
	3.34×10-21
	7
	75386749
	

	cg16639595
	-0.46 
	2.84×10-6
	9.82×10-3
	7
	87856984
	SRI

	cg14719076
	1.00 
	2.05×10-14
	6.85×10-10
	7
	96653747
	DLX5

	cg17460586
	1.00 
	8.05×10-8
	5.07×10-4
	7
	106089713
	

	cg27019749
	-1.00 
	1.93×10-18
	1.58×10-13
	7
	112635781
	HRAT17

	cg05096788
	-0.71 
	1.34×10-7
	7.59×10-4
	7
	128444910
	CCDC136

	cg13504856
	1.00 
	1.89×10-24
	2.28×10-19
	7
	128956859
	AHCYL2

	cg00213189
	0.52 
	4.53×10-6
	1.45×10-2
	7
	143012820
	CLCN1

	cg07499066
	0.88 
	4.54×10-19
	4.18×10-14
	7
	149171379
	ZNF746

	cg00827082
	0.66 
	3.54×10-7
	1.64×10-3
	8
	407482
	FBXO25

	cg12792075
	1.00 
	1.97×10-5
	4.92×10-2
	8
	12244565
	FAM66A

	cg21341889
	-0.51 
	5.71×10-6
	1.78×10-2
	8
	17773367
	

	cg07085824
	0.16 
	1.82×10-6
	6.67×10-3
	8
	42948105
	SGK196

	cg07370726
	-1.00 
	1.58×10-7
	8.66×10-4
	8
	47980380
	

	cg18979780
	-0.61 
	1.01×10-5
	2.88×10-2
	8
	57033930
	

	cg25356825
	-0.94 
	1.35×10-7
	7.62×10-4
	8
	59988692
	TOX

	cg04742453
	0.64 
	1.29×10-6
	5.01×10-3
	8
	61685545
	CHD7

	cg03214200
	1.00 
	3.44×10-17
	1.81×10-12
	8
	65553669
	CYP7B1

	cg17380533
	0.60 
	1.63×10-9
	1.60×10-5
	8
	72875102
	MSC-AS1

	cg07961887
	0.12 
	1.26×10-6
	4.95×10-3
	8
	82192601
	FABP5

	cg23048068
	0.13 
	3.19×10-7
	1.51×10-3
	8
	82192604
	FABP5

	cg13076537
	0.25 
	3.22×10-11
	4.94×10-7
	8
	82192945
	FABP5

	cg14317230
	1.00 
	1.85×10-6
	6.71×10-3
	8
	98708278
	MTDH

	cg22516182
	1.00 
	1.82×10-15
	8.39×10-11
	8
	102400152
	

	cg02526790
	-1.00 
	1.97×10-11
	3.31×10-7
	8
	134044590
	TG

	cg11768833
	-1.00 
	5.91×10-10
	6.70×10-6
	9
	13140958
	MPDZ

	cg25958241
	1.00 
	6.70×10-13
	1.65×10-8
	9
	35278307
	UNC13B

	cg03081134
	-0.28 
	6.53×10-6
	1.97×10-2
	9
	36036806
	RECK

	cg09762316
	-1.00 
	1.04×10-5
	2.93×10-2
	9
	72658354
	MAMDC2

	cg14571425
	0.89 
	2.36×10-6
	8.28×10-3
	9
	109494762
	

	cg01760174
	-0.97 
	1.83×10-7
	9.63×10-4
	9
	109879157
	

	cg13469953
	-0.44 
	3.23×10-6
	1.10×10-2
	9
	117271936
	

	cg19890156
	1.00 
	1.85×10-6
	6.71×10-3
	9
	139934859
	NPDC1

	cg18535642
	1.00 
	1.18×10-6
	4.71×10-3
	10
	8080012
	

	cg02523824
	0.97 
	3.69×10-7
	1.68×10-3
	10
	11298786
	CUGBP2

	cg12629936
	0.75 
	6.68×10-11
	9.65×10-7
	10
	12250941
	CDC123

	cg00748492
	-1.00 
	6.91×10-9
	5.92×10-5
	10
	22216446
	DNAJC1

	cg24914935
	0.44 
	1.30×10-6
	5.03×10-3
	10
	30589494
	

	cg17504814
	0.43 
	9.39×10-6
	2.68×10-2
	10
	35540771
	CCNY

	cg25692425
	-0.56 
	1.51×10-5
	3.94×10-2
	10
	61721716
	C10orf40

	cg08234376
	0.71 
	1.42×10-6
	5.38×10-3
	10
	70100076
	HNRNPH3

	cg19411943
	0.69 
	2.21×10-7
	1.09×10-3
	10
	75306538
	USP54

	cg24603634
	-0.59 
	9.27×10-6
	2.67×10-2
	10
	90925301
	

	cg06930332
	1.00 
	7.03×10-10
	7.75×10-6
	10
	102006954
	CWF19L1

	cg15640580
	-1.00 
	4.67×10-7
	2.09×10-3
	10
	115076373
	

	cg04465599
	-0.09 
	1.32×10-7
	7.55×10-4
	10
	121652136
	SEC23IP

	cg17642426
	0.96 
	1.61×10-15
	7.90×10-11
	10
	124739963
	PSTK

	cg09216081
	1.00 
	5.96×10-13
	1.52×10-8
	10
	134940484
	GPR123

	cg27010328
	1.00 
	7.69×10-29
	5.67×10-23
	11
	238081
	PSMD13

	cg22408430
	-0.93 
	4.66×10-8
	3.18×10-4
	11
	63883266
	MACROD1

	cg10257063
	-0.71 
	2.59×10-6
	9.04×10-3
	11
	68587159
	CPT1A

	cg06318893
	-0.84 
	1.58×10-7
	8.66×10-4
	11
	75097167
	

	cg19815354
	1.00 
	6.20×10-7
	2.70×10-3
	11
	77450740
	RSF1

	cg21451530
	-0.63 
	1.19×10-6
	4.72×10-3
	11
	102115640
	

	cg16975613
	1.00 
	2.66×10-12
	5.77×10-8
	11
	102217719
	BIRC2

	cg05962325
	-0.93 
	1.09×10-7
	6.42×10-4
	11
	107992005
	ACAT1

	cg26572438
	1.00 
	4.22×10-8
	2.93×10-4
	11
	118123982
	MPZL3

	cg18224077
	-0.52 
	8.27×10-6
	2.40×10-2
	11
	121972185
	LOC399959

	cg06038239
	0.94 
	1.48×10-7
	8.23×10-4
	11
	123612522
	ZNF202

	cg19649564
	0.97 
	3.08×10-18
	2.27×10-13
	11
	124932892
	SLC37A2

	cg19469189
	-0.56 
	1.07×10-7
	6.34×10-4
	11
	128781035
	KCNJ5

	cg11550340
	0.68 
	1.79×10-8
	1.39×10-4
	12
	3217332
	TSPAN9

	cg18961101
	-0.62 
	9.33×10-6
	2.68×10-2
	12
	4923116
	KCNA6

	cg02074878
	-1.00 
	1.21×10-11
	2.17×10-7
	12
	10961294
	

	cg19532939
	-0.91 
	1.83×10-5
	4.64×10-2
	12
	14996525
	ART4

	cg02325300
	0.72 
	3.64×10-13
	9.95×10-9
	12
	16758836
	LMO3

	cg10873203
	0.67 
	4.29×10-12
	8.31×10-8
	12
	25942772
	

	cg06405045
	-0.56 
	9.06×10-8
	5.51×10-4
	12
	31479141
	FAM60A

	cg25598488
	-0.89 
	8.80×10-7
	3.70×10-3
	12
	34258505
	

	cg10736528
	1.00 
	7.20×10-6
	2.12×10-2
	12
	52772961
	KRT84

	cg17129918
	0.87 
	5.99×10-7
	2.63×10-3
	12
	53098560
	KRT77

	cg01708411
	1.00 
	1.20×10-9
	1.28×10-5
	12
	57631839
	NDUFA4L2

	cg26223054
	-0.68 
	4.74×10-9
	4.34×10-5
	12
	58201681
	AVIL

	cg05691053
	0.43 
	5.08×10-6
	1.59×10-2
	12
	72104344
	

	cg14529331
	1.00 
	2.32×10-7
	1.13×10-3
	12
	97856995
	

	cg03916864
	-0.49 
	1.17×10-5
	3.18×10-2
	12
	109535384
	UNG

	cg11550950
	-0.92 
	4.20×10-6
	1.36×10-2
	13
	32297002
	

	cg11772527
	-0.70 
	1.88×10-6
	6.77×10-3
	13
	94161642
	GPC6

	cg15858426
	0.69 
	5.10×10-9
	4.59×10-5
	13
	95252369
	

	cg15953892
	-0.59 
	1.61×10-10
	2.12×10-6
	13
	111672726
	

	cg25983594
	-0.68 
	6.64×10-6
	1.99×10-2
	13
	113650922
	MCF2L

	cg15852141
	0.51 
	1.97×10-7
	1.00×10-3
	14
	22891383
	

	cg06243610
	-0.43 
	1.49×10-5
	3.91×10-2
	14
	52373839
	GNG2

	cg00018758
	-0.52 
	1.59×10-7
	8.66×10-4
	14
	54936774
	

	cg21140981
	1.00 
	3.24×10-6
	1.10×10-2
	14
	91766264
	CCDC88C

	cg05794283
	0.87 
	1.12×10-5
	3.09×10-2
	14
	93686639
	UBR7

	cg07445547
	0.59 
	1.86×10-6
	6.71×10-3
	14
	101193006
	DLK1

	cg11185653
	-0.84 
	3.44×10-7
	1.60×10-3
	14
	105669480
	

	cg22241833
	-0.47 
	1.15×10-6
	4.63×10-3
	15
	25415399
	SNORD115-1

	cg26995364
	1.00 
	2.16×10-24
	2.28×10-19
	15
	29336425
	APBA2

	cg09289674
	0.56 
	6.72×10-7
	2.91×10-3
	15
	51699392
	GLDN

	cg07947039
	-1.00 
	3.95×10-10
	4.62×10-6
	15
	56292422
	

	cg26409497
	0.56 
	1.38×10-5
	3.65×10-2
	15
	58331384
	ALDH1A2

	cg15100456
	0.41 
	1.17×10-5
	3.17×10-2
	15
	68809904
	

	cg27514624
	1.00 
	1.09×10-17
	7.33×10-13
	15
	69706456
	KIF23

	cg09585074
	1.00 
	2.60×10-13
	7.36×10-9
	15
	72638395
	HEXA

	cg21406075
	0.52 
	3.42×10-6
	1.14×10-2
	15
	96906354
	

	cg05477921
	0.65 
	1.88×10-8
	1.43×10-4
	15
	100685723
	ADAMTS17

	cg11169286
	0.17 
	6.66×10-6
	1.99×10-2
	16
	686434
	C16orf13

	cg16784970
	-0.53 
	1.87×10-7
	9.63×10-4
	16
	2123215
	TSC2

	cg02560615
	-0.39 
	4.41×10-6
	1.41×10-2
	16
	2274210
	E4F1

	cg14939446
	0.39 
	2.71×10-6
	9.41×10-3
	16
	2571015
	AMDHD2

	cg00454447
	0.65 
	2.32×10-7
	1.13×10-3
	16
	3728185
	TRAP1

	cg26570867
	0.49 
	2.70×10-7
	1.30×10-3
	16
	12308181
	SNX29

	cg19415738
	-0.67 
	1.46×10-8
	1.15×10-4
	16
	30418482
	ZNF771

	cg18129863
	-0.70 
	7.74×10-8
	4.92×10-4
	16
	30886426
	MIR762HG

	cg05438708
	-0.50 
	5.84×10-6
	1.81×10-2
	16
	81520178
	CMIP

	cg16777782
	0.61 
	1.96×10-10
	2.53×10-6
	16
	82671333
	CDH13

	cg16053428
	-0.41 
	1.09×10-6
	4.41×10-3
	16
	83990544
	OSGIN1

	cg06925882
	-0.38 
	3.38×10-8
	2.39×10-4
	16
	85157885
	

	cg07391271
	-0.68 
	8.19×10-9
	6.94×10-5
	16
	89588846
	SPG7

	cg01466631
	0.38 
	1.73×10-6
	6.38×10-3
	17
	1094369
	

	cg03477621
	0.83 
	7.11×10-6
	2.10×10-2
	17
	9472738
	STX8

	cg11367590
	0.98 
	2.92×10-7
	1.39×10-3
	17
	17226082
	NT5M

	cg10228608
	0.57 
	1.21×10-9
	1.28×10-5
	17
	19804476
	

	cg02558505
	0.15 
	3.93×10-11
	5.92×10-7
	17
	21156701
	NATD1

	cg17235374
	0.93 
	1.84×10-7
	9.63×10-4
	17
	27717757
	TAOK1

	cg11295144
	-0.58 
	7.52×10-7
	3.22×10-3
	17
	33447001
	RAD51L3

	cg21336116
	0.95 
	1.39×10-6
	5.32×10-3
	17
	39093658
	KRT23

	cg16630982
	-0.20 
	3.31×10-6
	1.12×10-2
	17
	41277394
	BRCA1

	cg12182452
	-0.35 
	1.14×10-5
	3.12×10-2
	17
	41277730
	BRCA1

	cg17182054
	-0.46 
	3.97×10-6
	1.29×10-2
	17
	54588075
	

	cg05031081
	0.66 
	2.07×10-7
	1.04×10-3
	17
	72239436
	TTYH2

	cg05464572
	0.79 
	4.48×10-7
	2.01×10-3
	17
	72694068
	RAB37

	cg14022616
	0.73 
	7.13×10-8
	4.61×10-4
	17
	72765872
	

	cg07027472
	0.47 
	1.13×10-7
	6.57×10-4
	17
	73391422
	GRB2

	cg19169246
	0.48 
	2.15×10-11
	3.52×10-7
	17
	73887208
	TRIM65

	cg14165663
	1.00 
	1.80×10-5
	4.58×10-2
	17
	74070269
	GALR2

	cg15275493
	0.88 
	1.53×10-9
	1.55×10-5
	17
	75310725
	9-Sep

	cg26351916
	0.99 
	8.47×10-8
	5.27×10-4
	17
	78084228
	GAA

	cg16681349
	0.57 
	9.56×10-7
	3.98×10-3
	17
	80614369
	

	cg18089670
	0.86 
	3.36×10-6
	1.13×10-2
	18
	660756
	TYMS

	cg24614245
	0.55 
	1.02×10-5
	2.90×10-2
	18
	6603943
	

	cg23286333
	-1.00 
	1.54×10-6
	5.74×10-3
	18
	39112519
	

	cg04870412
	0.66 
	2.99×10-10
	3.61×10-6
	18
	54655403
	WDR7

	cg26635170
	0.42 
	1.49×10-5
	3.91×10-2
	18
	55907926
	NEDD4L

	cg13204333
	-1.00 
	5.13×10-8
	3.47×10-4
	18
	58041198
	MC4R

	cg25185915
	0.63 
	1.10×10-10
	1.50×10-6
	18
	74507281
	LOC100131655

	cg17185889
	-0.36 
	6.03×10-6
	1.85×10-2
	18
	74685615
	

	cg17102627
	0.65 
	6.42×10-6
	1.95×10-2
	18
	77230598
	NFATC1

	cg17151991
	-0.52 
	1.42×10-6
	5.38×10-3
	19
	1207421
	STK11

	cg19561908
	-0.80 
	7.58×10-7
	3.23×10-3
	19
	2859106
	

	cg04272577
	-0.73 
	9.82×10-11
	1.37×10-6
	19
	4258906
	CCDC94

	cg09510776
	0.90 
	1.09×10-5
	3.04×10-2
	19
	4729882
	

	cg22933199
	-1.00 
	1.76×10-12
	4.05×10-8
	19
	12163909
	ZNF878

	cg20276511
	-0.22 
	4.89×10-15
	2.11×10-10
	19
	15543527
	WIZ

	cg23397718
	-1.00 
	3.61×10-7
	1.66×10-3
	19
	18630997
	ELL

	cg04810466
	-1.00 
	9.68×10-7
	4.01×10-3
	19
	30914969
	ZNF536

	cg03422185
	1.00 
	5.15×10-15
	2.11×10-10
	19
	41921278
	BCKDHA

	cg26020365
	0.84 
	3.79×10-12
	7.77×10-8
	19
	44932260
	ZNF229

	cg01009059
	0.71 
	1.47×10-14
	5.41×10-10
	19
	46391024
	

	cg26375855
	0.64 
	4.61×10-9
	4.30×10-5
	19
	54299976
	NLRP12

	cg14326053
	-0.75 
	1.50×10-8
	1.18×10-4
	20
	371146
	TRIB3

	cg05927427
	0.54 
	8.78×10-9
	7.27×10-5
	20
	25187813
	ENTPD6

	cg00514271
	-0.52 
	6.73×10-6
	2.01×10-2
	20
	30593353
	

	cg07273583
	0.62 
	2.81×10-8
	2.05×10-4
	20
	34516631
	PHF20

	cg26364766
	0.68 
	3.34×10-12
	7.03×10-8
	20
	48570238
	RNF114

	cg05494607
	-0.48 
	3.80×10-6
	1.25×10-2
	20
	50416707
	SALL4

	cg12750641
	0.55 
	2.23×10-8
	1.67×10-4
	20
	50772956
	ZFP64

	cg17734137
	-0.33 
	1.95×10-5
	4.90×10-2
	20
	58647209
	C20orf197

	cg01320322
	-0.77 
	5.38×10-10
	6.19×10-6
	21
	27206630
	

	cg24444091
	0.86 
	5.18×10-6
	1.62×10-2
	21
	27462541
	APP

	cg01158367
	0.82 
	1.48×10-6
	5.56×10-3
	21
	30258251
	N6AMT1

	cg02330424
	1.00 
	6.89×10-8
	4.53×10-4
	22
	21135726
	SERPIND1

	cg05532013
	0.60 
	1.86×10-7
	9.63×10-4
	22
	23650781
	BCR

	cg23185207
	-0.39 
	1.93×10-5
	4.87×10-2
	22
	27705236
	

	cg04696109
	0.56 
	2.86×10-14
	9.16×10-10
	22
	36081855
	

	cg10027934
	-0.94 
	1.27×10-7
	7.31×10-4
	22
	39799092
	MAP3K7IP1

	cg08762150
	-0.41 
	1.31×10-5
	3.49×10-2
	22
	44644994
	KIAA1644

	cg26679753
	0.61 
	4.22×10-6
	1.36×10-2
	22
	46747353
	TRMU

	Eosinophils

	cg25769755
	1.00 
	4.63×10-7
	1.44×10-3
	1
	1342720
	MRPL20

	cg06633963
	-1.00 
	8.87×10-13
	5.84×10-9
	1
	5938826
	NPHP4

	cg11723698
	-1.00 
	1.87×10-17
	1.51×10-13
	1
	6325058
	ACOT7

	cg09513469
	-1.00 
	2.42×10-6
	6.19×10-3
	1
	6421502
	ACOT7

	cg17594860
	1.00 
	1.22×10-6
	3.41×10-3
	1
	19615358
	AKR7A3

	cg05937630
	1.00 
	8.76×10-6
	1.88×10-2
	1
	19615480
	AKR7A3

	cg07909786
	1.00 
	1.52×10-8
	6.65×10-5
	1
	21444331
	EIF4G3

	cg07882021
	1.00 
	3.28×10-7
	1.07×10-3
	1
	26989497
	

	cg04123310
	-1.00 
	2.12×10-12
	1.33×10-8
	1
	27677072
	SYTL1

	cg15449899
	1.00 
	4.44×10-6
	1.07×10-2
	1
	40367671
	MYCL

	cg03317400
	-1.00 
	1.78×10-5
	3.48×10-2
	1
	40420823
	MFSD2A

	cg07313701
	1.00 
	4.43×10-6
	1.07×10-2
	1
	42447165
	

	cg21445612
	-1.00 
	2.33×10-9
	1.13×10-5
	1
	47504028
	CYP4X1

	cg12911732
	1.00 
	1.32×10-8
	5.84×10-5
	1
	50744322
	

	cg08702671
	1.00 
	4.99×10-6
	1.17×10-2
	1
	52093583
	OSBPL9

	cg21655710
	-1.00 
	1.91×10-5
	3.69×10-2
	1
	54856511
	SSBP3

	cg19633027
	-1.00 
	9.05×10-10
	4.67×10-6
	1
	56279464
	

	cg26457504
	1.00 
	6.19×10-6
	1.40×10-2
	1
	75199144
	CRYZ

	cg22618350
	-1.00 
	3.59×10-6
	8.81×10-3
	1
	91487603
	ZNF644

	cg27001914
	-1.00 
	5.70×10-85
	2.21×10-80
	1
	97215359
	PTBP2

	cg11904114
	-1.00 
	7.30×10-8
	2.70×10-4
	1
	100294993
	

	cg17138369
	1.00 
	6.73×10-8
	2.54×10-4
	1
	153606383
	C1orf77

	cg07653043
	-1.00 
	2.75×10-32
	4.51×10-28
	1
	165854897
	UCK2

	cg25977304
	-1.00 
	2.01×10-6
	5.25×10-3
	1
	167189793
	POU2F1

	cg05001758
	-1.00 
	3.92×10-7
	1.25×10-3
	1
	173794044
	CENPL

	cg18941211
	-1.00 
	1.40×10-18
	1.23×10-14
	1
	179266761
	SOAT1

	cg11649969
	-1.00 
	2.50×10-5
	4.62×10-2
	1
	180940378
	

	cg15569801
	-1.00 
	1.89×10-98
	8.19×10-94
	1
	184197096
	

	cg19600670
	-1.00 
	2.37×10-5
	4.44×10-2
	1
	193090350
	CDC73

	cg10021424
	-1.00 
	4.32×10-9
	2.02×10-5
	1
	206615585
	SRGAP2

	cg03778523
	-1.00 
	1.09×10-5
	2.29×10-2
	1
	207125141
	

	cg10113157
	-1.00 
	8.13×10-7
	2.35×10-3
	1
	207666347
	

	cg06123700
	-1.00 
	2.27×10-5
	4.29×10-2
	1
	211430780
	

	cg03327327
	-1.00 
	8.35×10-7
	2.39×10-3
	1
	214779620
	CENPF

	cg05531018
	-1.00 
	1.50×10-5
	3.02×10-2
	1
	226788767
	C1orf95

	cg16132288
	-1.00 
	1.22×10-19
	1.15×10-15
	1
	228141133
	

	cg23777318
	-1.00 
	1.72×10-57
	4.23×10-53
	1
	228332970
	GUK1

	cg03997773
	-1.00 
	5.04×10-23
	5.81×10-19
	1
	230992011
	C1orf198

	cg13584052
	-1.00 
	2.26×10-12
	1.41×10-8
	1
	235079078
	

	cg04826576
	-1.00 
	4.65×10-6
	1.10×10-2
	1
	244816905
	PPPDE1

	cg23369767
	-1.00 
	8.24×10-6
	1.77×10-2
	2
	1730937
	PXDN

	cg10276650
	-1.00 
	2.05×10-20
	2.07×10-16
	2
	3245997
	TSSC1

	cg04161956
	-1.00 
	1.49×10-79
	4.98×10-75
	2
	11975650
	

	cg03381515
	-1.00 
	1.79×10-7
	6.05×10-4
	2
	20251148
	LAPTM4A

	cg03927729
	-1.00 
	5.23×10-10
	2.79×10-6
	2
	33713028
	RASGRP3

	cg04795282
	-1.00 
	6.86×10-7
	2.02×10-3
	2
	37311583
	HEATR5B

	cg27428208
	-1.00 
	3.60×10-45
	7.16×10-41
	2
	42229179
	

	cg01560354
	-1.00 
	2.45×10-5
	4.55×10-2
	2
	43767446
	THADA

	cg25370657
	-1.00 
	4.16×10-28
	5.89×10-24
	2
	44383264
	

	cg16098955
	-1.00 
	5.73×10-13
	3.91×10-9
	2
	55172992
	EML6

	cg14406727
	-1.00 
	1.22×10-7
	4.38×10-4
	2
	65577769
	SPRED2

	cg16986851
	-1.00 
	7.64×10-6
	1.66×10-2
	2
	73052567
	EXOC6B

	cg24223207
	-1.00 
	1.96×10-19
	1.81×10-15
	2
	75830828
	

	cg26209001
	-1.00 
	1.21×10-5
	2.50×10-2
	2
	100874495
	

	cg07297467
	-1.00 
	3.15×10-13
	2.19×10-9
	2
	101635691
	RPL31

	cg09352202
	-1.00 
	6.53×10-7
	1.94×10-3
	2
	102314757
	MAP4K4

	cg09587345
	-1.00 
	1.96×10-23
	2.33×10-19
	2
	102437128
	MAP4K4

	cg26372201
	-1.00 
	3.65×10-9
	1.75×10-5
	2
	113815433
	IL36RN

	cg00583406
	-1.00 
	1.72×10-137
	1.27×10-132
	2
	120511525
	

	cg09287938
	-1.00 
	6.98×10-46
	1.47×10-41
	2
	128186258
	PROC

	cg27386168
	-1.00 
	1.16×10-98
	5.35×10-94
	2
	130136834
	

	cg09255493
	-1.00 
	1.07×10-218
	9.89×10-214
	2
	130897863
	CCDC74B

	cg02204529
	-1.00 
	3.25×10-11
	1.95×10-7
	2
	132215465
	

	cg06754557
	1.00 
	1.85×10-5
	3.58×10-2
	2
	169025892
	STK39

	cg21654303
	-1.00 
	1.61×10-6
	4.32×10-3
	2
	176866349
	KIAA1715

	cg17287767
	-1.00 
	4.02×10-8
	1.59×10-4
	2
	192015279
	STAT4

	cg20299002
	-1.00 
	4.09×10-7
	1.29×10-3
	2
	197036414
	STK17B

	cg20577027
	1.00 
	2.31×10-5
	4.35×10-2
	2
	198651356
	BOLL

	cg10543582
	-1.00 
	1.05×10-40
	1.89×10-36
	2
	199202432
	

	cg25945659
	-1.00 
	6.80×10-13
	4.59×10-9
	2
	202591000
	ALS2

	cg14706579
	1.00 
	<5.00×10-324
	<5.00×10-324
	2
	203736710
	ICA1L

	cg04184623
	-1.00 
	2.14×10-5
	4.06×10-2
	2
	217277352
	SMARCAL1

	cg27385421
	-1.00 
	1.53×10-5
	3.08×10-2
	2
	219982256
	NHEJ1

	cg05103387
	-1.00 
	1.04×10-7
	3.79×10-4
	2
	224702699
	AP1S3

	cg14824579
	-1.00 
	1.10×10-6
	3.09×10-3
	2
	232646096
	PDE6D

	cg06632323
	-1.00 
	9.60×10-13
	6.21×10-9
	2
	234669143
	UGT1A1

	cg20628003
	-1.00 
	2.81×10-6
	7.06×10-3
	2
	242195317
	HDLBP

	cg19024381
	1.00 
	1.95×10-6
	5.15×10-3
	2
	242626441
	DTYMK

	cg00916365
	-1.00 
	7.63×10-13
	5.06×10-9
	3
	13188247
	

	cg07624815
	1.00 
	3.90×10-7
	1.25×10-3
	3
	14922656
	FGD5

	cg19719475
	-1.00 
	2.06×10-14
	1.53×10-10
	3
	23849114
	UBE2E1

	cg05145393
	-1.00 
	3.38×10-23
	3.95×10-19
	3
	27404197
	NEK10

	cg14340541
	-1.00 
	4.60×10-6
	1.10×10-2
	3
	27691539
	

	cg02725123
	-1.00 
	2.17×10-6
	5.63×10-3
	3
	32619278
	

	cg17167289
	-1.00 
	1.55×10-6
	4.23×10-3
	3
	42846087
	HIGD1A

	cg01648578
	-1.00 
	1.73×10-5
	3.41×10-2
	3
	45233625
	

	cg13510812
	1.00 
	2.46×10-5
	4.57×10-2
	3
	45429626
	LARS2

	cg17683948
	1.00 
	4.75×10-6
	1.12×10-2
	3
	45429800
	LARS2

	cg22887981
	-1.00 
	7.39×10-10
	3.83×10-6
	3
	46530353
	

	cg13293757
	1.00 
	1.23×10-6
	3.41×10-3
	3
	48487975
	ATRIP

	cg04244987
	1.00 
	9.05×10-7
	2.57×10-3
	3
	48723638
	NCKIPSD

	cg11704396
	1.00 
	4.69×10-10
	2.54×10-6
	3
	48723701
	NCKIPSD

	cg19392504
	-1.00 
	1.73×10-10
	9.68×10-7
	3
	57811622
	SLMAP

	cg14844401
	-1.00 
	1.99×10-13
	1.43×10-9
	3
	123133741
	ADCY5

	cg03021329
	1.00 
	1.16×10-9
	5.94×10-6
	3
	124554058
	ITGB5

	cg04059835
	1.00 
	1.64×10-7
	5.60×10-4
	3
	128598095
	ACAD9

	cg11943389
	-1.00 
	8.07×10-26
	1.08×10-21
	3
	132231785
	DNAJC13

	cg03474609
	-1.00 
	2.08×10-25
	2.69×10-21
	3
	156207194
	KCNAB1

	cg12215541
	-1.00 
	6.39×10-19
	5.81×10-15
	3
	169171418
	MECOM

	cg07777225
	1.00 
	2.62×10-7
	8.64×10-4
	3
	179244465
	

	cg18214045
	-1.00 
	1.43×10-46
	3.20×10-42
	3
	182225799
	

	cg12976555
	-1.00 
	1.18×10-5
	2.43×10-2
	3
	184917727
	EHHADH

	cg20184464
	-1.00 
	6.73×10-16
	5.22×10-12
	3
	187739371
	

	cg18084083
	-1.00 
	5.15×10-6
	1.20×10-2
	3
	190232258
	IL1RAP

	cg05480120
	-1.00 
	1.33×10-5
	2.70×10-2
	3
	194097104
	

	cg25276849
	1.00 
	7.14×10-7
	2.09×10-3
	3
	195808919
	TFRC

	cg19860178
	-1.00 
	2.10×10-8
	8.83×10-5
	3
	196594579
	SENP5

	cg11411884
	1.00 
	6.02×10-7
	1.82×10-3
	4
	1016333
	FGFRL1

	cg18406106
	-1.00 
	3.16×10-7
	1.04×10-3
	4
	1198308
	LOC100130872

	cg12940965
	1.00 
	1.20×10-8
	5.35×10-5
	4
	1580944
	

	cg27636047
	1.00 
	6.54×10-10
	3.42×10-6
	4
	1581088
	

	cg00935307
	1.00 
	3.91×10-13
	2.69×10-9
	4
	1581921
	

	cg23502023
	1.00 
	9.88×10-18
	8.09×10-14
	4
	1581993
	

	cg19704288
	1.00 
	2.96×10-11
	1.79×10-7
	4
	1582181
	

	cg08604533
	1.00 
	2.15×10-18
	1.86×10-14
	4
	1582248
	

	cg23495837
	-1.00 
	1.09×10-5
	2.29×10-2
	4
	3480318
	DOK7

	cg20946504
	-1.00 
	6.96×10-6
	1.55×10-2
	4
	69215786
	YTHDC1

	cg07944258
	-1.00 
	4.03×10-9
	1.91×10-5
	4
	76407419
	RCHY1

	cg00685004
	-1.00 
	8.06×10-6
	1.74×10-2
	4
	83752663
	SEC31A

	cg22404125
	-1.00 
	3.07×10-43
	5.81×10-39
	4
	99402843
	TSPAN5

	cg19899561
	-1.00 
	3.33×10-29
	4.91×10-25
	4
	104059265
	CENPE

	cg14451216
	-1.00 
	1.39×10-122
	7.88×10-118
	4
	110751842
	RRH

	cg09618380
	-1.00 
	4.18×10-6
	1.02×10-2
	4
	123839727
	NUDT6

	cg11779273
	1.00 
	9.06×10-76
	2.90×10-71
	4
	128553930
	INTU

	cg12771751
	-1.00 
	2.44×10-7
	8.10×10-4
	4
	128647957
	

	cg23979876
	-1.00 
	5.03×10-6
	1.18×10-2
	4
	141299001
	SCOC

	cg14138747
	-1.00 
	1.04×10-12
	6.68×10-9
	4
	141825221
	RNF150

	cg14202946
	-1.00 
	6.28×10-7
	1.87×10-3
	4
	169931448
	CBR4

	cg26296532
	-1.00 
	6.44×10-6
	1.46×10-2
	4
	186514057
	SORBS2

	cg14684251
	-1.00 
	1.61×10-6
	4.32×10-3
	4
	187687178
	

	cg17751153
	-1.00 
	1.42×10-7
	4.95×10-4
	5
	447880
	EXOC3

	cg02314394
	-1.00 
	5.71×10-7
	1.74×10-3
	5
	646139
	CEP72

	cg23270724
	-1.00 
	7.95×10-6
	1.72×10-2
	5
	23466515
	

	cg19483803
	-1.00 
	7.94×10-6
	1.72×10-2
	5
	37044054
	NIPBL

	cg26124136
	-1.00 
	2.74×10-8
	1.12×10-4
	5
	59442548
	PDE4D

	cg08728761
	1.00 
	1.37×10-7
	4.82×10-4
	5
	72861782
	UTP15

	cg12100742
	-1.00 
	3.43×10-25
	4.36×10-21
	5
	75006001
	POC5

	cg04277128
	-1.00 
	8.62×10-15
	6.48×10-11
	5
	80537941
	CKMT2

	cg23649326
	-1.00 
	7.57×10-14
	5.52×10-10
	5
	80604119
	ZCCHC9

	cg15297153
	-1.00 
	1.73×10-5
	3.41×10-2
	5
	88185314
	MEF2C

	cg06553959
	-1.00 
	1.31×10-19
	1.22×10-15
	5
	94080833
	MCTP1

	cg19775700
	-1.00 
	4.11×10-9
	1.94×10-5
	5
	101940667
	LINC00492

	cg18282812
	-1.00 
	1.06×10-7
	3.84×10-4
	5
	114880667
	FEM1C

	cg04294438
	-1.00 
	2.12×10-13
	1.50×10-9
	5
	132106332
	8-Sep

	cg23402356
	-1.00 
	<5.00×10-324
	<5.00×10-324
	5
	133978822
	

	cg16876577
	-1.00 
	6.34×10-89
	2.59×10-84
	5
	137460270
	NME5

	cg26619047
	1.00 
	4.16×10-9
	1.95×10-5
	5
	139028068
	CXXC5

	cg17258972
	-1.00 
	2.00×10-22
	2.23×10-18
	5
	141249366
	PCDH1

	cg20044189
	1.00 
	2.90×10-32
	4.65×10-28
	5
	141704548
	SPRY4

	cg24074149
	-1.00 
	3.02×10-6
	7.48×10-3
	5
	145145263
	PRELID2

	cg06431905
	1.00 
	2.31×10-5
	4.35×10-2
	5
	148931119
	CSNK1A1

	cg19430878
	-1.00 
	1.48×10-7
	5.14×10-4
	5
	152780823
	

	cg02352687
	-1.00 
	1.29×10-5
	2.63×10-2
	5
	172199101
	DUSP1

	cg10832470
	-1.00 
	1.93×10-5
	3.72×10-2
	5
	179105290
	

	cg01096398
	-1.00 
	4.60×10-6
	1.10×10-2
	6
	1312475
	FOXQ1

	cg22231012
	-1.00 
	1.93×10-6
	5.11×10-3
	6
	2990206
	DKFZP686I15217

	cg17740406
	-1.00 
	1.98×10-6
	5.20×10-3
	6
	5261091
	LYRM4

	cg12047860
	-1.00 
	1.36×10-7
	4.81×10-4
	6
	14122063
	CD83

	cg20183705
	1.00 
	9.75×10-7
	2.75×10-3
	6
	16439567
	ATXN1

	cg11992375
	1.00 
	1.17×10-8
	5.28×10-5
	6
	27840957
	HIST1H4L

	cg13207333
	-1.00 
	5.50×10-9
	2.54×10-5
	6
	29974798
	HLA-J

	cg26722322
	-1.00 
	5.27×10-6
	1.22×10-2
	6
	30585676
	MRPS18B

	cg09470958
	-1.00 
	2.49×10-5
	4.61×10-2
	6
	31055471
	

	cg23715728
	-1.00 
	1.40×10-7
	4.93×10-4
	6
	31379258
	MICA

	cg25260255
	1.00 
	<5.00×10-324
	<5.00×10-324
	6
	31670897
	BAT5

	cg11299207
	1.00 
	6.56×10-6
	1.47×10-2
	6
	31865794
	EHMT2

	cg14361162
	-1.00 
	1.28×10-5
	2.62×10-2
	6
	32935738
	BRD2

	cg15748122
	-1.00 
	2.22×10-9
	1.08×10-5
	6
	33195307
	

	cg18370200
	-1.00 
	1.98×10-6
	5.20×10-3
	6
	33267248
	RGL2

	cg27495579
	1.00 
	6.60×10-6
	1.48×10-2
	6
	36646483
	CDKN1A

	cg04176813
	-1.00 
	1.75×10-6
	4.67×10-3
	6
	37017355
	

	cg00778079
	-1.00 
	3.41×10-6
	8.41×10-3
	6
	65683232
	EYS

	cg18654873
	-1.00 
	1.62×10-5
	3.22×10-2
	6
	91296666
	MAP3K7

	cg23046921
	-1.00 
	1.31×10-9
	6.52×10-6
	6
	108065649
	SCML4

	cg14225532
	1.00 
	7.62×10-6
	1.66×10-2
	6
	111912751
	TRAF3IP2-AS1

	cg11070989
	1.00 
	3.46×10-8
	1.39×10-4
	6
	113768503
	

	cg25773730
	-1.00 
	7.18×10-19
	6.45×10-15
	6
	122279199
	

	cg01317979
	-1.00 
	5.30×10-6
	1.22×10-2
	6
	147226879
	STXBP5-AS1

	cg07885833
	-1.00 
	5.08×10-41
	9.36×10-37
	6
	158388466
	

	cg07702098
	1.00 
	7.98×10-7
	2.31×10-3
	7
	1544360
	INTS1

	cg19071989
	-1.00 
	1.97×10-10
	1.08×10-6
	7
	2566113
	LFNG

	cg00761242
	-1.00 
	1.89×10-58
	4.81×10-54
	7
	5254009
	WIPI2

	cg06003197
	1.00 
	9.07×10-22
	9.83×10-18
	7
	5569392
	ACTB

	cg18542177
	-1.00 
	7.50×10-6
	1.64×10-2
	7
	12726431
	ARL4A

	cg24356769
	-1.00 
	2.45×10-20
	2.44×10-16
	7
	23936971
	

	cg20554228
	1.00 
	4.49×10-6
	1.08×10-2
	7
	30029238
	SCRN1

	cg14684441
	-1.00 
	6.65×10-7
	1.97×10-3
	7
	40174653
	C7orf10

	cg04350646
	-1.00 
	9.51×10-6
	2.02×10-2
	7
	42972170
	MRPL32

	cg21789367
	-1.00 
	2.00×10-5
	3.81×10-2
	7
	45038325
	CCM2

	cg06143328
	-1.00 
	5.41×10-9
	2.51×10-5
	7
	73667763
	RFC2

	cg19508409
	-1.00 
	1.84×10-46
	3.99×10-42
	7
	73959946
	GTF2IRD1

	cg12730381
	1.00 
	2.23×10-8
	9.27×10-5
	7
	75988212
	YWHAG

	cg25898281
	-1.00 
	5.59×10-8
	2.13×10-4
	7
	88964363
	ZNF804B

	cg03429034
	1.00 
	1.55×10-7
	5.32×10-4
	7
	99613105
	ZKSCAN1

	cg16089483
	-1.00 
	6.76×10-6
	1.51×10-2
	7
	100873366
	

	cg04528378
	-1.00 
	2.61×10-5
	4.80×10-2
	7
	106373036
	

	cg01910910
	-1.00 
	1.07×10-8
	4.88×10-5
	7
	122844266
	

	cg00307737
	-1.00 
	1.82×10-13
	1.32×10-9
	7
	124402490
	GPR37

	cg10986355
	-1.00 
	1.68×10-6
	4.50×10-3
	7
	126893362
	GRM8

	cg19678561
	1.00 
	5.38×10-6
	1.24×10-2
	7
	129252859
	NRF1

	cg13559478
	1.00 
	3.86×10-8
	1.54×10-4
	7
	148959298
	ZNF783

	cg05797685
	-1.00 
	8.95×10-6
	1.91×10-2
	7
	150130694
	LINC00996

	cg04023439
	-1.00 
	9.24×10-35
	1.62×10-30
	7
	154690004
	

	cg06978661
	-1.00 
	1.68×10-8
	7.22×10-5
	7
	158808509
	LINC00689

	cg11856918
	-1.00 
	4.70×10-7
	1.46×10-3
	8
	20054956
	ATP6V1B2

	cg08059714
	-1.00 
	5.71×10-10
	3.03×10-6
	8
	21544248
	

	cg24924221
	-1.00 
	1.13×10-5
	2.35×10-2
	8
	22856702
	RHOBTB2

	cg05439756
	-1.00 
	1.29×10-5
	2.63×10-2
	8
	26484766
	DPYSL2

	cg15695962
	-1.00 
	1.80×10-5
	3.51×10-2
	8
	37620478
	PROSC

	cg02639993
	-1.00 
	6.27×10-7
	1.87×10-3
	8
	38324024
	FGFR1

	cg21798926
	1.00 
	4.89×10-8
	1.89×10-4
	8
	61429570
	RAB2A

	cg22438847
	-1.00 
	2.06×10-5
	3.93×10-2
	8
	61631641
	CHD7

	cg07118376
	-1.00 
	2.28×10-6
	5.90×10-3
	8
	62624872
	ASPH

	cg24857609
	-1.00 
	1.01×10-5
	2.12×10-2
	8
	71315397
	NCOA2

	cg18635968
	1.00 
	1.39×10-11
	8.55×10-8
	8
	101225181
	SPAG1

	cg13687825
	1.00 
	1.46×10-5
	2.94×10-2
	8
	101225344
	SPAG1

	cg11478320
	1.00 
	4.92×10-64
	1.45×10-59
	8
	114446368
	CSMD3

	cg13758290
	-1.00 
	8.34×10-82
	3.07×10-77
	8
	123833524
	ZHX2

	cg26472183
	-1.00 
	1.20×10-9
	6.05×10-6
	8
	126445744
	TRIB1

	cg26054541
	-1.00 
	1.69×10-9
	8.32×10-6
	8
	129983632
	

	cg26959306
	-1.00 
	1.55×10-6
	4.23×10-3
	8
	135792474
	

	cg13116158
	-1.00 
	9.92×10-6
	2.10×10-2
	8
	143111655
	

	cg23351479
	1.00 
	7.00×10-8
	2.62×10-4
	8
	145043296
	PLEC1

	cg03513643
	-1.00 
	3.35×10-7
	1.09×10-3
	8
	145536188
	HSF1

	cg11177152
	-1.00 
	2.61×10-5
	4.80×10-2
	9
	536951
	KANK1

	cg04217218
	-1.00 
	3.94×10-25
	4.92×10-21
	9
	14693888
	ZDHHC21

	cg16059473
	-1.00 
	6.17×10-6
	1.40×10-2
	9
	29831191
	

	cg14082582
	-1.00 
	2.60×10-14
	1.92×10-10
	9
	33602735
	

	cg13935102
	-1.00 
	1.28×10-32
	2.15×10-28
	9
	35816956
	

	cg10142656
	-1.00 
	1.56×10-8
	6.79×10-5
	9
	37753047
	TRMT10B

	cg23709771
	-1.00 
	7.44×10-18
	6.30×10-14
	9
	89452483
	

	cg18928442
	-1.00 
	5.22×10-20
	5.06×10-16
	9
	114742754
	

	cg03877745
	1.00 
	6.27×10-8
	2.38×10-4
	9
	132369966
	NTMT1

	cg19069968
	-1.00 
	2.18×10-21
	2.26×10-17
	9
	134146766
	FAM78A

	cg14463995
	1.00 
	8.93×10-6
	1.91×10-2
	9
	139048330
	

	cg14512731
	1.00 
	2.06×10-8
	8.72×10-5
	9
	139378529
	C9orf163

	cg25397718
	1.00 
	5.73×10-17
	4.54×10-13
	9
	140317786
	EXD3

	cg10212457
	1.00 
	2.23×10-5
	4.21×10-2
	10
	1142144
	WDR37

	cg13333233
	-1.00 
	2.01×10-7
	6.73×10-4
	10
	10380913
	

	cg08259506
	-1.00 
	1.35×10-8
	5.97×10-5
	10
	11937255
	

	cg15647533
	-1.00 
	6.56×10-6
	1.47×10-2
	10
	49809225
	ARHGAP22

	cg01315067
	-1.00 
	2.47×10-27
	3.44×10-23
	10
	51576232
	NCOA4

	cg22388396
	-1.00 
	3.52×10-7
	1.13×10-3
	10
	57326850
	

	cg13170704
	-1.00 
	5.86×10-7
	1.78×10-3
	10
	59999428
	IPMK

	cg26416615
	-1.00 
	4.91×10-7
	1.51×10-3
	10
	63751843
	ARID5B

	cg26845430
	-1.00 
	3.76×10-6
	9.16×10-3
	10
	72384603
	

	cg05097887
	1.00 
	1.03×10-5
	2.17×10-2
	10
	75184282
	ZMYND17

	cg23123731
	-1.00 
	3.89×10-18
	3.33×10-14
	10
	80161611
	

	cg12337840
	-1.00 
	1.22×10-59
	3.20×10-55
	10
	104220465
	TMEM180

	cg24463290
	-1.00 
	3.55×10-20
	3.48×10-16
	10
	114922641
	TCF7L2

	cg09659072
	-1.00 
	3.20×10-7
	1.05×10-3
	10
	114939288
	

	cg00981832
	-1.00 
	1.26×10-10
	7.15×10-7
	10
	118719993
	SHTN1

	cg14056583
	-1.00 
	4.68×10-8
	1.81×10-4
	10
	127505359
	UROS

	cg24492945
	-1.00 
	1.42×10-10
	8.00×10-7
	10
	133648247
	

	cg08276752
	-1.00 
	1.98×10-5
	3.80×10-2
	11
	7951221
	OR10A6

	cg03741931
	-1.00 
	1.74×10-7
	5.90×10-4
	11
	8204883
	

	cg23722437
	-1.00 
	1.17×10-5
	2.43×10-2
	11
	13983009
	SPON1

	cg08309747
	-1.00 
	1.64×10-5
	3.25×10-2
	11
	13983705
	SPON1

	cg26255604
	-1.00 
	1.02×10-5
	2.14×10-2
	11
	13983719
	SPON1

	cg25486824
	-1.00 
	3.63×10-6
	8.89×10-3
	11
	13983790
	SPON1

	cg17848362
	-1.00 
	<5.00×10-324
	<5.00×10-324
	11
	46662488
	ATG13

	cg03342113
	-1.00 
	5.70×10-7
	1.74×10-3
	11
	61197477
	CPSF7

	cg07800325
	1.00 
	1.91×10-5
	3.69×10-2
	11
	61722937
	BEST1

	cg23934909
	1.00 
	2.43×10-5
	4.53×10-2
	11
	64884499
	ZNHIT2

	cg16209630
	-1.00 
	9.61×10-7
	2.72×10-3
	11
	64885070
	ZNHIT2

	cg09005399
	-1.00 
	3.32×10-8
	1.34×10-4
	11
	65809995
	GAL3ST3

	cg02933962
	-1.00 
	9.28×10-8
	3.42×10-4
	11
	66827615
	RHOD

	cg20655434
	-1.00 
	2.61×10-6
	6.60×10-3
	11
	67159118
	LOC100130987

	cg14814999
	1.00 
	4.03×10-8
	1.59×10-4
	11
	67982011
	SUV420H1

	cg04838454
	-1.00 
	4.40×10-8
	1.72×10-4
	11
	75273344
	SERPINH1

	cg01924993
	-1.00 
	1.78×10-6
	4.74×10-3
	11
	118966382
	H2AFX

	cg16633142
	-1.00 
	2.81×10-27
	3.84×10-23
	11
	124272612
	

	cg24859617
	-1.00 
	4.87×10-51
	1.16×10-46
	11
	125656966
	PATE3

	cg23985147
	-1.00 
	7.39×10-6
	1.63×10-2
	11
	126081641
	RPUSD4

	cg21638242
	-1.00 
	<5.00×10-324
	<5.00×10-324
	11
	134257617
	B3GAT1

	cg00850947
	-1.00 
	8.19×10-7
	2.36×10-3
	11
	134781395
	

	cg05125521
	-1.00 
	3.59×10-135
	2.40×10-130
	12
	6391359
	

	cg15258033
	1.00 
	2.65×10-5
	4.85×10-2
	12
	10826753
	STYK1

	cg08577441
	-1.00 
	5.79×10-17
	4.54×10-13
	12
	12507213
	

	cg09444226
	-1.00 
	2.50×10-6
	6.38×10-3
	12
	12887740
	APOLD1

	cg04383469
	-1.00 
	2.00×10-5
	3.81×10-2
	12
	41581775
	PDZRN4

	cg02383245
	1.00 
	8.54×10-7
	2.44×10-3
	12
	41671164
	PDZRN4

	cg01978144
	-1.00 
	2.95×10-8
	1.20×10-4
	12
	42720088
	PPHLN1

	cg21939233
	-1.00 
	1.57×10-5
	3.14×10-2
	12
	43316251
	

	cg01025282
	-1.00 
	3.38×10-11
	2.01×10-7
	12
	44170173
	IRAK4

	cg05940536
	-1.00 
	1.32×10-7
	4.68×10-4
	12
	52344971
	ACVR1B

	cg09889291
	-1.00 
	5.45×10-8
	2.09×10-4
	12
	52400650
	GRASP

	cg15415743
	-1.00 
	1.31×10-5
	2.66×10-2
	12
	53694130
	C12orf10

	cg02002664
	-1.00 
	7.27×10-8
	2.70×10-4
	12
	56325736
	DGKA

	cg22507723
	-1.00 
	5.46×10-6
	1.25×10-2
	12
	58131768
	AGAP2

	cg07007807
	-1.00 
	1.82×10-7
	6.12×10-4
	12
	117176115
	RNFT2

	cg16955074
	-1.00 
	1.26×10-47
	2.90×10-43
	12
	121671600
	P2RX4

	cg11437331
	-1.00 
	1.17×10-8
	5.28×10-5
	12
	124893649
	NCOR2

	cg09569958
	-1.00 
	8.58×10-102
	4.22×10-97
	12
	125349215
	SCARB1

	cg07052262
	-1.00 
	3.02×10-6
	7.48×10-3
	12
	133398988
	GOLGA3

	cg09102880
	-1.00 
	2.00×10-8
	8.53×10-5
	13
	27834168
	

	cg20402552
	-1.00 
	2.24×10-7
	7.46×10-4
	13
	28397359
	

	cg13782382
	-1.00 
	3.76×10-7
	1.21×10-3
	13
	30425099
	UBL3

	cg21682474
	-1.00 
	2.29×10-6
	5.90×10-3
	13
	33112475
	N4BP2L2

	cg23199907
	-1.00 
	3.00×10-6
	7.48×10-3
	13
	33305966
	PDS5B

	cg10288525
	1.00 
	2.57×10-6
	6.54×10-3
	13
	33455187
	

	cg15695106
	1.00 
	9.96×10-26
	1.31×10-21
	13
	60738207
	DIAPH3

	cg17162510
	-1.00 
	7.45×10-6
	1.64×10-2
	13
	80341447
	

	cg16311158
	1.00 
	1.57×10-6
	4.27×10-3
	13
	99853156
	UBAC2

	cg05725090
	1.00 
	1.25×10-10
	7.15×10-7
	13
	113242514
	TUBGCP3

	cg07402411
	-1.00 
	2.10×10-44
	4.07×10-40
	13
	113543125
	

	cg26256771
	-1.00 
	2.69×10-22
	2.96×10-18
	13
	113642784
	MCF2L

	cg14531340
	-1.00 
	1.52×10-7
	5.24×10-4
	13
	113694058
	MCF2L

	cg18774180
	-1.00 
	4.32×10-6
	1.05×10-2
	14
	48109953
	MDGA2

	cg10241319
	1.00 
	1.10×10-21
	1.17×10-17
	14
	61747853
	TMEM30B

	cg23254057
	-1.00 
	1.66×10-8
	7.16×10-5
	14
	64503000
	SYNE2

	cg22095965
	-1.00 
	1.12×10-7
	4.04×10-4
	14
	69059601
	RAD51B

	cg18806438
	-1.00 
	2.33×10-6
	5.97×10-3
	14
	73925183
	NUMB

	cg00707881
	-1.00 
	2.71×10-5
	4.96×10-2
	14
	77571003
	KIAA1737

	cg22882310
	1.00 
	2.91×10-6
	7.30×10-3
	14
	78721428
	NRXN3

	cg01859621
	-1.00 
	1.77×10-5
	3.47×10-2
	14
	88511714
	LINC01146

	cg18284469
	-1.00 
	1.09×10-19
	1.05×10-15
	14
	91332189
	

	cg22897193
	-1.00 
	5.00×10-6
	1.17×10-2
	14
	94406618
	ASB2

	cg09385936
	-1.00 
	7.32×10-11
	4.31×10-7
	14
	100791876
	C14orf68

	cg09251423
	-1.00 
	1.13×10-29
	1.70×10-25
	14
	101706089
	

	cg18412984
	-1.00 
	<5.00×10-324
	<5.00×10-324
	14
	102604722
	WDR20

	cg22503024
	-1.00 
	1.24×10-10
	7.13×10-7
	15
	25100974
	SNRPN

	cg14598522
	-1.00 
	7.42×10-7
	2.16×10-3
	15
	25508414
	SNORD115-45

	cg07325092
	1.00 
	1.45×10-6
	3.99×10-3
	15
	34875825
	GOLGA8B

	cg08032884
	-1.00 
	8.99×10-25
	1.10×10-20
	15
	41024014
	RAD51

	cg10081723
	-1.00 
	1.60×10-6
	4.32×10-3
	15
	45003329
	B2M

	cg22300252
	-1.00 
	9.36×10-31
	1.44×10-26
	15
	47705256
	SEMA6D

	cg04513125
	-1.00 
	1.69×10-9
	8.32×10-6
	15
	57891240
	GCOM1

	cg12013685
	-1.00 
	6.24×10-7
	1.87×10-3
	15
	63243220
	

	cg08304887
	-1.00 
	6.86×10-12
	4.25×10-8
	15
	63569613
	APH1B

	cg06710306
	-1.00 
	1.10×10-63
	3.10×10-59
	15
	65248015
	ANKDD1A

	cg04024170
	-1.00 
	1.33×10-5
	2.69×10-2
	15
	74220756
	LOXL1-AS1

	cg21712625
	-1.00 
	2.34×10-72
	7.18×10-68
	15
	75191843
	

	cg24226371
	-1.00 
	4.44×10-7
	1.39×10-3
	15
	75945038
	SNX33

	cg19905236
	-1.00 
	1.74×10-5
	3.42×10-2
	15
	78069099
	LINGO1

	cg19674349
	-1.00 
	8.17×10-19
	7.25×10-15
	15
	85483350
	SLC28A1

	cg14584565
	-1.00 
	1.23×10-5
	2.52×10-2
	15
	90068496
	LOC283761

	cg20622470
	1.00 
	9.30×10-11
	5.40×10-7
	15
	91445801
	

	cg24446134
	-1.00 
	2.16×10-6
	5.63×10-3
	16
	604033
	CAPN15

	cg02878544
	-1.00 
	5.56×10-6
	1.27×10-2
	16
	2559709
	

	cg03664605
	-1.00 
	1.25×10-6
	3.46×10-3
	16
	16170435
	ABCC1

	cg22412612
	1.00 
	1.79×10-5
	3.48×10-2
	16
	25123200
	LCMT1

	cg10783242
	1.00 
	3.28×10-17
	2.63×10-13
	16
	46918335
	GPT2

	cg05054953
	-1.00 
	1.84×10-11
	1.12×10-7
	16
	66611099
	CMTM1

	cg06866208
	-1.00 
	2.27×10-24
	2.74×10-20
	16
	67560245
	

	cg08520423
	-1.00 
	2.99×10-10
	1.63×10-6
	16
	68013968
	DPEP3

	cg23401756
	-1.00 
	8.57×10-9
	3.92×10-5
	16
	68013981
	DPEP3

	cg02893490
	-1.00 
	2.58×10-8
	1.06×10-4
	16
	68014110
	DPEP3

	cg11999562
	-1.00 
	7.32×10-7
	2.14×10-3
	16
	68014680
	DPEP3

	cg07804857
	-1.00 
	7.78×10-18
	6.51×10-14
	16
	84208222
	LRRC50

	cg05424527
	-1.00 
	1.66×10-5
	3.30×10-2
	16
	84485599
	ATP2C2

	cg03158314
	-1.00 
	5.90×10-29
	8.52×10-25
	16
	84513159
	KIAA1609

	cg08761469
	-1.00 
	6.18×10-10
	3.25×10-6
	16
	87118888
	

	cg15105282
	-1.00 
	1.47×10-34
	2.51×10-30
	16
	89663409
	CPNE7

	cg21110915
	-1.00 
	1.18×10-6
	3.30×10-3
	17
	8888894
	

	cg21089050
	-1.00 
	1.47×10-63
	4.00×10-59
	17
	10048963
	GAS7

	cg00977293
	-1.00
	6.43×10-317
	6.77×10-312
	17
	13994507
	COX10

	cg04259400
	-1.00 
	1.11×10-7
	4.01×10-4
	17
	21160021
	

	cg13236370
	-1.00 
	1.66×10-8
	7.16×10-5
	17
	36497241
	GPR179

	cg24113565
	-1.00 
	7.90×10-18
	6.54×10-14
	17
	43512820
	

	cg22571038
	1.00 
	3.09×10-6
	7.64×10-3
	17
	48585470
	MYCBPAP

	cg02744699
	-1.00 
	4.05×10-7
	1.28×10-3
	17
	80197898
	

	cg12328272
	1.00 
	5.06×10-21
	5.18×10-17
	17
	80478152
	FOXK2

	cg04517114
	-1.00 
	4.12×10-8
	1.61×10-4
	18
	5297041
	ZBTB14

	cg03273509
	1.00 
	5.28×10-6
	1.22×10-2
	18
	9913806
	VAPA

	cg00121346
	1.00 
	4.86×10-6
	1.15×10-2
	18
	13070566
	CEP192

	cg11000116
	-1.00 
	1.27×10-9
	6.36×10-6
	18
	13070587
	CEP192

	cg27062159
	1.00 
	2.38×10-15
	1.81×10-11
	18
	34408844
	C18orf10

	cg17154092
	-1.00 
	1.18×10-9
	5.97×10-6
	18
	77675457
	PQLC1

	cg13080551
	-1.00 
	3.13×10-13
	2.19×10-9
	19
	815528
	LPPR3

	cg21575667
	-1.00 
	3.94×10-129
	2.42×10-124
	19
	1621692
	TCF3

	cg02370644
	-1.00 
	1.55×10-5
	3.10×10-2
	19
	2339509
	SPPL2B

	cg06647026
	1.00 
	7.24×10-6
	1.61×10-2
	19
	3964837
	DAPK3

	cg17313494
	1.00 
	7.43×10-13
	4.98×10-9
	19
	8645769
	ADAMTS10

	cg07843419
	-1.00 
	3.55×10-8
	1.42×10-4
	19
	10176296
	C3P1

	cg24939813
	1.00 
	2.38×10-5
	4.44×10-2
	19
	18942818
	UPF1

	cg09403024
	-1.00 
	3.39×10-7
	1.09×10-3
	19
	23390590
	

	cg21279648
	-1.00 
	9.44×10-13
	6.15×10-9
	19
	35629758
	FXYD1

	cg05663558
	-1.00 
	9.75×10-16
	7.49×10-12
	19
	35782257
	MAG

	cg10714492
	1.00 
	2.44×10-8
	1.01×10-4
	19
	51321395
	

	cg20115802
	1.00 
	4.82×10-10
	2.59×10-6
	19
	51321569
	

	cg05906502
	-1.00 
	9.28×10-11
	5.40×10-7
	19
	57702167
	ZNF264

	cg06855087
	-1.00 
	1.85×10-10
	1.03×10-6
	20
	7703904
	

	cg22580346
	-1.00 
	2.17×10-21
	2.26×10-17
	20
	19928826
	RIN2

	cg03454559
	-1.00 
	2.63×10-6
	6.63×10-3
	20
	35445015
	SOGA1

	cg13774308
	-1.00 
	4.62×10-7
	1.44×10-3
	20
	36322200
	CTNNBL1

	cg04923604
	-1.00 
	2.61×10-9
	1.25×10-5
	20
	50138879
	NFATC2

	cg13628960
	1.00 
	5.75×10-23
	6.52×10-19
	20
	62258574
	GMEB2

	cg24982848
	1.00 
	3.03×10-103
	1.60×10-98
	21
	33784903
	EVA1C

	cg18094366
	-1.00 
	2.11×10-8
	8.84×10-5
	22
	24237343
	MIF

	cg08202043
	-1.00 
	8.30×10-146
	6.79×10-141
	22
	26990180
	

	cg07972762
	-1.00 
	8.71×10-6
	1.87×10-2
	22
	33196384
	SYN3

	cg25333298
	-1.00 
	5.47×10-6
	1.25×10-2
	22
	36851113
	

	cg23612438
	-1.00 
	3.13×10-45
	6.41×10-41
	22
	42513119
	NDUFA6-AS1

	cg12520986
	-1.00 
	7.39×10-6
	1.63×10-2
	22
	49411355
	

	Neutrophils

	cg09599979
	0.06 
	4.03×10-10
	4.64×10-6
	1
	6660000
	KLHL21

	cg15619966
	-0.03 
	1.31×10-9
	1.23×10-5
	1
	9883889
	CLSTN1

	cg23803120
	-0.06 
	2.00×10-7
	1.06×10-3
	1
	14477617
	

	cg25322382
	-0.13 
	2.20×10-5
	4.18×10-2
	1
	15942364
	

	cg25850484
	-0.08 
	9.23×10-12
	2.00×10-7
	1
	17559348
	PADI1

	cg07973655
	-0.03 
	5.06×10-7
	2.23×10-3
	1
	25566628
	

	cg04285956
	-0.01 
	8.96×10-7
	3.49×10-3
	1
	25566753
	

	cg16930569
	-0.07 
	1.11×10-10
	1.52×10-6
	1
	41476918
	CTPS1

	cg04179151
	0.07 
	3.19×10-6
	9.79×10-3
	1
	54520118
	TMEM59

	cg20793071
	0.14 
	2.52×10-7
	1.27×10-3
	1
	54520450
	C1orf83

	cg19126690
	-0.07 
	3.68×10-10
	4.30×10-6
	1
	61390978
	

	cg10881514
	-0.07 
	7.52×10-14
	2.52×10-9
	1
	64239618
	ROR1

	cg23042676
	0.10 
	5.24×10-8
	3.24×10-4
	1
	67855787
	IL12RB2

	cg19729188
	-0.21 
	3.04×10-8
	2.02×10-4
	1
	85725931
	C1orf52

	cg13581506
	0.11 
	4.28×10-6
	1.23×10-2
	1
	99456900
	LPPR5

	cg21859597
	0.01 
	6.65×10-7
	2.77×10-3
	1
	115323395
	SIKE1

	cg18189893
	0.03 
	2.16×10-6
	7.08×10-3
	1
	150981356
	FAM63A

	cg19742929
	-0.05 
	1.05×10-5
	2.44×10-2
	1
	160318820
	NCSTN

	cg21963643
	0.06 
	4.31×10-6
	1.23×10-2
	1
	181451911
	CACNA1E

	cg16657077
	0.08 
	3.99×10-6
	1.17×10-2
	1
	204055307
	SOX13

	cg07692949
	-0.04 
	1.14×10-5
	2.59×10-2
	1
	204425773
	PIK3C2B

	cg22889645
	-0.06 
	1.17×10-9
	1.15×10-5
	1
	205326399
	KLHDC8A

	cg20879765
	-0.06 
	2.05×10-6
	6.76×10-3
	1
	220264793
	RNU5F-1

	cg15122697
	-0.05 
	7.64×10-6
	1.91×10-2
	1
	224401807
	LOC101927143

	cg03231504
	-0.14 
	7.25×10-14
	2.52×10-9
	1
	228677993
	RNF187

	cg11157725
	-0.15 
	1.57×10-5
	3.28×10-2
	1
	230827973
	COG2

	cg05290450
	0.09 
	8.83×10-6
	2.13×10-2
	2
	3272915
	TSSC1

	cg07173100
	0.10 
	1.04×10-15
	6.95×10-11
	2
	3606140
	RNASEH1

	cg23469963
	0.06 
	1.25×10-5
	2.76×10-2
	2
	9453539
	ASAP2

	cg03240747
	0.10 
	3.46×10-8
	2.21×10-4
	2
	9668004
	ADAM17

	cg08343699
	-0.14 
	4.64×10-10
	5.11×10-6
	2
	37474493
	NDUFAF7

	cg08086731
	-0.09 
	8.45×10-8
	4.86×10-4
	2
	62429249
	B3GNT2

	cg18560720
	0.05 
	2.39×10-12
	6.53×10-8
	2
	96952519
	SNRNP200

	cg01334522
	-0.06 
	1.40×10-12
	3.95×10-8
	2
	105720678
	UTAT33

	cg10155147
	0.13 
	5.22×10-17
	5.41×10-12
	2
	106500829
	NCK2

	cg09160302
	-0.06 
	3.27×10-8
	2.13×10-4
	2
	121269906
	

	cg18110444
	-0.10 
	7.29×10-20
	1.07×10-14
	2
	136743460
	DARS

	cg09903921
	-0.06 
	1.24×10-6
	4.54×10-3
	2
	143930082
	ARHGAP15

	cg09425616
	-0.06 
	1.76×10-9
	1.60×10-5
	2
	144969733
	GTDC1

	cg01093934
	-0.12 
	5.35×10-10
	5.80×10-6
	2
	177465789
	MIR1246

	cg00372801
	0.04 
	1.18×10-5
	2.63×10-2
	2
	191219050
	INPP1

	cg16652648
	-0.03 
	1.90×10-6
	6.41×10-3
	2
	197791396
	PGAP1

	cg04148467
	-0.05 
	1.96×10-6
	6.54×10-3
	2
	207022459
	NDUFS1

	cg01236747
	0.06 
	4.23×10-8
	2.64×10-4
	2
	208815027
	PLEKHM3

	cg14357719
	-0.11 
	1.23×10-8
	9.00×10-5
	2
	236500777
	AGAP1

	cg21195450
	-0.14 
	3.53×10-6
	1.07×10-2
	2
	237897606
	

	cg19125791
	0.15 
	1.39×10-5
	2.99×10-2
	2
	240265915
	HDAC4

	cg11491420
	0.07 
	7.90×10-6
	1.96×10-2
	2
	242543287
	THAP4

	cg24016448
	-0.08 
	3.09×10-12
	8.13×10-8
	3
	11607988
	VGLL4

	cg03395885
	-0.07 
	8.42×10-9
	6.46×10-5
	3
	39259352
	

	cg10893140
	-0.01 
	3.55×10-6
	1.07×10-2
	3
	49158297
	USP19

	cg25554596
	0.06 
	3.92×10-6
	1.16×10-2
	3
	49230019
	C3orf84

	cg07285807
	-0.10 
	4.12×10-10
	4.67×10-6
	3
	49235826
	CCDC36

	cg25291064
	-0.06 
	7.38×10-6
	1.86×10-2
	3
	64130592
	PRICKLE2

	cg18131244
	-0.05 
	6.52×10-6
	1.70×10-2
	3
	117808713
	

	cg02797353
	-0.06 
	1.03×10-5
	2.39×10-2
	3
	119531385
	NR1I2

	cg06648971
	-0.02 
	4.13×10-7
	1.89×10-3
	3
	125239030
	SNX4

	cg08958945
	0.05 
	9.64×10-6
	2.28×10-2
	3
	133591690
	RAB6B

	cg08760818
	-0.08 
	5.24×10-6
	1.43×10-2
	3
	167425609
	PDCD10

	cg08192869
	-0.05 
	1.79×10-11
	3.31×10-7
	3
	170068801
	

	cg14603321
	0.09 
	2.33×10-8
	1.57×10-4
	3
	171920662
	FNDC3B

	cg04738673
	-0.12 
	9.42×10-10
	9.78×10-6
	3
	177482968
	

	cg27301092
	-0.03 
	1.72×10-5
	3.50×10-2
	4
	1352452
	KIAA1530

	cg19002058
	0.07 
	6.31×10-7
	2.69×10-3
	4
	6347514
	PPP2R2C

	cg01138944
	0.07 
	9.45×10-7
	3.65×10-3
	4
	7781082
	AFAP1

	cg10262842
	-0.06 
	2.77×10-10
	3.40×10-6
	4
	15233600
	LOC101929095

	cg10604765
	-0.05 
	4.28×10-6
	1.23×10-2
	4
	33882451
	

	cg13433561
	0.05 
	6.81×10-8
	4.11×10-4
	4
	42706688
	

	cg07243941
	-0.13 
	1.57×10-9
	1.45×10-5
	4
	47840162
	CORIN

	cg24461090
	-0.15 
	4.71×10-6
	1.32×10-2
	4
	79847813
	PAQR3

	cg07856552
	0.19 
	3.30×10-24
	6.09×10-19
	4
	90548906
	

	cg17318769
	0.14 
	8.76×10-16
	6.45×10-11
	4
	154229091
	TRIM2

	cg11383226
	0.13 
	1.90×10-11
	3.42×10-7
	4
	159236616
	

	cg06695338
	-0.10 
	1.47×10-5
	3.13×10-2
	4
	187518024
	FAT1

	cg03930088
	-0.14 
	1.32×10-31
	3.24×10-26
	4
	187647395
	

	cg16034787
	-0.14 
	2.97×10-8
	1.99×10-4
	5
	508349
	SLC9A3

	cg16886578
	0.05 
	1.31×10-5
	2.83×10-2
	5
	2093634
	

	cg18731024
	-0.05 
	3.99×10-6
	1.17×10-2
	5
	2998264
	

	cg04480129
	0.12 
	3.65×10-9
	3.09×10-5
	5
	66316631
	MAST4

	cg16320199
	0.01 
	7.19×10-8
	4.30×10-4
	5
	70883065
	MCCC2

	cg18788891
	0.02 
	2.21×10-9
	1.96×10-5
	5
	70883072
	MCCC2

	cg13238200
	-0.13 
	2.06×10-7
	1.08×10-3
	5
	77335062
	AP3B1

	cg17693122
	-0.07 
	2.67×10-6
	8.45×10-3
	5
	83492287
	EDIL3

	cg17860174
	-0.13 
	1.80×10-5
	3.59×10-2
	5
	122180484
	SNX24

	cg27658391
	-0.06 
	8.32×10-6
	2.04×10-2
	5
	140023555
	TMCO6

	cg04306564
	-0.12 
	6.75×10-12
	1.60×10-7
	5
	146889771
	DPYSL3

	cg01919823
	-0.06 
	1.89×10-7
	1.01×10-3
	5
	148741481
	PCYOX1L

	cg07682547
	-0.11 
	6.73×10-18
	8.27×10-13
	5
	153863417
	

	cg04093159
	-0.01 
	1.42×10-5
	3.03×10-2
	5
	166211825
	

	cg09146892
	-0.13 
	3.36×10-11
	5.63×10-7
	6
	6971335
	

	cg20284834
	0.03 
	7.13×10-6
	1.82×10-2
	6
	15499615
	JARID2

	cg06463685
	0.14 
	1.83×10-5
	3.60×10-2
	6
	18380900
	

	cg07191121
	-0.10 
	4.74×10-6
	1.32×10-2
	6
	28724650
	

	cg18281744
	0.06 
	1.14×10-5
	2.59×10-2
	6
	29455512
	MAS1L

	cg24531536
	-0.06 
	3.13×10-6
	9.64×10-3
	6
	29520698
	

	cg00937691
	0.08 
	1.99×10-5
	3.87×10-2
	6
	29796105
	HLA-G

	cg10750989
	0.03 
	1.75×10-6
	6.00×10-3
	6
	31371330
	MICA

	cg13347198
	-0.11 
	1.21×10-11
	2.54×10-7
	6
	32798198
	TAP2

	cg19254793
	-0.10 
	1.19×10-7
	6.70×10-4
	6
	44695348
	

	cg02791384
	-0.05 
	6.19×10-6
	1.63×10-2
	6
	56408859
	RNU6-71P

	cg01567563
	0.06 
	2.86×10-6
	8.87×10-3
	6
	90685843
	BACH2

	cg17388996
	-0.05 
	4.81×10-11
	7.71×10-7
	6
	108145374
	SCML4

	cg15406010
	-0.11 
	1.31×10-11
	2.67×10-7
	6
	108478650
	

	cg16966529
	0.15 
	2.15×10-11
	3.77×10-7
	6
	150004505
	LATS1

	cg12341553
	-0.06 
	6.79×10-6
	1.74×10-2
	6
	160692423
	

	cg02905206
	-0.06 
	9.28×10-11
	1.34×10-6
	6
	168321999
	MLLT4

	cg04985696
	0.03 
	3.16×10-8
	2.08×10-4
	7
	44622204
	TMED4

	cg27528426
	0.02 
	1.03×10-9
	1.02×10-5
	7
	65540851
	ASL

	cg06394442
	-0.05 
	1.01×10-6
	3.87×10-3
	7
	73908364
	GTF2IRD1

	cg18189615
	-0.10 
	8.84×10-10
	9.30×10-6
	7
	75386749
	

	cg16639595
	0.06 
	2.02×10-9
	1.81×10-5
	7
	87856984
	SRI

	cg07098123
	-0.11 
	8.60×10-7
	3.41×10-3
	7
	91507250
	MTERF

	cg14719076
	-0.15 
	5.38×10-32
	1.98×10-26
	7
	96653747
	DLX5

	cg26724642
	0.11 
	1.38×10-11
	2.75×10-7
	7
	97895513
	

	cg19900764
	0.10 
	2.39×10-6
	7.69×10-3
	7
	111560233
	DOCK4

	cg13504856
	-0.10 
	5.00×10-9
	4.05×10-5
	7
	128956859
	AHCYL2

	cg00213189
	-0.08 
	1.89×10-13
	6.05×10-9
	7
	143012820
	CLCN1

	cg07499066
	-0.06 
	6.46×10-12
	1.59×10-7
	7
	149171379
	ZNF746

	cg19454081
	-0.11 
	4.68×10-7
	2.10×10-3
	7
	152593563
	

	cg18941360
	0.05 
	6.09×10-6
	1.61×10-2
	7
	153112069
	

	cg20419410
	-0.02 
	1.55×10-8
	1.07×10-4
	7
	155089803
	INSIG1

	cg00827082
	-0.05 
	2.05×10-5
	3.96×10-2
	8
	407482
	FBXO25

	cg07058086
	-0.08 
	2.10×10-5
	4.05×10-2
	8
	29120186
	KIF13B

	cg27627674
	0.06 
	2.66×10-9
	2.33×10-5
	8
	33448880
	DUSP26

	cg07370726
	0.13 
	9.94×10-7
	3.82×10-3
	8
	47980380
	

	cg03214200
	-0.10 
	7.23×10-7
	2.96×10-3
	8
	65553669
	CYP7B1

	cg17380533
	-0.05 
	1.12×10-6
	4.21×10-3
	8
	72875102
	MSC-AS1

	cg14317230
	-0.15 
	1.70×10-5
	3.49×10-2
	8
	98708278
	MTDH

	cg22516182
	-0.10 
	4.85×10-6
	1.34×10-2
	8
	102400152
	

	cg25118752
	-0.06 
	2.68×10-6
	8.45×10-3
	8
	110381021
	PKHD1L1

	cg22594690
	0.06 
	2.39×10-7
	1.22×10-3
	8
	121718948
	SNTB1

	cg06158237
	-0.11 
	8.07×10-7
	3.23×10-3
	8
	131661720
	

	cg02526790
	0.13 
	5.87×10-17
	5.41×10-12
	8
	134044590
	TG

	cg02390569
	-0.08 
	1.24×10-6
	4.54×10-3
	8
	145624983
	CPSF1

	cg25958241
	-0.17 
	3.33×10-9
	2.85×10-5
	9
	35278307
	UNC13B

	cg03081134
	0.02 
	1.80×10-5
	3.59×10-2
	9
	36036806
	RECK

	cg13931845
	-0.06 
	7.41×10-8
	4.37×10-4
	9
	89894865
	

	cg14220146
	0.09 
	9.98×10-8
	5.65×10-4
	9
	96068079
	WNK2

	cg14583686
	0.05 
	4.66×10-9
	3.82×10-5
	9
	130226589
	LRSAM1

	cg13521319
	-0.04 
	1.35×10-6
	4.89×10-3
	9
	133423844
	

	cg19890156
	-0.10 
	3.66×10-7
	1.73×10-3
	9
	139934859
	NPDC1

	cg02523824
	-0.11 
	8.16×10-10
	8.71×10-6
	10
	11298786
	CUGBP2

	cg24405543
	-0.06 
	1.36×10-8
	9.83×10-5
	10
	11872888
	C10orf47

	cg15882987
	0.06 
	1.23×10-7
	6.76×10-4
	10
	16790575
	RSU1

	cg01161217
	-0.05 
	1.51×10-9
	1.41×10-5
	10
	26758768
	APBB1IP

	cg24914935
	-0.07 
	1.66×10-15
	1.02×10-10
	10
	30589494
	

	cg13556387
	-0.06 
	8.89×10-9
	6.68×10-5
	10
	33224969
	ITGB1

	cg17504814
	-0.05 
	6.58×10-7
	2.77×10-3
	10
	35540771
	CCNY

	cg06993191
	0.04 
	2.06×10-6
	6.76×10-3
	10
	76514031
	

	cg01536438
	0.06 
	2.59×10-7
	1.28×10-3
	10
	90712625
	ACTA2

	cg06930332
	-0.12 
	7.63×10-11
	1.15×10-6
	10
	102006954
	CWF19L1

	cg16499947
	0.06 
	2.65×10-6
	8.40×10-3
	10
	123329113
	FGFR2

	cg17997363
	-0.06 
	2.20×10-5
	4.18×10-2
	10
	123353337
	FGFR2

	cg14897471
	-0.04 
	1.79×10-5
	3.59×10-2
	10
	127548239
	DHX32

	cg09216081
	-0.08 
	6.65×10-7
	2.77×10-3
	10
	134940484
	GPR123

	cg27010328
	-0.11 
	7.18×10-12
	1.65×10-7
	11
	238081
	PSMD13

	cg18844120
	-0.06 
	6.02×10-6
	1.60×10-2
	11
	14915223
	CYP2R1

	cg21728100
	-0.08 
	2.69×10-5
	4.90×10-2
	11
	57640698
	

	cg01559206
	-0.07 
	4.56×10-6
	1.28×10-2
	11
	61070063
	DDB1

	cg09098150
	-0.04 
	6.62×10-6
	1.71×10-2
	11
	61216180
	

	cg13263274
	0.06 
	8.93×10-6
	2.14×10-2
	11
	63885584
	FLRT1

	cg19815354
	-0.12 
	2.44×10-5
	4.54×10-2
	11
	77450740
	RSF1

	cg11916248
	0.05 
	4.07×10-6
	1.19×10-2
	11
	95214092
	

	cg00570685
	-0.06 
	7.15×10-6
	1.82×10-2
	11
	107123373
	

	cg05962325
	0.07 
	2.15×10-5
	4.10×10-2
	11
	107992005
	ACAT1

	cg26572438
	-0.14 
	1.48×10-11
	2.80×10-7
	11
	118123982
	MPZL3

	cg06038239
	-0.13 
	3.10×10-15
	1.63×10-10
	11
	123612522
	ZNF202

	cg27371539
	0.08 
	9.85×10-6
	2.31×10-2
	11
	124488923
	PANX3

	cg19649564
	-0.14 
	1.00×10-39
	7.40×10-34
	11
	124932892
	SLC37A2

	cg10968396
	-0.14 
	1.83×10-5
	3.60×10-2
	12
	1352926
	ERC1

	cg03165826
	-0.06 
	6.33×10-8
	3.86×10-4
	12
	15881211
	EPS8

	cg21239961
	-0.05 
	1.41×10-8
	1.01×10-4
	12
	20197870
	LOC100506393

	cg10873203
	-0.05 
	5.95×10-9
	4.66×10-5
	12
	25942772
	

	cg25598488
	0.10 
	5.74×10-9
	4.55×10-5
	12
	34258505
	

	cg06349909
	-0.08 
	1.68×10-5
	3.47×10-2
	12
	51608175
	POU6F1

	cg17129918
	-0.11 
	8.90×10-12
	1.99×10-7
	12
	53098560
	KRT77

	cg14519793
	0.07 
	1.18×10-9
	1.15×10-5
	12
	66696305
	HELB

	cg05691053
	-0.06 
	1.45×10-10
	1.94×10-6
	12
	72104344
	

	cg03916864
	0.05 
	2.19×10-7
	1.14×10-3
	12
	109535384
	UNG

	cg09544079
	-0.07 
	2.24×10-7
	1.16×10-3
	12
	110808689
	

	cg14079445
	0.06 
	3.80×10-7
	1.77×10-3
	12
	111493997
	CUX2

	cg05696801
	0.04 
	1.26×10-5
	2.76×10-2
	12
	118573886
	PEBP1

	cg08134342
	-0.03 
	1.27×10-6
	4.63×10-3
	12
	122239035
	LOC338799

	cg25348433
	-0.04 
	5.91×10-6
	1.58×10-2
	13
	78519244
	EDNRB

	cg24526477
	-0.07 
	4.01×10-13
	1.23×10-8
	13
	95908531
	ABCC4

	cg12285887
	-0.05 
	9.74×10-6
	2.29×10-2
	14
	55588682
	

	cg13436449
	-0.06 
	1.48×10-11
	2.80×10-7
	14
	59600377
	

	cg15989617
	-0.07 
	8.73×10-6
	2.12×10-2
	14
	61574389
	

	cg19021355
	-0.05 
	6.67×10-7
	2.77×10-3
	14
	74771221
	ABCD4

	cg21140981
	-0.11 
	5.28×10-7
	2.29×10-3
	14
	91766264
	CCDC88C

	cg05794283
	-0.09 
	8.87×10-7
	3.47×10-3
	14
	93686639
	UBR7

	cg06265809
	0.10 
	1.44×10-5
	3.08×10-2
	14
	101525784
	MIR496

	cg13078563
	-0.12 
	3.83×10-8
	2.41×10-4
	15
	27016796
	GABRB3

	cg26995364
	-0.10 
	8.85×10-9
	6.68×10-5
	15
	29336425
	APBA2

	cg07709681
	-0.03 
	1.48×10-5
	3.13×10-2
	15
	34393712
	PGBD4

	cg02765225
	-0.08 
	6.45×10-6
	1.69×10-2
	15
	44083979
	SERF2

	cg09289674
	-0.07 
	2.47×10-10
	3.14×10-6
	15
	51699392
	GLDN

	cg07947039
	0.13 
	7.34×10-13
	2.16×10-8
	15
	56292422
	

	cg09770632
	-0.05 
	1.01×10-10
	1.43×10-6
	15
	56310025
	

	cg03841750
	0.09 
	1.93×10-5
	3.76×10-2
	15
	70244882
	

	cg09585074
	-0.13 
	3.88×10-15
	1.90×10-10
	15
	72638395
	HEXA

	cg18753337
	-0.12 
	4.75×10-7
	2.12×10-3
	15
	80206998
	ST20

	cg19715141
	-0.05 
	2.46×10-5
	4.56×10-2
	15
	86363646
	

	cg11670074
	-0.09 
	1.81×10-5
	3.60×10-2
	15
	93635693
	

	cg00078759
	-0.05 
	6.35×10-11
	9.96×10-7
	16
	1600969
	IFT140

	cg16784970
	0.06 
	1.08×10-10
	1.50×10-6
	16
	2123215
	TSC2

	cg14939446
	-0.04 
	9.79×10-8
	5.59×10-4
	16
	2571015
	AMDHD2

	cg00454447
	-0.07 
	5.60×10-9
	4.49×10-5
	16
	3728185
	TRAP1

	cg26570867
	-0.07 
	4.90×10-14
	2.00×10-9
	16
	12308181
	SNX29

	cg11586377
	-0.08 
	3.70×10-11
	6.06×10-7
	16
	22263785
	EEF2K

	cg19415738
	0.07 
	3.56×10-10
	4.23×10-6
	16
	30418482
	ZNF771

	cg00131272
	0.04 
	3.40×10-7
	1.62×10-3
	16
	46957465
	GPT2

	cg13944965
	-0.06 
	1.13×10-8
	8.43×10-5
	16
	66889028
	

	cg19141655
	0.06 
	1.99×10-5
	3.86×10-2
	16
	70456139
	ST3GAL2

	cg16777782
	-0.04 
	3.85×10-6
	1.15×10-2
	16
	82671333
	CDH13

	cg01466631
	-0.04 
	3.23×10-7
	1.56×10-3
	17
	1094369
	

	cg10735834
	-0.34 
	1.10×10-5
	2.52×10-2
	17
	6618119
	SLC13A5

	cg03477621
	-0.09 
	7.01×10-7
	2.89×10-3
	17
	9472738
	STX8

	cg06511117
	-0.06 
	1.19×10-8
	8.75×10-5
	17
	19216903
	EPN2

	cg10228608
	-0.06 
	2.60×10-10
	3.24×10-6
	17
	19804476
	

	cg17235374
	-0.11 
	6.83×10-11
	1.05×10-6
	17
	27717757
	TAOK1

	cg13227200
	-0.04 
	4.56×10-6
	1.28×10-2
	17
	30687348
	ZNF207

	cg21336116
	-0.09 
	5.67×10-7
	2.43×10-3
	17
	39093658
	KRT23

	cg05031081
	-0.08 
	1.79×10-10
	2.35×10-6
	17
	72239436
	TTYH2

	cg07027472
	-0.05 
	4.57×10-9
	3.78×10-5
	17
	73391422
	GRB2

	cg04546917
	-0.05 
	5.31×10-7
	2.29×10-3
	17
	73667384
	SAP30BP

	cg19169246
	-0.03 
	2.67×10-5
	4.87×10-2
	17
	73887208
	TRIM65

	cg13039908
	-0.06 
	3.88×10-6
	1.15×10-2
	17
	75170663
	SEC14L1

	cg15275493
	-0.06 
	1.54×10-5
	3.25×10-2
	17
	75310725
	9-Sep

	cg24138691
	-0.02 
	1.03×10-9
	1.02×10-5
	17
	79251354
	SLC38A10

	cg16681349
	-0.06 
	4.66×10-7
	2.10×10-3
	17
	80614369
	

	cg18089670
	-0.14 
	2.05×10-14
	8.88×10-10
	18
	660756
	TYMS

	cg12306367
	-0.04 
	4.36×10-6
	1.24×10-2
	18
	19777305
	GATA6

	cg20218161
	-0.06 
	7.27×10-7
	2.96×10-3
	18
	61836736
	LOC284294

	cg06294408
	-0.06 
	1.70×10-6
	5.90×10-3
	18
	71749347
	FBXO15

	cg25185915
	-0.05 
	1.63×10-8
	1.12×10-4
	18
	74507281
	LOC100131655

	cg17102627
	-0.09 
	4.22×10-10
	4.71×10-6
	18
	77230598
	NFATC1

	cg14700108
	0.08 
	1.18×10-5
	2.63×10-2
	19
	2637722
	GNG7

	cg22933199
	0.09 
	9.99×10-10
	1.02×10-5
	19
	12163909
	ZNF878

	cg01636019
	-0.07 
	1.91×10-6
	6.41×10-3
	19
	12691334
	ZNF490

	cg20276511
	0.01 
	1.62×10-6
	5.68×10-3
	19
	15543527
	WIZ

	cg23397718
	0.13 
	1.44×10-8
	1.02×10-4
	19
	18630997
	ELL

	cg10105623
	0.04 
	3.44×10-8
	2.21×10-4
	19
	34893958
	PDCD2L

	cg03422185
	-0.12 
	4.36×10-15
	2.01×10-10
	19
	41921278
	BCKDHA

	cg04775950
	0.07 
	1.72×10-6
	5.93×10-3
	19
	44115372
	ZNF428

	cg13566596
	0.09 
	2.37×10-6
	7.65×10-3
	19
	45033572
	CEACAM20

	cg01009059
	-0.05 
	1.31×10-9
	1.23×10-5
	19
	46391024
	

	cg25028162
	-0.06 
	1.96×10-8
	1.34×10-4
	19
	52150233
	SIGLEC14

	cg05619639
	-0.10 
	5.31×10-6
	1.44×10-2
	19
	53269486
	ZNF600

	cg05927427
	-0.06 
	2.45×10-11
	4.20×10-7
	20
	25187813
	ENTPD6

	cg00514271
	0.06 
	3.85×10-7
	1.77×10-3
	20
	30593353
	

	cg15118314
	-0.07 
	1.51×10-6
	5.38×10-3
	20
	34019699
	

	cg09921555
	-0.06 
	1.02×10-5
	2.37×10-2
	20
	43590026
	TOMM34

	cg03431585
	-0.12 
	1.69×10-6
	5.87×10-3
	20
	44995633
	ELMO2

	cg05494607
	0.08 
	4.45×10-16
	3.64×10-11
	20
	50416707
	SALL4

	cg12750641
	-0.04 
	1.71×10-5
	3.50×10-2
	20
	50772956
	ZFP64

	cg17734137
	0.05 
	2.44×10-10
	3.14×10-6
	20
	58647209
	C20orf197

	cg24444091
	-0.08 
	1.18×10-5
	2.63×10-2
	21
	27462541
	APP

	cg13095416
	0.01 
	2.42×10-5
	4.52×10-2
	21
	33941714
	

	cg23609630
	-0.07 
	3.30×10-7
	1.59×10-3
	21
	35126912
	ITSN1

	cg02330424
	-0.22 
	3.45×10-10
	4.16×10-6
	22
	21135726
	SERPIND1

	cg23185207
	0.06 
	4.89×10-12
	1.24×10-7
	22
	27705236
	

	cg17758280
	0.07 
	6.24×10-14
	2.30×10-9
	22
	29702766
	GAS2L1

	cg04696109
	-0.05 
	9.07×10-11
	1.34×10-6
	22
	36081855
	

	cg19972814
	-0.05 
	2.26×10-6
	7.34×10-3
	22
	38059813
	PDXP

	cg22632063
	-0.06 
	3.09×10-15
	1.63×10-10
	22
	38696180
	CSNK1E

	cg26679753
	-0.07 
	2.74×10-9
	2.37×10-5
	22
	46747353
	TRMU

	NK cells
	
	
	
	
	
	

	cg20737459
	-0.25 
	7.13×10-12
	6.74×10-8
	1
	6523514
	TNFRSF25

	cg16591948
	-0.12 
	9.82×10-6
	2.39×10-2
	1
	8716348
	RERE

	cg17223279
	-0.40 
	2.57×10-9
	1.81×10-5
	1
	11202866
	MTOR-AS1

	cg16081846
	-0.25 
	2.70×10-8
	1.49×10-4
	1
	17418725
	PADI2

	cg15642494
	-0.27 
	5.08×10-15
	7.80×10-11
	1
	19616829
	

	cg24399432
	0.12 
	1.48×10-6
	4.70×10-3
	1
	24796905
	NIPAL3

	cg08540745
	-0.91 
	7.08×10-34
	6.52×10-29
	1
	25867637
	

	cg19112780
	0.11 
	9.13×10-6
	2.27×10-2
	1
	29563147
	PTPRU

	cg24693287
	0.20 
	4.20×10-12
	4.24×10-8
	1
	31885850
	SERINC2

	cg15436480
	0.26 
	1.47×10-5
	3.26×10-2
	1
	33738213
	ZNF362

	cg11537507
	-0.22 
	3.55×10-6
	9.95×10-3
	1
	37177498
	

	cg23341459
	0.24 
	4.88×10-6
	1.31×10-2
	1
	40204657
	PPIE

	cg20942219
	-0.56 
	2.53×10-18
	4.90×10-14
	1
	44141161
	KDM4A

	cg19551082
	-0.08 
	1.61×10-5
	3.52×10-2
	1
	45956882
	TESK2

	cg21228875
	-0.34 
	9.10×10-8
	4.36×10-4
	1
	53132253
	

	cg02752228
	-0.24 
	2.37×10-5
	4.72×10-2
	1
	53531092
	PODN

	cg27431882
	-0.17 
	2.43×10-5
	4.78×10-2
	1
	56724990
	

	cg16896501
	-0.43 
	2.59×10-26
	9.09×10-22
	1
	67661575
	IL23R

	cg09078503
	-0.61 
	3.03×10-11
	2.72×10-7
	1
	71823474
	

	cg26153364
	0.09 
	2.36×10-5
	4.72×10-2
	1
	72749064
	NEGR1

	cg25341338
	0.25 
	1.77×10-7
	7.82×10-4
	1
	116380575
	NHLH2

	cg08721840
	0.50 
	6.69×10-30
	3.52×10-25
	1
	155293541
	RUSC1

	cg17161697
	-1.00 
	3.61×10-7
	1.44×10-3
	1
	155388145
	ASH1L

	cg07204658
	0.19 
	2.12×10-6
	6.44×10-3
	1
	160139687
	ATP1A4

	cg16698369
	-0.34 
	1.46×10-6
	4.64×10-3
	1
	160231374
	DCAF8

	cg20131145
	-0.96 
	8.93×10-20
	1.88×10-15
	1
	160296456
	COPA

	cg14484016
	-0.32 
	1.51×10-5
	3.34×10-2
	1
	180915632
	

	cg07195452
	-0.26 
	7.99×10-15
	1.18×10-10
	1
	182109534
	

	cg26913977
	0.07 
	5.71×10-6
	1.52×10-2
	1
	192777635
	RGS2

	cg09177518
	0.12 
	1.82×10-5
	3.87×10-2
	1
	196578010
	KCNT2

	cg07692949
	0.15 
	2.32×10-6
	6.96×10-3
	1
	204425773
	PIK3C2B

	cg05122861
	0.19 
	4.48×10-6
	1.22×10-2
	1
	206137774
	FAM72A

	cg19667051
	-0.19 
	9.43×10-7
	3.29×10-3
	1
	207046933
	

	cg16186036
	-0.33 
	4.69×10-7
	1.78×10-3
	1
	208203760
	PLXNA2

	cg20282303
	0.25 
	2.44×10-6
	7.21×10-3
	1
	236924392
	ACTN2

	cg19222330
	-0.19 
	1.94×10-5
	4.08×10-2
	1
	240635282
	FMN2

	cg03853274
	-0.15 
	6.67×10-9
	4.28×10-5
	2
	1052702
	SNTG2

	cg13360758
	0.31 
	2.45×10-6
	7.23×10-3
	2
	3467963
	TRAPPC12

	cg11768422
	-0.49 
	9.06×10-6
	2.26×10-2
	2
	39552637
	MAP4K3

	cg09417539
	0.10 
	9.72×10-7
	3.35×10-3
	2
	58655075
	

	cg26819428
	0.13 
	5.83×10-6
	1.54×10-2
	2
	60784878
	

	cg11203889
	-0.54 
	5.58×10-7
	2.08×10-3
	2
	65547670
	SPRED2

	cg00013475
	0.16 
	1.40×10-5
	3.13×10-2
	2
	71680721
	DYSF

	cg01695225
	0.21 
	2.05×10-6
	6.31×10-3
	2
	73152672
	EMX1

	cg03562266
	0.09 
	1.38×10-7
	6.35×10-4
	2
	85359992
	TCF7L1

	cg22865501
	0.28 
	2.97×10-7
	1.24×10-3
	2
	105321544
	

	cg22168709
	-0.28 
	1.19×10-7
	5.61×10-4
	2
	106403934
	NCK2

	cg09392940
	0.11 
	8.42×10-7
	2.98×10-3
	2
	109745828
	LOC100287216

	cg00940894
	0.18 
	2.67×10-7
	1.13×10-3
	2
	122018686
	TFCP2L1

	cg23460843
	0.24 
	1.43×10-16
	2.50×10-12
	2
	127644075
	

	cg17942639
	0.08 
	2.11×10-5
	4.37×10-2
	2
	154335184
	RPRM

	cg20539752
	0.27 
	2.38×10-9
	1.69×10-5
	2
	176994305
	HOXD8

	cg00372801
	-0.19 
	8.50×10-8
	4.12×10-4
	2
	191219050
	INPP1

	cg20391764
	0.04 
	8.51×10-6
	2.13×10-2
	2
	192110565
	MYO1B

	cg16498770
	0.08 
	1.19×10-6
	3.96×10-3
	2
	216796168
	

	cg01352705
	0.08 
	2.14×10-7
	9.16×10-4
	2
	216979551
	XRCC5

	cg25108567
	0.07 
	6.79×10-6
	1.76×10-2
	2
	216979652
	XRCC5

	cg21084456
	0.17 
	1.01×10-5
	2.44×10-2
	2
	217674497
	

	cg01793397
	-0.29 
	6.12×10-11
	5.12×10-7
	2
	218725987
	TNS1

	cg13739417
	0.12 
	8.28×10-9
	5.20×10-5
	2
	218990627
	CXCR2

	cg11702639
	0.18 
	6.74×10-12
	6.53×10-8
	2
	233285454
	

	cg00034781
	0.15 
	1.03×10-6
	3.51×10-3
	2
	234400085
	USP40

	cg16801535
	-0.19 
	1.66×10-5
	3.61×10-2
	3
	9291372
	SRGAP3

	cg10330019
	0.20 
	9.48×10-10
	6.92×10-6
	3
	24562864
	

	cg23212202
	-0.25 
	8.81×10-14
	1.12×10-9
	3
	30489255
	

	cg26843074
	0.14 
	6.52×10-8
	3.31×10-4
	3
	36422061
	STAC

	cg26615813
	0.39 
	6.39×10-11
	5.29×10-7
	3
	36422209
	STAC

	cg06197503
	0.47 
	7.56×10-12
	7.05×10-8
	3
	36422406
	STAC

	cg13695953
	0.29 
	1.12×10-5
	2.63×10-2
	3
	36718919
	

	cg07759247
	-0.22 
	1.28×10-6
	4.18×10-3
	3
	38040636
	VILL

	cg21194499
	-0.15 
	3.43×10-7
	1.39×10-3
	3
	52188578
	WDR51A

	cg10130162
	-0.53 
	4.68×10-7
	1.78×10-3
	3
	52324257
	GLYCTK

	cg02517134
	0.14 
	6.18×10-8
	3.16×10-4
	3
	89156795
	EPHA3

	cg05148217
	-0.26 
	1.44×10-5
	3.23×10-2
	3
	108836878
	MORC1

	cg14775821
	0.20 
	1.20×10-5
	2.77×10-2
	3
	111622625
	PHLDB2

	cg07707817
	-0.24 
	9.57×10-7
	3.31×10-3
	3
	121285706
	ARGFX

	cg08049441
	-0.29 
	1.80×10-5
	3.84×10-2
	3
	129106543
	RPL32P3

	cg08958945
	-0.20 
	1.06×10-6
	3.58×10-3
	3
	133591690
	RAB6B

	cg14986229
	-0.25 
	1.68×10-12
	1.88×10-8
	3
	157485683
	

	cg06332127
	-0.38 
	5.81×10-7
	2.15×10-3
	3
	158763606
	

	cg22329918
	0.41 
	3.10×10-9
	2.09×10-5
	3
	184430010
	MAGEF1

	cg19798703
	0.27 
	3.74×10-6
	1.04×10-2
	3
	186327747
	

	cg10339098
	-0.41 
	2.89×10-42
	4.26×10-37
	3
	188313650
	LPP

	cg11213655
	-0.83 
	9.22×10-11
	7.55×10-7
	3
	190276776
	IL1RAP

	cg03637670
	0.15 
	2.08×10-5
	4.32×10-2
	3
	193500764
	

	cg18279658
	0.48 
	3.82×10-28
	1.48×10-23
	4
	1341442
	UVSSA

	cg22609114
	-0.59 
	1.14×10-8
	6.79×10-5
	4
	4239516
	TMEM128

	cg12237849
	0.15 
	3.89×10-7
	1.53×10-3
	4
	7014942
	TBC1D14

	cg18679164
	-0.24 
	4.74×10-11
	4.02×10-7
	4
	7875418
	AFAP1

	cg13382475
	-0.24 
	4.56×10-11
	3.91×10-7
	4
	7896151
	AFAP1

	cg25688164
	0.18 
	4.66×10-6
	1.26×10-2
	4
	10110163
	WDR1

	cg10262842
	0.16 
	3.54×10-6
	9.95×10-3
	4
	15233600
	LOC101929095

	cg01120514
	-0.24 
	1.05×10-7
	5.01×10-4
	4
	25314414
	ZCCHC4

	cg22599477
	-0.38 
	4.49×10-7
	1.73×10-3
	4
	25507245
	

	cg20445582
	0.06 
	3.35×10-12
	3.52×10-8
	4
	55083843
	

	cg02722188
	0.22 
	1.46×10-7
	6.64×10-4
	4
	55099058
	PDGFRA

	cg18930905
	-0.31 
	7.35×10-6
	1.89×10-2
	4
	57180387
	KIAA1211

	cg14538788
	0.24 
	1.69×10-5
	3.66×10-2
	4
	74402714
	

	cg02886293
	-0.41 
	4.26×10-11
	3.74×10-7
	4
	111462716
	ENPEP

	cg04966600
	-0.60 
	3.87×10-8
	2.04×10-4
	4
	154430913
	KIAA0922

	cg12836011
	0.07 
	2.07×10-6
	6.36×10-3
	4
	166795260
	TLL1

	cg19940052
	-0.21 
	7.72×10-12
	7.11×10-8
	5
	5474505
	KIAA0947

	cg10556369
	0.16 
	4.02×10-7
	1.58×10-3
	5
	36619118
	SLC1A3

	cg22232815
	-0.36 
	2.22×10-5
	4.55×10-2
	5
	37169220
	C5orf42

	cg26965238
	0.18 
	1.52×10-5
	3.35×10-2
	5
	50679374
	ISL1

	cg05405124
	-0.24 
	1.93×10-7
	8.31×10-4
	5
	71748948
	ZNF366

	cg13665642
	-0.19 
	7.87×10-8
	3.87×10-4
	5
	73631417
	

	cg23941527
	0.42 
	1.03×10-5
	2.48×10-2
	5
	92868380
	FLJ42709

	cg14981372
	-0.45 
	1.01×10-5
	2.44×10-2
	5
	95189852
	LINC01554

	cg18738397
	-0.30 
	9.84×10-7
	3.37×10-3
	5
	96237212
	ERAP2

	cg05491087
	-0.25 
	2.68×10-10
	2.06×10-6
	5
	111039790
	STARD4-AS1

	cg02103653
	-0.60 
	2.51×10-14
	3.43×10-10
	5
	111504758
	EPB41L4A

	cg26201826
	-0.26 
	1.58×10-7
	7.05×10-4
	5
	114598579
	PGGT1B

	cg05883541
	-0.42 
	6.40×10-9
	4.14×10-5
	5
	131637405
	SLC22A4

	cg04577715
	-0.52 
	6.66×10-10
	4.91×10-6
	5
	147211181
	SPINK1

	cg20548393
	0.15 
	4.47×10-6
	1.22×10-2
	5
	156934039
	ADAM19

	cg00982641
	-0.07 
	2.91×10-6
	8.40×10-3
	5
	169659845
	C5orf58

	cg17338430
	0.07 
	1.09×10-5
	2.59×10-2
	5
	170739853
	

	cg11565366
	-0.32 
	1.76×10-5
	3.78×10-2
	5
	171482633
	STK10

	cg17807913
	-0.45 
	2.19×10-48
	8.06×10-43
	5
	176525355
	

	cg11466504
	-0.56 
	1.81×10-13
	2.18×10-9
	5
	179565362
	RASGEF1C

	cg09103423
	-0.46 
	1.49×10-7
	6.75×10-4
	6
	4665238
	

	cg21641834
	0.17 
	3.89×10-7
	1.53×10-3
	6
	5068684
	

	cg09341695
	0.19 
	1.95×10-5
	4.08×10-2
	6
	20545304
	CDKAL1

	cg16454551
	0.43 
	5.98×10-9
	3.90×10-5
	6
	27125990
	

	cg24544803
	0.10 
	2.32×10-5
	4.70×10-2
	6
	29596840
	GABBR1

	cg13434772
	-0.32 
	1.79×10-6
	5.57×10-3
	6
	30173342
	TRIM26

	cg14219599
	0.07 
	1.61×10-5
	3.52×10-2
	6
	30523389
	GNL1

	cg06332410
	0.21 
	6.40×10-12
	6.29×10-8
	6
	30523414
	GNL1

	cg26905324
	-0.09 
	1.01×10-5
	2.44×10-2
	6
	31510332
	SNORD84

	cg16918667
	-0.35 
	1.42×10-13
	1.74×10-9
	6
	31827573
	NEU1

	cg09996288
	0.05 
	1.27×10-8
	7.48×10-5
	6
	32055517
	TNXB

	cg17001689
	0.09 
	1.78×10-7
	7.82×10-4
	6
	32055525
	TNXB

	cg02591634
	-0.97 
	8.72×10-30
	4.28×10-25
	6
	32363268
	BTNL2

	cg05700142
	0.05 
	3.29×10-6
	9.36×10-3
	6
	33280454
	TAPBP

	cg01654446
	0.15 
	1.31×10-14
	1.83×10-10
	6
	33280476
	TAPBP

	cg18930100
	0.14 
	3.92×10-12
	4.07×10-8
	6
	33280478
	TAPBP

	cg05742293
	0.19 
	1.03×10-6
	3.51×10-3
	6
	33374195
	KIFC1

	cg15689154
	-0.19 
	2.14×10-5
	4.40×10-2
	6
	37137227
	PIM1

	cg27315243
	-0.10 
	9.50×10-6
	2.32×10-2
	6
	40554736
	LRFN2

	cg17004121
	0.33 
	6.93×10-8
	3.45×10-4
	6
	43258821
	

	cg00071161
	-0.35 
	4.06×10-12
	4.15×10-8
	6
	44117573
	TMEM63B

	cg20102583
	-0.22 
	1.19×10-10
	9.40×10-7
	6
	44171055
	

	cg26289989
	-0.62 
	1.06×10-10
	8.49×10-7
	6
	51085750
	

	cg23215729
	0.11 
	7.51×10-6
	1.92×10-2
	6
	84562928
	RIPPLY2

	cg22442841
	0.45 
	9.52×10-11
	7.71×10-7
	6
	87646804
	HTR1E

	cg26532199
	0.53 
	2.09×10-5
	4.34×10-2
	6
	106671344
	ATG5

	cg07884432
	-0.32 
	1.15×10-12
	1.31×10-8
	6
	112513042
	LAMA4

	cg17679781
	0.52 
	3.77×10-29
	1.63×10-24
	6
	114663223
	

	cg10369203
	-0.97 
	5.79×10-21
	1.33×10-16
	6
	143250783
	HIVEP2

	cg20043883
	-0.56 
	1.06×10-21
	2.60×10-17
	6
	149289357
	UST

	cg00034668
	-0.23 
	6.50×10-10
	4.84×10-6
	6
	162531181
	PARK2

	cg08504806
	-0.28 
	1.16×10-12
	1.31×10-8
	7
	2027239
	MAD1L1

	cg00135038
	-0.26 
	1.21×10-6
	3.97×10-3
	7
	5391419
	TNRC18

	cg04408923
	0.06 
	1.77×10-6
	5.54×10-3
	7
	5464875
	

	cg09339462
	0.16 
	2.05×10-8
	1.18×10-4
	7
	25935223
	

	cg14505161
	-0.10 
	2.75×10-6
	8.02×10-3
	7
	30544458
	GGCT

	cg21999940
	-0.38 
	1.19×10-6
	3.96×10-3
	7
	44799435
	ZMIZ2

	cg17067067
	-0.29 
	3.94×10-6
	1.09×10-2
	7
	81582101
	CACNA2D1

	cg00786335
	-0.37 
	7.53×10-6
	1.92×10-2
	7
	82984236
	

	cg20561100
	-0.13 
	3.73×10-6
	1.04×10-2
	7
	107204135
	COG5

	cg03192996
	0.15 
	2.41×10-5
	4.76×10-2
	7
	116072114
	

	cg22384902
	0.05 
	1.84×10-7
	8.04×10-4
	7
	127671261
	LRRC4

	cg12891311
	-0.52 
	1.39×10-8
	8.11×10-5
	7
	133093517
	EXOC4

	cg15542496
	-0.41 
	9.90×10-14
	1.24×10-9
	7
	142828356
	PIP

	cg09383172
	-0.12 
	1.38×10-6
	4.41×10-3
	7
	157932921
	PTPRN2

	cg15614872
	-0.23 
	9.63×10-6
	2.35×10-2
	7
	158531752
	ESYT2

	cg05779585
	-0.49 
	8.60×10-8
	4.14×10-4
	8
	1246817
	

	cg13636978
	-0.34 
	2.52×10-5
	4.94×10-2
	8
	15598297
	TUSC3

	cg16663570
	0.10 
	8.45×10-6
	2.13×10-2
	8
	22014724
	LGI3

	cg07085824
	-0.05 
	2.00×10-5
	4.17×10-2
	8
	42948105
	SGK196

	cg17484036
	0.11 
	2.66×10-6
	7.78×10-3
	8
	63160761
	NKAIN3

	cg23809497
	0.26 
	2.52×10-8
	1.41×10-4
	8
	72469888
	

	cg19098726
	-0.70 
	4.71×10-7
	1.78×10-3
	8
	96216628
	

	cg03224572
	0.14 
	1.27×10-5
	2.88×10-2
	8
	97172012
	GDF6

	cg14159108
	-0.26 
	3.69×10-9
	2.45×10-5
	8
	106370733
	ZFPM2

	cg18833573
	0.31 
	1.08×10-14
	1.57×10-10
	8
	144822305
	

	cg11321802
	0.19 
	1.84×10-5
	3.90×10-2
	9
	18438845
	

	cg19133618
	0.05 
	1.10×10-5
	2.59×10-2
	9
	22008970
	CDKN2B

	cg15988322
	-0.46 
	5.60×10-15
	8.42×10-11
	9
	22098908
	CDKN2B-AS1

	cg09587920
	-0.47 
	3.11×10-13
	3.70×10-9
	9
	73005204
	KLF9

	cg26196886
	0.28 
	3.05×10-6
	8.77×10-3
	9
	74102260
	

	cg05043065
	0.22 
	2.16×10-5
	4.44×10-2
	9
	84229438
	TLE1

	cg14185994
	-0.13 
	1.71×10-7
	7.58×10-4
	9
	98637332
	C9orf130

	cg14067419
	0.06 
	2.22×10-6
	6.70×10-3
	9
	98783308
	NCRNA00092

	cg13653482
	0.03 
	1.35×10-7
	6.26×10-4
	9
	103361209
	

	cg14614881
	-0.68 
	1.10×10-22
	3.01×10-18
	9
	116982494
	COL27A1

	cg03484259
	-0.43 
	1.76×10-42
	3.24×10-37
	9
	117049185
	COL27A1

	cg13469953
	0.16 
	1.15×10-6
	3.85×10-3
	9
	117271936
	

	cg10796900
	0.21 
	5.86×10-6
	1.55×10-2
	9
	117314805
	

	cg10755973
	0.30 
	8.59×10-19
	1.71×10-14
	9
	126773879
	LHX2

	cg04456155
	0.18 
	6.21×10-10
	4.67×10-6
	9
	126773885
	LHX2

	cg06177522
	0.08 
	3.50×10-8
	1.90×10-4
	9
	126773887
	LHX2

	cg02992617
	-0.24 
	1.77×10-5
	3.78×10-2
	9
	127264323
	NR5A1

	cg05593880
	0.11 
	1.25×10-5
	2.87×10-2
	9
	131798822
	FAM73B

	cg14094375
	-0.28 
	3.42×10-9
	2.29×10-5
	9
	133306791
	

	cg13521319
	0.20 
	8.33×10-9
	5.20×10-5
	9
	133423844
	

	cg13875536
	0.07 
	1.34×10-6
	4.32×10-3
	9
	135464814
	BARHL1

	cg21389456
	0.30 
	9.28×10-6
	2.29×10-2
	10
	675937
	DIP2C

	cg26873457
	-0.30 
	2.40×10-6
	7.15×10-3
	10
	729204
	DIP2C

	cg02773337
	0.09 
	1.67×10-6
	5.24×10-3
	10
	3171970
	PFKP

	cg08707849
	0.37 
	1.33×10-5
	3.00×10-2
	10
	13061436
	CCDC3

	cg05101502
	0.32 
	9.49×10-6
	2.32×10-2
	10
	15767601
	

	cg07659571
	0.15 
	1.22×10-5
	2.81×10-2
	10
	15839446
	FAM188A

	cg18950772
	-0.26 
	5.90×10-6
	1.55×10-2
	10
	44758342
	

	cg14325837
	0.16 
	1.88×10-5
	3.96×10-2
	10
	49731563
	ARHGAP22

	cg25721039
	0.15 
	3.30×10-7
	1.34×10-3
	10
	49732419
	ARHGAP22

	cg18858343
	0.11 
	5.37×10-6
	1.43×10-2
	10
	72972901
	UNC5B

	cg04326863
	-0.68 
	6.16×10-12
	6.13×10-8
	10
	87923307
	GRID1

	cg19130698
	-0.16 
	4.51×10-7
	1.73×10-3
	10
	91011807
	LIPA

	cg06093253
	-0.19 
	1.06×10-6
	3.58×10-3
	10
	100194230
	HPS1

	cg10632966
	-0.31 
	1.49×10-5
	3.30×10-2
	10
	105001051
	

	cg19876672
	-0.32 
	1.32×10-5
	2.99×10-2
	10
	118891266
	VAX1

	cg14990252
	-0.38 
	9.51×10-7
	3.31×10-3
	10
	125691586
	

	cg26078803
	-0.28 
	3.24×10-20
	7.03×10-16
	10
	126298642
	LHPP

	cg00561124
	-0.50 
	6.41×10-7
	2.36×10-3
	10
	134410680
	INPP5A

	cg24915508
	-0.25 
	1.89×10-5
	3.97×10-2
	10
	134647082
	

	cg11633280
	-0.36 
	4.70×10-8
	2.44×10-4
	11
	3254452
	MRGPRE

	cg06407663
	0.05 
	4.26×10-9
	2.81×10-5
	11
	33279084
	HIPK3

	cg00149585
	0.07 
	7.68×10-8
	3.80×10-4
	11
	47207601
	PACSIN3

	cg06992252
	-0.30 
	2.46×10-7
	1.05×10-3
	11
	71258482
	KRTAP5-9

	cg18646301
	0.23 
	8.75×10-7
	3.07×10-3
	11
	78089098
	GAB2

	cg10043393
	0.31 
	7.47×10-7
	2.66×10-3
	11
	83354605
	DLG2

	cg09114151
	-0.30 
	3.12×10-7
	1.29×10-3
	11
	85956200
	EED

	cg08402652
	0.20 
	3.08×10-6
	8.84×10-3
	11
	94501461
	AMOTL1

	cg24783356
	0.17 
	6.79×10-6
	1.76×10-2
	11
	98891211
	CNTN5

	cg24452821
	0.21 
	3.03×10-7
	1.25×10-3
	11
	113953812
	ZBTB16

	cg05297666
	0.16 
	3.24×10-6
	9.25×10-3
	11
	128400310
	ETS1

	cg06072950
	0.15 
	8.48×10-7
	2.99×10-3
	11
	129736336
	NFRKB

	cg16181883
	-0.25 
	2.23×10-12
	2.41×10-8
	11
	129738984
	NFRKB

	cg02986334
	-0.50 
	2.30×10-6
	6.93×10-3
	12
	292211
	

	cg00573623
	-0.28 
	6.44×10-7
	2.36×10-3
	12
	3724731
	EFCAB4B

	cg20392607
	0.07 
	4.29×10-6
	1.18×10-2
	12
	5018798
	KCNA1

	cg19651132
	0.08 
	4.48×10-6
	1.22×10-2
	12
	5018805
	KCNA1

	cg12682976
	-0.41 
	1.31×10-6
	4.24×10-3
	12
	9391384
	LINC00987

	cg03434384
	0.38 
	8.35×10-6
	2.11×10-2
	12
	27703097
	PPFIBP1

	cg18130934
	-0.43 
	1.20×10-7
	5.61×10-4
	12
	50452837
	ASIC1

	cg00425708
	0.15 
	6.71×10-7
	2.45×10-3
	12
	66217779
	HMGA2

	cg23657865
	0.15 
	3.57×10-7
	1.43×10-3
	12
	66217793
	HMGA2

	cg08709915
	-0.28 
	1.23×10-5
	2.83×10-2
	12
	94620199
	PLXNC1

	cg11259038
	0.43 
	1.69×10-5
	3.67×10-2
	12
	99392605
	ANKS1B

	cg11032439
	-0.21 
	2.59×10-6
	7.61×10-3
	12
	106564208
	

	cg03240232
	-1.00 
	1.93×10-31
	1.42×10-26
	12
	113448327
	OAS2

	cg27584467
	0.06 
	3.24×10-11
	2.87×10-7
	12
	114029423
	

	cg04150382
	0.48 
	6.14×10-25
	1.97×10-20
	12
	121533801
	

	cg05146493
	-0.40 
	1.75×10-5
	3.76×10-2
	12
	121953475
	KDM2B

	cg27508046
	-0.23 
	1.19×10-5
	2.77×10-2
	12
	124249428
	DNAH10

	cg05253716
	0.22 
	2.40×10-5
	4.75×10-2
	12
	129299332
	SLC15A4

	cg22040672
	0.29 
	4.22×10-7
	1.65×10-3
	12
	129299605
	MGC16384

	cg02656049
	-0.19 
	1.77×10-5
	3.78×10-2
	12
	133100051
	FBRSL1

	cg10788674
	-0.05 
	2.23×10-8
	1.27×10-4
	12
	133214645
	POLE

	cg14168939
	0.21 
	2.35×10-5
	4.72×10-2
	12
	133417324
	CHFR

	cg16708680
	-0.21 
	1.66×10-6
	5.24×10-3
	13
	30996972
	LINC01058

	cg13777984
	-0.44 
	9.51×10-45
	2.34×10-39
	13
	43931730
	ENOX1

	cg10253720
	-0.32 
	2.35×10-5
	4.72×10-2
	13
	52596008
	ALG11

	cg25348433
	0.14 
	1.10×10-5
	2.60×10-2
	13
	78519244
	EDNRB

	cg03637815
	0.11 
	3.76×10-8
	2.01×10-4
	13
	95359718
	

	cg23235217
	-0.08 
	2.77×10-7
	1.16×10-3
	13
	100741026
	PCCA

	cg16342824
	-0.44 
	5.52×10-7
	2.06×10-3
	13
	106929305
	

	cg24640561
	-0.47 
	1.46×10-7
	6.64×10-4
	13
	108979138
	

	cg16256094
	0.09 
	5.41×10-14
	7.24×10-10
	14
	23652905
	SLC7A8

	cg10769343
	-0.22 
	1.94×10-8
	1.12×10-4
	14
	24617188
	PSME2

	cg18884313
	-0.32 
	2.68×10-7
	1.13×10-3
	14
	51287294
	NIN

	cg00100184
	-0.15 
	1.26×10-5
	2.88×10-2
	14
	56014589
	

	cg06333164
	0.22 
	3.82×10-8
	2.03×10-4
	14
	68752237
	RAD51B

	cg01680773
	-0.14 
	2.12×10-6
	6.44×10-3
	14
	74960124
	NPC2

	cg07510327
	-0.26 
	7.07×10-12
	6.74×10-8
	14
	76450897
	IFT43

	cg12838644
	0.17 
	4.08×10-23
	1.16×10-18
	14
	77413642
	

	cg22903735
	0.20 
	3.68×10-22
	9.36×10-18
	14
	77413674
	

	cg24703525
	-0.37 
	7.59×10-9
	4.82×10-5
	14
	79665634
	NRXN3

	cg05454389
	-0.42 
	6.80×10-8
	3.43×10-4
	15
	22992979
	CYFIP1

	cg10656128
	-0.26 
	5.35×10-6
	1.43×10-2
	15
	29261921
	APBA2

	cg15336988
	-0.40 
	2.91×10-22
	7.65×10-18
	15
	31566306
	

	cg07709681
	-0.13 
	1.26×10-6
	4.14×10-3
	15
	34393712
	PGBD4

	cg19999645
	0.09 
	2.79×10-9
	1.92×10-5
	15
	35047394
	GJD2

	cg22134372
	-0.19 
	3.01×10-9
	2.05×10-5
	15
	52455211
	GNB5

	cg11774529
	0.29 
	2.09×10-6
	6.38×10-3
	15
	57933038
	GCOM1

	cg21496797
	-0.35 
	3.20×10-8
	1.75×10-4
	15
	67433037
	SMAD3

	cg15100456
	-0.34 
	4.55×10-25
	1.52×10-20
	15
	68809904
	

	cg02687928
	0.08 
	3.36×10-6
	9.53×10-3
	15
	72612470
	CELF6

	cg16711004
	0.05 
	9.18×10-9
	5.69×10-5
	15
	75249027
	RPP25

	cg11637053
	0.13 
	7.46×10-6
	1.92×10-2
	15
	78432103
	

	cg20081969
	0.24 
	2.25×10-8
	1.27×10-4
	15
	80697055
	ARNT2

	cg24049235
	-0.30 
	9.12×10-6
	2.27×10-2
	15
	90235068
	PEX11A

	cg10462898
	-0.41 
	8.79×10-13
	1.03×10-8
	15
	92075216
	

	cg26739280
	0.09 
	2.45×10-12
	2.61×10-8
	15
	92936818
	ST8SIA2

	cg27475593
	-0.91 
	2.77×10-9
	1.92×10-5
	15
	96602954
	

	cg13398806
	0.13 
	1.28×10-5
	2.89×10-2
	15
	98503783
	ARRDC4

	cg04822808
	0.08 
	4.19×10-6
	1.16×10-2
	15
	100882162
	ADAMTS17

	cg05027458
	0.11 
	1.09×10-5
	2.59×10-2
	15
	100882165
	ADAMTS17

	cg01037989
	-0.63 
	9.45×10-28
	3.48×10-23
	16
	966659
	LMF1

	cg00730182
	0.20 
	7.25×10-7
	2.59×10-3
	16
	12161636
	SNX29

	cg11851825
	-0.21 
	2.13×10-5
	4.40×10-2
	16
	51735350
	

	cg18262140
	-0.43 
	5.00×10-15
	7.80×10-11
	16
	55082847
	

	cg02945354
	-0.43 
	4.21×10-21
	1.00×10-16
	16
	64295125
	

	cg14029669
	0.17 
	6.96×10-7
	2.51×10-3
	16
	84330741
	WFDC1

	cg19317774
	0.18 
	1.54×10-5
	3.39×10-2
	16
	84861727
	CRISPLD2

	cg02711510
	0.38 
	8.34×10-8
	4.07×10-4
	16
	85220747
	

	cg07545858
	-0.34 
	1.30×10-7
	6.04×10-4
	16
	88482626
	

	cg00538591
	0.43 
	2.56×10-5
	5.00×10-2
	16
	89008994
	CBFA2T3

	cg04329264
	0.12 
	2.09×10-9
	1.50×10-5
	16
	89557219
	ANKRD11

	cg01287428
	0.16 
	3.20×10-7
	1.31×10-3
	16
	89572067
	

	cg15249062
	0.09 
	7.98×10-6
	2.02×10-2
	17
	2415618
	METT10D

	cg26574709
	0.08 
	5.05×10-7
	1.90×10-3
	17
	4651439
	

	cg01524893
	0.29 
	3.91×10-8
	2.04×10-4
	17
	12877227
	RICH2

	cg13405332
	0.19 
	1.92×10-6
	5.94×10-3
	17
	19483367
	

	cg11295144
	0.51 
	2.67×10-33
	2.19×10-28
	17
	33447001
	RAD51L3

	cg24761507
	0.09 
	6.91×10-8
	3.45×10-4
	17
	35293930
	LHX1

	cg21848909
	-0.49 
	2.67×10-18
	5.04×10-14
	17
	43365148
	MAP3K14

	cg26892115
	0.05 
	5.70×10-14
	7.49×10-10
	17
	48636898
	CACNA1G-AS1

	cg06685177
	0.08 
	9.17×10-6
	2.27×10-2
	17
	71161322
	SSTR2

	cg08976894
	0.11 
	1.69×10-6
	5.30×10-3
	17
	74100186
	EXOC7

	cg21487261
	0.11 
	1.08×10-8
	6.47×10-5
	17
	79368981
	

	cg18089670
	0.33 
	6.83×10-7
	2.48×10-3
	18
	660756
	TYMS

	cg18554492
	-0.85 
	9.82×10-9
	5.98×10-5
	18
	19406813
	MIR133A1HG

	cg23663881
	-0.51 
	3.62×10-8
	1.95×10-4
	18
	19664794
	

	cg23286333
	-0.47 
	1.03×10-8
	6.20×10-5
	18
	39112519
	

	cg13309716
	0.33 
	7.23×10-6
	1.87×10-2
	18
	46271671
	CTIF

	cg27113059
	0.16 
	1.63×10-9
	1.18×10-5
	18
	47088248
	LIPG

	cg26635170
	-0.35 
	3.63×10-23
	1.07×10-18
	18
	55907926
	NEDD4L

	cg17185889
	-0.22 
	1.13×10-14
	1.60×10-10
	18
	74685615
	

	cg16421653
	-0.51 
	3.09×10-16
	5.06×10-12
	18
	77251876
	NFATC1

	cg08091147
	0.20 
	9.36×10-9
	5.74×10-5
	19
	1676011
	

	cg26090256
	-0.25 
	1.08×10-5
	2.57×10-2
	19
	3958507
	DAPK3

	cg15810996
	0.20 
	1.26×10-5
	2.88×10-2
	19
	4045686
	ZBTB7A

	cg04592958
	-0.14 
	9.51×10-17
	1.71×10-12
	19
	5138093
	KDM4B

	cg21658616
	0.03 
	7.94×10-6
	2.02×10-2
	19
	5214593
	PTPRS

	cg19412076
	0.19 
	1.19×10-5
	2.77×10-2
	19
	12661732
	ZNF564

	cg22071238
	0.77 
	2.33×10-16
	3.90×10-12
	19
	36630543
	CAPNS1

	cg07722395
	-0.31 
	2.33×10-10
	1.82×10-6
	19
	42396778
	ARHGEF1

	cg10632000
	0.20 
	2.29×10-5
	4.67×10-2
	19
	42806201
	PRR19

	cg27337277
	-0.42 
	3.54×10-7
	1.42×10-3
	19
	44040457
	

	cg07101466
	-0.57 
	1.51×10-24
	4.65×10-20
	19
	47197139
	PRKD2

	cg23300543
	0.60 
	1.25×10-29
	5.74×10-25
	19
	48707195
	

	cg01622465
	0.58 
	1.21×10-36
	1.48×10-31
	19
	48707291
	

	cg15073624
	0.59 
	4.59×10-29
	1.88×10-24
	19
	48707384
	

	cg19771773
	0.70 
	2.36×10-31
	1.58×10-26
	19
	48707517
	

	cg10714492
	0.24 
	6.75×10-6
	1.76×10-2
	19
	51321395
	

	cg15985184
	0.33 
	1.55×10-7
	6.97×10-4
	19
	51830311
	IGLON5

	cg07382943
	0.14 
	6.24×10-6
	1.64×10-2
	19
	51830477
	IGLON5

	cg02876237
	0.20 
	4.79×10-8
	2.47×10-4
	19
	52531528
	ZNF614

	cg24021890
	0.08 
	1.32×10-6
	4.28×10-3
	19
	52552120
	ZNF432

	cg11919525
	0.11 
	7.06×10-7
	2.54×10-3
	19
	52552461
	ZNF432

	cg08278357
	0.07 
	2.43×10-6
	7.21×10-3
	19
	59050122
	

	cg03925157
	0.08 
	4.77×10-6
	1.29×10-2
	20
	17549955
	DSTN

	cg22736850
	0.15 
	2.37×10-5
	4.72×10-2
	20
	18039663
	OVOL2

	cg13330919
	-0.44 
	1.29×10-30
	7.93×10-26
	20
	20205957
	CFAP61

	cg15592828
	-0.31 
	9.32×10-21
	2.08×10-16
	20
	36890518
	KIAA1755

	cg02551396
	0.11 
	1.74×10-5
	3.75×10-2
	20
	42815882
	JPH2

	cg13690178
	0.10 
	4.55×10-11
	3.91×10-7
	20
	45338329
	SLC2A10

	cg05494607
	-0.19 
	4.38×10-7
	1.70×10-3
	20
	50416707
	SALL4

	cg10671478
	0.48 
	2.49×10-5
	4.89×10-2
	20
	52790299
	CYP24A1

	cg05120028
	0.22 
	2.22×10-16
	3.81×10-12
	20
	52790712
	CYP24A1

	cg02712555
	0.12 
	2.98×10-19
	6.09×10-15
	20
	52790733
	CYP24A1

	cg02673418
	0.16 
	3.41×10-17
	6.29×10-13
	20
	52790978
	CYP24A1

	cg06373721
	-0.19 
	2.33×10-5
	4.71×10-2
	20
	62745242
	

	cg08015776
	0.10 
	2.96×10-15
	4.75×10-11
	21
	27543229
	APP

	cg01158367
	-0.70 
	4.68×10-30
	2.65×10-25
	21
	30258251
	N6AMT1

	cg13108038
	-1.00 
	1.96×10-77
	1.44×10-71
	21
	30607031
	LINC00189

	cg11073863
	-0.27 
	1.71×10-12
	1.88×10-8
	21
	38010424
	

	cg04477510
	-0.44 
	1.20×10-6
	3.96×10-3
	21
	44582492
	

	cg15396990
	0.09 
	2.39×10-5
	4.75×10-2
	21
	45758391
	C21orf2

	cg00375340
	-0.41 
	1.08×10-5
	2.57×10-2
	22
	22549484
	

	cg19335064
	0.27 
	3.41×10-6
	9.63×10-3
	22
	36586044
	APOL4

	cg06424697
	0.02 
	1.19×10-5
	2.77×10-2
	22
	37915699
	CARD10

	cg23106733
	-0.32 
	5.12×10-10
	3.89×10-6
	22
	38325762
	MICALL1

	cg10995503
	0.11 
	1.89×10-7
	8.17×10-4
	22
	42765727
	LINC01315

	cg08762150
	0.14 
	1.45×10-5
	3.25×10-2
	22
	44644994
	KIAA1644

	cg19621268
	0.06 
	2.48×10-8
	1.39×10-4
	22
	50709258
	MAPK11

	B cells
	
	
	
	
	
	

	cg25369015
	0.22 
	2.87×10-9
	1.56×10-5
	1
	9599256
	SLC25A33

	cg02254548
	-1.00 
	3.62×10-6
	8.99×10-3
	1
	15585958
	FHAD1

	cg07973655
	0.25 
	4.32×10-6
	1.04×10-2
	1
	25566628
	

	cg02107269
	0.08 
	1.38×10-5
	2.96×10-2
	1
	27248138
	NUDC

	cg15702478
	-0.91 
	5.14×10-6
	1.20×10-2
	1
	32897864
	

	cg22369954
	-0.61 
	2.24×10-6
	6.02×10-3
	1
	36184863
	C1orf216

	cg03063365
	-1.00 
	2.70×10-23
	1.33×10-18
	1
	36939085
	CSF3R

	cg24323341
	1.00 
	4.54×10-16
	8.15×10-12
	1
	42501936
	

	cg12413474
	-0.63 
	1.83×10-7
	7.09×10-4
	1
	45687697
	

	cg15738268
	1.00 
	1.74×10-5
	3.61×10-2
	1
	61439110
	

	cg02696670
	-0.67 
	6.60×10-8
	2.84×10-4
	1
	64669384
	UBE2U

	cg00010742
	1.00 
	8.05×10-7
	2.54×10-3
	1
	91182989
	BARHL2

	cg02796548
	-0.54 
	7.16×10-13
	7.87×10-9
	1
	92372096
	TGFBR3

	cg03293269
	-0.70 
	6.41×10-7
	2.11×10-3
	1
	93286299
	

	cg19083659
	-0.86 
	7.25×10-12
	6.07×10-8
	1
	100877610
	CDC14A

	cg13860179
	-0.47 
	9.75×10-7
	2.93×10-3
	1
	113153660
	ST7L

	cg21730450
	-0.65 
	4.19×10-9
	2.19×10-5
	1
	116866482
	

	cg22872553
	-0.76 
	4.17×10-16
	7.68×10-12
	1
	120216639
	

	cg16460669
	-0.82 
	3.96×10-16
	7.68×10-12
	1
	199659497
	

	cg23258678
	1.00 
	5.87×10-8
	2.56×10-4
	1
	200004095
	NR5A2

	cg19667051
	0.49 
	1.08×10-5
	2.37×10-2
	1
	207046933
	

	cg11004672
	-0.74 
	1.57×10-5
	3.31×10-2
	1
	224939595
	

	cg04158884
	1.00 
	4.24×10-6
	1.02×10-2
	1
	233086346
	C1orf57

	cg13360758
	-0.93 
	1.02×10-6
	3.03×10-3
	2
	3467963
	TRAPPC12

	cg07173100
	-0.60 
	2.47×10-6
	6.46×10-3
	2
	3606140
	RNASEH1

	cg08182009
	-0.96 
	5.22×10-15
	7.69×10-11
	2
	33329231
	LTBP1

	cg19454294
	1.00 
	1.42×10-7
	5.82×10-4
	2
	68466335
	PPP3R1

	cg20030528
	-0.68 
	8.27×10-6
	1.84×10-2
	2
	70138723
	

	cg25535468
	-0.92 
	1.61×10-7
	6.44×10-4
	2
	98986314
	CNGA3

	cg10155147
	-1.00 
	2.94×10-12
	2.82×10-8
	2
	106500829
	NCK2

	cg00940894
	-0.51 
	2.14×10-7
	8.01×10-4
	2
	122018686
	TFCP2L1

	cg18110444
	0.85 
	2.50×10-13
	2.88×10-9
	2
	136743460
	DARS

	cg22290832
	-1.00 
	1.27×10-6
	3.60×10-3
	2
	143171775
	

	cg08822497
	-1.00 
	8.79×10-24
	4.63×10-19
	2
	158025305
	

	cg10115182
	0.19 
	2.06×10-5
	4.13×10-2
	2
	162164700
	PSMD14

	cg10830649
	-0.44 
	6.46×10-6
	1.48×10-2
	2
	166650933
	GALNT3

	cg19648955
	-0.64 
	1.71×10-10
	1.17×10-6
	2
	177134095
	MTX2

	cg15133917
	0.82 
	4.88×10-6
	1.15×10-2
	2
	179672637
	TTN

	cg21166445
	-0.84 
	2.22×10-7
	8.28×10-4
	2
	181843895
	UBE2E3

	cg00372801
	0.57 
	7.81×10-9
	3.86×10-5
	2
	191219050
	INPP1

	cg24345062
	1.00 
	2.32×10-7
	8.55×10-4
	2
	200334439
	FLJ32063

	cg10574213
	-1.00 
	2.86×10-8
	1.29×10-4
	2
	208615379
	CCNYL1

	cg01236747
	-0.64 
	2.94×10-8
	1.32×10-4
	2
	208815027
	PLEKHM3

	cg26551569
	0.39 
	1.46×10-5
	3.12×10-2
	2
	230873081
	FBXO36

	cg14357719
	-1.00 
	1.41×10-9
	7.96×10-6
	2
	236500777
	AGAP1

	cg16801535
	0.64 
	3.10×10-7
	1.10×10-3
	3
	9291372
	SRGAP3

	cg16512192
	-1.00 
	7.65×10-12
	6.33×10-8
	3
	10805672
	LINC00606

	cg21864304
	-1.00 
	4.03×10-7
	1.40×10-3
	3
	11746722
	VGLL4

	cg16020689
	-0.97 
	3.72×10-10
	2.38×10-6
	3
	35299732
	LOC101928135

	cg06926555
	-1.00 
	3.89×10-6
	9.56×10-3
	3
	42700251
	ZBTB47

	cg22754660
	0.80 
	2.15×10-6
	5.80×10-3
	3
	47462875
	SCAP

	cg21194499
	0.47 
	1.08×10-8
	5.16×10-5
	3
	52188578
	WDR51A

	cg04216480
	-0.80 
	6.19×10-20
	2.53×10-15
	3
	60587837
	FHIT

	cg04880248
	-0.66 
	2.53×10-5
	4.93×10-2
	3
	121982083
	CASR

	cg25714057
	-0.95 
	6.38×10-10
	3.88×10-6
	3
	123139160
	ADCY5

	cg06176270
	-1.00 
	4.80×10-6
	1.13×10-2
	3
	127454802
	MGLL

	cg08958945
	0.60 
	2.42×10-7
	8.83×10-4
	3
	133591690
	RAB6B

	cg23232849
	-1.00 
	8.89×10-7
	2.72×10-3
	3
	140817977
	SPSB4

	cg27586272
	-0.88 
	1.75×10-15
	2.81×10-11
	3
	148884929
	HPS3

	cg12483503
	-0.95 
	6.81×10-6
	1.55×10-2
	3
	152914700
	

	cg22068985
	-0.34 
	1.66×10-5
	3.47×10-2
	3
	155571279
	SLC33A1

	cg17503645
	-1.00 
	3.70×10-7
	1.30×10-3
	3
	155837026
	KCNAB1

	cg04738673
	-1.00 
	2.75×10-10
	1.79×10-6
	3
	177482968
	

	cg13681385
	-0.88 
	2.68×10-6
	6.93×10-3
	3
	183239414
	KLHL6

	cg12942328
	0.39 
	3.25×10-6
	8.15×10-3
	3
	187455734
	BCL6

	cg16653588
	-1.00 
	4.14×10-19
	1.61×10-14
	3
	194298696
	

	cg04125205
	-1.00 
	7.35×10-9
	3.66×10-5
	4
	649540
	PDE6B

	cg03504160
	-1.00 
	7.34×10-18
	2.00×10-13
	4
	6659194
	

	cg12237849
	-0.42 
	7.36×10-7
	2.38×10-3
	4
	7014942
	TBC1D14

	cg09599564
	-1.00 
	1.22×10-5
	2.65×10-2
	4
	8472629
	TRMT44

	cg00598021
	-1.00 
	1.69×10-9
	9.30×10-6
	4
	10113794
	WDR1

	cg01120514
	0.73 
	2.20×10-8
	1.02×10-4
	4
	25314414
	ZCCHC4

	cg07520341
	0.58 
	1.34×10-6
	3.78×10-3
	4
	54132843
	SCFD2

	cg13899293
	0.93 
	1.76×10-7
	6.88×10-4
	4
	79175365
	FRAS1

	cg23528488
	-1.00 
	5.78×10-11
	4.10×10-7
	4
	85818121
	WDFY3

	cg10773082
	-0.48 
	2.37×10-8
	1.09×10-4
	4
	100928575
	LOC256880

	cg02886293
	0.75 
	1.79×10-5
	3.70×10-2
	4
	111462716
	ENPEP

	cg11123177
	-0.84 
	1.11×10-18
	4.08×10-14
	4
	122063045
	TNIP3

	cg19702777
	1.00 
	3.58×10-9
	1.92×10-5
	4
	150474366
	

	cg17318769
	-1.00 
	4.17×10-12
	3.75×10-8
	4
	154229091
	TRIM2

	cg11383226
	-1.00 
	4.84×10-9
	2.49×10-5
	4
	159236616
	

	cg09029959
	1.00 
	1.62×10-5
	3.41×10-2
	4
	163905924
	

	cg26511502
	0.21 
	1.70×10-5
	3.54×10-2
	4
	186125372
	CFAP97

	cg25744610
	-0.85 
	1.26×10-7
	5.22×10-4
	4
	189896614
	

	cg20310920
	-0.75 
	2.19×10-5
	4.39×10-2
	5
	370421
	AHRR

	cg11498652
	1.00 
	1.79×10-9
	9.79×10-6
	5
	40834691
	RPL37

	cg12893351
	-1.00 
	2.53×10-7
	9.11×10-4
	5
	43268644
	NIM1K

	cg01506293
	-1.00 
	5.11×10-10
	3.22×10-6
	5
	54054033
	

	cg04480129
	-1.00 
	9.50×10-8
	4.00×10-4
	5
	66316631
	MAST4

	cg10435952
	-1.00 
	8.62×10-12
	6.91×10-8
	5
	81884312
	

	cg21878859
	0.55 
	2.69×10-6
	6.93×10-3
	5
	95767724
	PCSK1

	cg18840956
	0.59 
	1.13×10-5
	2.46×10-2
	5
	95769005
	PCSK1

	cg25511332
	-0.55 
	1.25×10-5
	2.71×10-2
	5
	113391339
	

	cg26201826
	0.75 
	5.76×10-8
	2.53×10-4
	5
	114598579
	PGGT1B

	cg18058352
	-0.91 
	2.20×10-12
	2.19×10-8
	5
	127675527
	FBN2

	cg23165500
	-0.69 
	2.60×10-8
	1.19×10-4
	5
	152949095
	GRIA1

	cg07682547
	0.98 
	1.41×10-13
	1.67×10-9
	5
	153863417
	

	cg20548393
	-0.47 
	3.45×10-7
	1.22×10-3
	5
	156934039
	ADAM19

	cg17613241
	-0.92 
	1.70×10-11
	1.31×10-7
	5
	167069972
	TENM2

	cg01883164
	-1.00 
	1.28×10-24
	7.85×10-20
	5
	167533108
	TENM2

	cg15998629
	-1.00 
	1.27×10-9
	7.17×10-6
	5
	172000858
	

	cg06974839
	0.29 
	5.34×10-7
	1.78×10-3
	5
	177019233
	TMED9

	cg03730027
	-0.96 
	3.84×10-14
	4.80×10-10
	5
	180041908
	FLT4

	cg12930304
	1.00 
	4.65×10-17
	1.07×10-12
	6
	2818991
	

	cg11809418
	-0.60 
	1.73×10-7
	6.81×10-4
	6
	8889063
	

	cg08571475
	-1.00 
	5.51×10-18
	1.56×10-13
	6
	11494909
	

	cg09838562
	0.21 
	9.98×10-6
	2.21×10-2
	6
	15248173
	JARID2

	cg20284834
	-1.00 
	1.01×10-33
	2.48×10-28
	6
	15499615
	JARID2

	cg27250759
	0.29 
	2.61×10-8
	1.19×10-4
	6
	20401608
	E2F3

	cg02147727
	-0.71 
	2.95×10-6
	7.49×10-3
	6
	20500125
	

	cg02565494
	-1.00 
	1.16×10-9
	6.62×10-6
	6
	25287859
	LRRC16A

	cg04139791
	-0.87 
	2.06×10-5
	4.13×10-2
	6
	25456463
	LRRC16A

	cg18281744
	-0.74 
	4.28×10-8
	1.91×10-4
	6
	29455512
	MAS1L

	cg10750989
	-0.29 
	2.50×10-6
	6.47×10-3
	6
	31371330
	MICA

	cg05742293
	-0.54 
	9.28×10-7
	2.81×10-3
	6
	33374195
	KIFC1

	cg15689154
	0.54 
	2.04×10-5
	4.12×10-2
	6
	37137227
	PIM1

	cg08864240
	-0.48 
	1.24×10-7
	5.14×10-4
	6
	39895717
	MOCS1

	cg14925155
	-0.60 
	2.36×10-7
	8.64×10-4
	6
	42195146
	TRERF1

	cg20102583
	0.69 
	2.71×10-12
	2.66×10-8
	6
	44171055
	

	cg19254793
	-1.00 
	3.15×10-11
	2.35×10-7
	6
	44695348
	

	cg11517630
	-0.61 
	1.92×10-7
	7.32×10-4
	6
	72318447
	

	cg12267800
	0.72 
	1.98×10-6
	5.39×10-3
	6
	106240391
	

	cg17388996
	0.57 
	3.88×10-11
	2.83×10-7
	6
	108145374
	SCML4

	cg15406010
	0.99 
	6.31×10-9
	3.16×10-5
	6
	108478650
	

	cg04591119
	0.58 
	9.77×10-7
	2.93×10-3
	6
	111197245
	AMD1

	cg16155724
	-1.00 
	1.51×10-18
	4.84×10-14
	6
	112102807
	FYN

	cg09035093
	-0.57 
	2.61×10-7
	9.35×10-4
	6
	132181821
	ENPP1

	cg26112901
	0.42 
	1.74×10-6
	4.79×10-3
	6
	137494988
	IL22RA2

	cg05905568
	-1.00 
	7.75×10-7
	2.47×10-3
	6
	139453359
	

	cg07488161
	-1.00 
	8.82×10-7
	2.72×10-3
	6
	169845176
	

	cg01368780
	-0.50 
	7.52×10-7
	2.42×10-3
	6
	169937196
	WDR27

	cg12407882
	-0.89 
	6.49×10-7
	2.13×10-3
	7
	205759
	FAM20C

	cg25668117
	-1.00 
	1.41×10-8
	6.67×10-5
	7
	959904
	ADAP1

	cg21998840
	-1.00 
	1.52×10-17
	3.74×10-13
	7
	2212030
	MAD1L1

	cg03088413
	-1.00 
	1.03×10-6
	3.05×10-3
	7
	6525016
	KDELR2

	cg21503490
	-0.64 
	6.63×10-14
	8.01×10-10
	7
	6773787
	PMS2CL

	cg09847222
	0.66 
	1.53×10-5
	3.25×10-2
	7
	47348487
	TNS3

	cg00611847
	-0.71 
	5.92×10-6
	1.37×10-2
	7
	50599369
	DDC-AS1

	cg12029626
	-0.40 
	1.82×10-5
	3.74×10-2
	7
	65216224
	CCT6P1

	cg03242877
	0.11 
	7.29×10-6
	1.65×10-2
	7
	65540778
	ASL

	cg27528426
	0.29 
	2.60×10-13
	2.94×10-9
	7
	65540851
	ASL

	cg14453392
	-0.89 
	1.17×10-5
	2.55×10-2
	7
	69899745
	AUTS2

	cg16639595
	-0.48 
	1.17×10-6
	3.42×10-3
	7
	87856984
	SRI

	cg01602252
	-0.96 
	5.33×10-6
	1.24×10-2
	7
	95959891
	

	cg10256052
	0.10 
	4.56×10-7
	1.56×10-3
	7
	99036534
	CPSF4

	cg15703422
	-0.97 
	5.66×10-16
	9.93×10-12
	7
	100176855
	LRCH4

	cg27084965
	0.43 
	1.96×10-7
	7.44×10-4
	7
	103871917
	

	cg26095262
	0.54 
	7.59×10-6
	1.70×10-2
	7
	106620404
	

	cg19620668
	0.76 
	7.55×10-7
	2.42×10-3
	7
	129214879
	

	cg07683330
	0.74 
	2.02×10-7
	7.65×10-4
	7
	130125390
	MEST

	cg08011768
	0.70 
	1.27×10-6
	3.60×10-3
	7
	131241256
	PODXL

	cg21793382
	-1.00 
	1.51×10-18
	4.84×10-14
	7
	134379148
	

	cg07499066
	-0.75 
	1.13×10-14
	1.55×10-10
	7
	149171379
	ZNF746

	cg23371350
	-0.51 
	4.65×10-6
	1.10×10-2
	7
	149416674
	KRBA1

	cg14141610
	-1.00 
	1.08×10-9
	6.30×10-6
	7
	150099648
	

	cg05470643
	1.00 
	2.44×10-11
	1.85×10-7
	7
	155579830
	

	cg00827082
	-0.61 
	2.32×10-6
	6.17×10-3
	8
	407482
	FBXO25

	cg15640339
	-1.00 
	4.11×10-11
	2.97×10-7
	8
	2017508
	MYOM2

	cg23332189
	-0.72 
	4.88×10-7
	1.65×10-3
	8
	16477058
	

	cg21341889
	-0.94 
	9.62×10-17
	2.02×10-12
	8
	17773367
	

	cg13646041
	-0.95 
	2.02×10-6
	5.47×10-3
	8
	19103595
	LOC100128993

	cg23523780
	-0.97 
	3.04×10-28
	2.24×10-23
	8
	22972234
	TNFRSF10C

	cg19134399
	-1.00 
	1.84×10-6
	5.02×10-3
	8
	41403507
	LOC102723729

	cg12148515
	-1.00 
	4.87×10-15
	7.32×10-11
	8
	41517301
	ANK1

	cg04596499
	0.79 
	5.94×10-8
	2.58×10-4
	8
	42213370
	POLB

	cg07370726
	-1.00 
	2.41×10-6
	6.37×10-3
	8
	47980380
	

	cg14694176
	0.28 
	6.95×10-6
	1.58×10-2
	8
	54935016
	TCEA1

	cg25356825
	1.00 
	8.02×10-12
	6.57×10-8
	8
	59988692
	TOX

	cg04742453
	-0.62 
	2.25×10-6
	6.02×10-3
	8
	61685545
	CHD7

	cg02934300
	-0.96 
	2.06×10-7
	7.76×10-4
	8
	67317506
	

	cg17380533
	-0.57 
	8.67×10-9
	4.20×10-5
	8
	72875102
	MSC-AS1

	cg07028161
	0.45 
	4.63×10-6
	1.10×10-2
	8
	80720093
	LOC101927040

	cg00923443
	-0.77 
	2.77×10-6
	7.09×10-3
	8
	120449749
	

	cg07229027
	1.00 
	1.17×10-28
	1.08×10-23
	8
	124408743
	ATAD2

	cg15171273
	-0.67 
	3.38×10-12
	3.20×10-8
	8
	131539725
	

	cg02526790
	-1.00 
	1.16×10-12
	1.24×10-8
	8
	134044590
	TG

	cg15463309
	1.00 
	2.51×10-5
	4.92×10-2
	8
	141598157
	EIF2C2

	cg16177887
	0.20 
	2.25×10-6
	6.02×10-3
	8
	145151087
	CYC1

	cg03195539
	-1.00 
	1.45×10-7
	5.92×10-4
	9
	16236971
	C9orf92

	cg03785827
	0.40 
	2.25×10-5
	4.48×10-2
	9
	16423719
	BNC2

	cg11230847
	0.07 
	8.36×10-7
	2.61×10-3
	9
	26947505
	PLAA

	cg25958241
	-1.00 
	7.34×10-6
	1.66×10-2
	9
	35278307
	UNC13B

	cg14185994
	0.37 
	7.91×10-8
	3.37×10-4
	9
	98637332
	C9orf130

	cg06853088
	1.00 
	5.62×10-12
	4.87×10-8
	9
	109040403
	

	cg14571425
	-1.00 
	1.78×10-14
	2.38×10-10
	9
	109494762
	

	cg14004271
	-0.58 
	9.69×10-9
	4.67×10-5
	9
	115650248
	SLC46A2

	cg15221416
	-1.00 
	5.60×10-17
	1.25×10-12
	9
	125021726
	RBM18

	cg17618153
	-1.00 
	1.07×10-31
	1.97×10-26
	9
	129874991
	ANGPTL2

	cg13429719
	-0.90 
	1.51×10-7
	6.09×10-4
	9
	130327532
	FAM129B

	cg02812124
	-0.70 
	4.17×10-9
	2.19×10-5
	9
	131553285
	TBC1D13

	cg13803765
	-0.63 
	2.52×10-5
	4.92×10-2
	9
	133760464
	ABL1

	cg24981837
	-1.00 
	5.68×10-11
	4.06×10-7
	10
	2113283
	

	cg05686843
	1.00 
	2.96×10-13
	3.31×10-9
	10
	6111408
	

	cg10197664
	-0.90 
	2.69×10-7
	9.57×10-4
	10
	7984711
	TAF3

	cg27392773
	0.73 
	2.48×10-6
	6.46×10-3
	10
	10994094
	LINC00710

	cg08875451
	-0.40 
	1.16×10-5
	2.52×10-2
	10
	11322268
	CUGBP2

	cg15532545
	-0.82 
	2.16×10-18
	6.64×10-14
	10
	14825999
	

	cg07659571
	-0.45 
	4.22×10-6
	1.02×10-2
	10
	15839446
	FAM188A

	cg24618739
	-1.00 
	2.41×10-10
	1.60×10-6
	10
	25154684
	PRTFDC1

	cg12622378
	-0.48 
	7.38×10-6
	1.66×10-2
	10
	33552748
	NRP1

	cg14196028
	1.00 
	3.36×10-29
	4.12×10-24
	10
	69523483
	

	cg01390840
	-0.86 
	2.66×10-15
	4.17×10-11
	10
	76067347
	ADK

	cg06993191
	-0.73 
	1.25×10-15
	2.10×10-11
	10
	76514031
	

	cg19130698
	0.39 
	1.53×10-5
	3.25×10-2
	10
	91011807
	LIPA

	cg10756593
	-1.00 
	2.27×10-16
	4.51×10-12
	10
	104591244
	CYP17A1

	cg05237489
	-0.58 
	3.76×10-6
	9.27×10-3
	10
	108623805
	SORCS1

	cg16550453
	0.81 
	8.14×10-6
	1.82×10-2
	10
	115939018
	TDRD1

	cg04465599
	0.10 
	6.07×10-9
	3.07×10-5
	10
	121652136
	SEC23IP

	cg25239156
	-1.00 
	4.51×10-12
	3.96×10-8
	10
	131566948
	

	cg18615506
	-0.68 
	8.65×10-17
	1.88×10-12
	10
	134177612
	LRRC27

	cg19100464
	-0.77 
	1.05×10-8
	5.02×10-5
	10
	134861410
	

	cg16674116
	-1.00 
	4.51×10-12
	3.96×10-8
	11
	1319689
	TOLLIP

	cg06080571
	-1.00 
	2.99×10-25
	2.00×10-20
	11
	2349807
	

	cg26344859
	-1.00 
	3.84×10-9
	2.05×10-5
	11
	2584629
	KCNQ1

	cg03085335
	-1.00 
	1.28×10-7
	5.27×10-4
	11
	2747204
	KCNQ1

	cg00055860
	-0.98 
	1.11×10-14
	1.54×10-10
	11
	5951424
	

	cg01494614
	1.00 
	5.84×10-15
	8.43×10-11
	11
	10562837
	RNF141

	cg01385795
	0.45 
	3.15×10-6
	7.93×10-3
	11
	14913124
	CYP2R1

	cg05454237
	0.28 
	3.94×10-6
	9.62×10-3
	11
	14913849
	CYP2R1

	cg16802027
	0.49 
	6.97×10-7
	2.26×10-3
	11
	14913860
	CYP2R1

	cg03544918
	0.35 
	6.94×10-10
	4.19×10-6
	11
	14913944
	CYP2R1

	cg16544887
	0.37 
	1.39×10-12
	1.45×10-8
	11
	14913979
	CYP2R1

	cg00455178
	0.42 
	5.42×10-18
	1.56×10-13
	11
	14913981
	CYP2R1

	cg11980188
	0.41 
	3.11×10-14
	4.03×10-10
	11
	14914012
	CYP2R1

	cg07731639
	-0.74 
	2.35×10-5
	4.65×10-2
	11
	31437871
	DNAJC24

	cg05400075
	-1.00 
	2.53×10-7
	9.11×10-4
	11
	36144887
	LDLRAD3

	cg12652180
	-0.95 
	6.13×10-7
	2.02×10-3
	11
	45929820
	C11orf94

	cg09592219
	-1.00 
	1.50×10-5
	3.21×10-2
	11
	47997690
	

	cg21319427
	0.88 
	3.94×10-6
	9.62×10-3
	11
	60511143
	MS4A18

	cg14228873
	-1.00 
	9.41×10-7
	2.84×10-3
	11
	61547669
	MYRF

	cg16083168
	-1.00 
	1.85×10-7
	7.11×10-4
	11
	75678837
	UVRAG

	cg16663931
	0.97 
	4.94×10-7
	1.66×10-3
	11
	75882654
	

	cg19815354
	-1.00 
	2.44×10-5
	4.79×10-2
	11
	77450740
	RSF1

	cg05962325
	0.99 
	1.86×10-8
	8.68×10-5
	11
	107992005
	ACAT1

	cg13186466
	1.00 
	5.91×10-10
	3.63×10-6
	11
	111957596
	TIMM8B

	cg13485335
	-1.00 
	4.16×10-14
	5.11×10-10
	11
	120161548
	POU2F3

	cg13607511
	0.13 
	4.33×10-6
	1.04×10-2
	11
	125439223
	EI24

	cg05297666
	-0.45 
	4.14×10-6
	1.01×10-2
	11
	128400310
	ETS1

	cg06072950
	-0.46 
	5.23×10-8
	2.31×10-4
	11
	129736336
	NFRKB

	cg11550340
	-0.77 
	2.07×10-10
	1.39×10-6
	12
	3217332
	TSPAN9

	cg22237777
	0.32 
	6.27×10-6
	1.45×10-2
	12
	6602920
	MRPL51

	cg04636406
	-0.67 
	4.80×10-23
	2.21×10-18
	12
	6993009
	RPL13P5

	cg10201141
	-1.00 
	1.98×10-10
	1.34×10-6
	12
	7032793
	ENO2

	cg10873203
	-0.67 
	3.96×10-12
	3.69×10-8
	12
	25942772
	

	cg18287149
	0.10 
	1.82×10-5
	3.74×10-2
	12
	29301794
	FAR2

	cg06405045
	0.90 
	1.32×10-17
	3.35×10-13
	12
	31479141
	FAM60A

	cg25598488
	-0.97 
	7.38×10-8
	3.16×10-4
	12
	34258505
	

	cg22418434
	-1.00 
	9.25×10-7
	2.81×10-3
	12
	34259653
	

	cg18062384
	0.40 
	2.56×10-5
	4.96×10-2
	12
	49764345
	SPATS2

	cg19963684
	-0.47 
	3.50×10-6
	8.73×10-3
	12
	94508273
	

	cg15505491
	1.00 
	1.69×10-9
	9.30×10-6
	12
	101127597
	

	cg22874494
	0.69 
	1.57×10-5
	3.31×10-2
	12
	105381266
	C12orf45

	cg11771936
	-0.78 
	3.84×10-7
	1.34×10-3
	12
	120602003
	GCN1

	cg02142767
	0.21 
	1.18×10-6
	3.42×10-3
	12
	125348525
	SCARB1

	cg15244603
	-1.00 
	5.75×10-31
	8.48×10-26
	12
	125607520
	AACS

	cg10788674
	0.13 
	1.34×10-6
	3.78×10-3
	12
	133214645
	POLE

	cg08197826
	-1.00 
	3.25×10-14
	4.12×10-10
	13
	19240901
	

	cg16708680
	0.61 
	8.08×10-7
	2.55×10-3
	13
	30996972
	LINC01058

	cg10362742
	-0.85 
	4.08×10-12
	3.73×10-8
	13
	31736223
	HSPH1

	cg03138282
	-0.72 
	2.04×10-5
	4.12×10-2
	13
	39187482
	

	cg07818646
	0.13 
	2.25×10-5
	4.48×10-2
	13
	51483769
	RNASEH2B

	cg20814935
	-0.49 
	4.31×10-6
	1.04×10-2
	13
	60743824
	

	cg08762237
	1.00 
	3.69×10-6
	9.13×10-3
	13
	78667308
	RNF219-AS1

	cg12144451
	-0.57 
	2.29×10-5
	4.54×10-2
	13
	94767766
	GPC6

	cg23235217
	0.23 
	2.29×10-7
	8.46×10-4
	13
	100741026
	PCCA

	cg01552748
	0.38 
	1.94×10-5
	3.95×10-2
	13
	112225526
	

	cg00902895
	-0.79 
	2.56×10-5
	4.96×10-2
	13
	113425756
	ATP11A

	cg08508348
	-1.00 
	9.61×10-11
	6.68×10-7
	13
	114862793
	RASA3

	cg17864209
	-0.98 
	2.16×10-12
	2.18×10-8
	14
	35805102
	

	cg09529835
	-1.00 
	1.25×10-6
	3.57×10-3
	14
	36491342
	

	cg06243610
	-1.00 
	8.24×10-29
	8.68×10-24
	14
	52373839
	GNG2

	cg08606441
	0.87 
	5.46×10-7
	1.81×10-3
	14
	55142748
	SAMD4A

	cg00100184
	0.48 
	1.22×10-6
	3.53×10-3
	14
	56014589
	

	cg15912778
	-0.87 
	4.73×10-7
	1.61×10-3
	14
	74727333
	VSX2

	cg01680773
	0.48 
	4.63×10-9
	2.40×10-5
	14
	74960124
	NPC2

	cg10112231
	-1.00 
	1.84×10-7
	7.09×10-4
	14
	77774990
	POMT2

	cg19953646
	1.00 
	3.04×10-6
	7.71×10-3
	14
	86000942
	FLRT2

	cg14519717
	-0.81 
	5.71×10-12
	4.89×10-8
	14
	90744790
	C14orf102

	cg08015762
	-0.56 
	1.23×10-6
	3.55×10-3
	14
	100014785
	CCDC85C

	cg10170654
	0.47 
	1.79×10-5
	3.70×10-2
	14
	104152238
	KLC1

	cg07709681
	0.42 
	1.64×10-8
	7.70×10-5
	15
	34393712
	PGBD4

	cg24245086
	-1.00 
	1.37×10-16
	2.81×10-12
	15
	44164534
	FRMD5

	cg27198899
	-1.00 
	3.60×10-11
	2.65×10-7
	15
	51197587
	

	cg22134372
	0.55 
	8.63×10-10
	5.13×10-6
	15
	52455211
	GNB5

	cg07947039
	-1.00 
	7.36×10-10
	4.41×10-6
	15
	56292422
	

	cg13361868
	-1.00 
	9.02×10-10
	5.32×10-6
	15
	72610659
	CELF6

	cg06364961
	-1.00 
	4.76×10-10
	3.03×10-6
	15
	74490113
	STRA6

	cg01413612
	0.36 
	8.60×10-6
	1.91×10-2
	15
	76351413
	C15orf27

	cg05477921
	-0.60 
	2.43×10-7
	8.83×10-4
	15
	100685723
	ADAMTS17

	cg07967632
	-0.38 
	2.40×10-6
	6.37×10-3
	15
	101601131
	LRRK1

	cg08681117
	-0.87 
	2.46×10-6
	6.45×10-3
	16
	1179798
	

	cg16784970
	-0.62 
	1.50×10-9
	8.39×10-6
	16
	2123215
	TSC2

	cg02560615
	0.55 
	1.64×10-10
	1.13×10-6
	16
	2274210
	E4F1

	cg14939446
	1.00 
	1.97×10-44
	7.24×10-39
	16
	2571015
	AMDHD2

	cg08392784
	-0.51 
	1.83×10-6
	5.01×10-3
	16
	3546517
	C16orf90

	cg00655143
	-0.86 
	2.53×10-11
	1.90×10-7
	16
	3985958
	

	cg00730182
	-0.49 
	1.99×10-5
	4.04×10-2
	16
	12161636
	SNX29

	cg02196379
	-0.74 
	2.68×10-10
	1.76×10-6
	16
	16215875
	ABCC1

	cg20438949
	0.26 
	4.21×10-7
	1.46×10-3
	16
	28834126
	ATXN2L

	cg18129863
	1.00 
	1.08×10-17
	2.83×10-13
	16
	30886426
	MIR762HG

	cg27067771
	-0.92 
	2.40×10-5
	4.72×10-2
	16
	34981394
	FLJ26245

	cg17606327
	-1.00 
	3.28×10-10
	2.12×10-6
	16
	34987165
	FLJ26245

	cg01122672
	0.16 
	6.86×10-6
	1.56×10-2
	16
	47178067
	NETO2

	cg16798669
	-1.00 
	2.94×10-12
	2.82×10-8
	16
	50658973
	NKD1

	cg27453761
	-0.39 
	2.76×10-6
	7.08×10-3
	16
	66624346
	

	cg12247787
	-0.71 
	6.59×10-7
	2.15×10-3
	16
	67165711
	C16orf70

	cg02727363
	0.18 
	1.35×10-5
	2.91×10-2
	16
	70284928
	EXOSC6

	cg16053428
	-0.39 
	2.46×10-6
	6.45×10-3
	16
	83990544
	OSGIN1

	cg10274403
	-0.80 
	1.29×10-11
	1.00×10-7
	16
	84178812
	LRRC50

	cg14029669
	-0.50 
	1.68×10-7
	6.71×10-4
	16
	84330741
	WFDC1

	cg16455798
	-1.00 
	8.85×10-7
	2.72×10-3
	16
	85083652
	KIAA0513

	cg05262224
	0.48 
	3.62×10-6
	8.99×10-3
	16
	86482459
	

	cg10810352
	0.20 
	3.96×10-9
	2.10×10-5
	16
	87417434
	FBXO31

	cg10499753
	-1.00 
	1.54×10-7
	6.21×10-4
	16
	89654085
	CPNE7

	cg21507719
	-1.00 
	8.38×10-11
	5.88×10-7
	17
	7256673
	KCTD11

	cg20072901
	-0.96 
	9.11×10-8
	3.86×10-4
	17
	10563216
	

	cg17235374
	0.97 
	4.81×10-8
	2.13×10-4
	17
	27717757
	TAOK1

	cg15487375
	-0.84 
	6.61×10-12
	5.60×10-8
	17
	38105237
	

	cg23058170
	-1.00 
	5.85×10-6
	1.36×10-2
	17
	41165176
	IFI35

	cg10420015
	-1.00 
	1.32×10-18
	4.64×10-14
	17
	43116171
	DCAKD

	cg02859521
	-0.81 
	2.19×10-17
	5.20×10-13
	17
	43332672
	MAP3K14-AS1

	cg14295458
	-0.96 
	1.62×10-21
	7.03×10-17
	17
	45891164
	OSBPL7

	cg20672426
	0.49 
	1.35×10-6
	3.78×10-3
	17
	53851054
	PCTP

	cg17182054
	0.48 
	1.16×10-6
	3.40×10-3
	17
	54588075
	

	cg19169246
	0.33 
	2.90×10-6
	7.38×10-3
	17
	73887208
	TRIM65

	cg05585141
	0.24 
	1.10×10-6
	3.23×10-3
	17
	75231847
	

	cg11988568
	-0.79 
	1.06×10-11
	8.43×10-8
	17
	78518917
	RPTOR

	cg22882093
	-0.77 
	5.98×10-9
	3.04×10-5
	17
	80158055
	CCDC57

	cg07431961
	-1.00 
	4.10×10-12
	3.73×10-8
	17
	80902556
	B3GNTL1

	cg16717605
	-0.89 
	1.12×10-6
	3.30×10-3
	18
	691284
	ENOSF1

	cg09288233
	-0.72 
	1.14×10-9
	6.56×10-6
	18
	3449455
	TGIF1

	cg18208602
	-0.86 
	2.28×10-13
	2.67×10-9
	18
	10488229
	APCDD1

	cg13373376
	-1.00 
	1.70×10-5
	3.54×10-2
	18
	13182069
	

	cg02565102
	-0.52 
	4.45×10-7
	1.53×10-3
	18
	20406876
	

	cg06878786
	-0.90 
	1.38×10-12
	1.45×10-8
	18
	21693037
	TTC39C

	cg14389183
	1.00 
	1.89×10-5
	3.86×10-2
	18
	47808321
	MBD1

	cg05616303
	-1.00 
	1.24×10-6
	3.55×10-3
	18
	65321470
	LOC643542

	cg08117750
	-1.00 
	1.54×10-6
	4.28×10-3
	18
	71904767
	

	cg25185915
	-0.75 
	1.88×10-14
	2.47×10-10
	18
	74507281
	LOC100131655

	cg05535853
	-0.90 
	7.22×10-15
	1.02×10-10
	18
	74781719
	MBP

	cg06168021
	-0.94 
	1.12×10-9
	6.51×10-6
	18
	75399320
	

	cg14700108
	-1.00 
	1.38×10-15
	2.26×10-11
	19
	2637722
	GNG7

	cg06384607
	-0.79 
	4.35×10-6
	1.04×10-2
	19
	3603453
	TBXA2R

	cg22933199
	0.82 
	5.32×10-7
	1.78×10-3
	19
	12163909
	ZNF878

	cg22930196
	-1.00 
	1.11×10-5
	2.43×10-2
	19
	14937167
	OR7A5

	cg18025793
	-0.98 
	8.01×10-13
	8.68×10-9
	19
	17097121
	CPAMD8

	cg23397718
	-1.00 
	3.09×10-6
	7.81×10-3
	19
	18630997
	ELL

	cg14387983
	0.24 
	1.36×10-6
	3.78×10-3
	19
	33865280
	CEBPG

	cg23390269
	-0.50 
	1.71×10-6
	4.72×10-3
	19
	34371262
	

	cg23026246
	0.57 
	1.23×10-11
	9.67×10-8
	19
	41029387
	SPTBN4

	cg05269058
	-0.89 
	3.08×10-15
	4.73×10-11
	19
	45285916
	CBLC

	cg01009059
	-0.65 
	1.54×10-12
	1.57×10-8
	19
	46391024
	

	cg09407049
	0.38 
	1.04×10-6
	3.07×10-3
	19
	50144997
	SCAF1

	cg25028162
	0.52 
	1.11×10-5
	2.43×10-2
	19
	52150233
	SIGLEC14

	cg24021890
	-0.27 
	8.40×10-9
	4.10×10-5
	19
	52552120
	ZNF432

	cg14944575
	-0.30 
	6.43×10-6
	1.48×10-2
	19
	52552197
	ZNF432

	cg22612295
	1.00 
	1.11×10-7
	4.63×10-4
	20
	18393916
	DZANK1

	cg00514271
	-0.50 
	1.53×10-5
	3.25×10-2
	20
	30593353
	

	cg17420774
	-0.77 
	4.93×10-6
	1.16×10-2
	20
	47931623
	

	cg22378865
	-0.90 
	6.68×10-6
	1.53×10-2
	20
	55781506
	BMP7

	cg17431446
	-0.26 
	1.71×10-7
	6.78×10-4
	20
	58786338
	MIR646HG

	cg22841856
	-0.98 
	8.12×10-7
	2.55×10-3
	21
	31743965
	KRTAP13-2

	cg18574499
	-1.00 
	1.70×10-28
	1.39×10-23
	21
	40669669
	BRWD1

	cg16472408
	-0.84 
	7.91×10-9
	3.89×10-5
	21
	47984170
	DIP2A

	cg12457928
	-0.64 
	8.52×10-7
	2.65×10-3
	22
	23076774
	

	cg05281340
	0.17 
	7.84×10-7
	2.49×10-3
	22
	24191802
	

	cg25903490
	-1.00 
	7.24×10-24
	4.10×10-19
	22
	25477333
	KIAA1671

	cg18307996
	1.00 
	5.97×10-9
	3.04×10-5
	22
	31581270
	RNF185

	cg05700365
	-1.00 
	4.08×10-16
	7.68×10-12
	22
	32362687
	

	cg04696109
	-0.50 
	8.51×10-12
	6.89×10-8
	22
	36081855
	

	cg23106733
	0.91 
	5.31×10-10
	3.32×10-6
	22
	38325762
	MICALL1

	cg19570171
	0.16 
	8.68×10-7
	2.69×10-3
	22
	39239822
	NPTXR

	cg03707464
	1.00 
	1.70×10-6
	4.70×10-3
	22
	43842664
	MPPED1

	cg04655303
	0.15 
	2.35×10-5
	4.65×10-2
	22
	50699863
	MAPK12

	CD4+ T cells

	cg08730743
	-0.21 
	3.95×10-6
	1.11×10-2
	1
	2189027
	SKI

	cg12551983
	-0.25 
	6.42×10-6
	1.65×10-2
	1
	3720588
	

	cg20737459
	0.26 
	1.86×10-8
	1.16×10-4
	1
	6523514
	TNFRSF25

	cg15619966
	0.10 
	1.82×10-5
	3.71×10-2
	1
	9883889
	CLSTN1

	cg15642494
	0.30 
	1.80×10-11
	3.32×10-7
	1
	19616829
	

	cg08540745
	0.67 
	4.01×10-12
	9.85×10-8
	1
	25867637
	

	cg10103002
	0.16 
	6.38×10-6
	1.65×10-2
	1
	30161580
	

	cg22369954
	0.50 
	4.08×10-17
	2.74×10-12
	1
	36184863
	C1orf216

	cg03063365
	0.48 
	4.58×10-9
	3.52×10-5
	1
	36939085
	CSF3R

	cg20942219
	0.57 
	3.89×10-12
	9.85×10-8
	1
	44141161
	KDM4A

	cg27431882
	0.24 
	2.91×10-6
	8.75×10-3
	1
	56724990
	

	cg26789332
	0.21 
	1.73×10-6
	5.67×10-3
	1
	63788255
	FOXD3

	cg17328839
	-0.32 
	1.84×10-5
	3.73×10-2
	1
	64127751
	

	cg10881514
	0.26 
	9.17×10-10
	9.43×10-6
	1
	64239618
	ROR1

	cg18117228
	-0.31 
	2.63×10-5
	4.90×10-2
	1
	65775772
	DNAJC6

	cg16896501
	0.36 
	2.30×10-12
	6.35×10-8
	1
	67661575
	IL23R

	cg23042676
	-0.40 
	1.81×10-6
	5.86×10-3
	1
	67855787
	IL12RB2

	cg27538686
	-0.09 
	2.47×10-5
	4.69×10-2
	1
	76540641
	ST6GALNAC3

	cg11168446
	0.28 
	3.04×10-8
	1.76×10-4
	1
	94312877
	BCAR3

	cg04506601
	0.17 
	2.29×10-7
	9.87×10-4
	1
	100435212
	SLC35A3

	cg19083659
	0.43 
	8.83×10-14
	3.25×10-9
	1
	100877610
	CDC14A

	cg13860179
	0.27 
	5.19×10-10
	5.71×10-6
	1
	113153660
	ST7L

	cg21730450
	0.22 
	7.19×10-6
	1.80×10-2
	1
	116866482
	

	cg26212868
	-0.29 
	2.43×10-5
	4.61×10-2
	1
	118087436
	

	cg09295759
	0.25 
	1.50×10-5
	3.19×10-2
	1
	153282790
	PGLYRP3

	cg20131145
	0.69 
	3.04×10-7
	1.26×10-3
	1
	160296456
	COPA

	cg12858504
	-0.17 
	6.62×10-6
	1.69×10-2
	1
	183184696
	LAMC2

	cg16460669
	0.25 
	4.29×10-8
	2.26×10-4
	1
	199659497
	

	cg06383339
	-0.26 
	1.96×10-6
	6.27×10-3
	1
	202380215
	PPP1R12B

	cg22889645
	0.24 
	2.81×10-7
	1.17×10-3
	1
	205326399
	KLHDC8A

	cg16186036
	0.36 
	1.87×10-5
	3.76×10-2
	1
	208203760
	PLXNA2

	cg04158884
	-0.57 
	6.83×10-6
	1.72×10-2
	1
	233086346
	C1orf57

	cg19956752
	-0.22 
	1.81×10-7
	8.22×10-4
	2
	1064077
	SNTG2

	cg07131274
	-0.33 
	6.09×10-6
	1.59×10-2
	2
	3270259
	TSSC1

	cg03240747
	-0.38 
	3.61×10-6
	1.03×10-2
	2
	9668004
	ADAM17

	cg10614445
	-0.39 
	1.33×10-11
	2.66×10-7
	2
	25526696
	DNMT3A

	cg05097535
	0.30 
	1.32×10-10
	2.06×10-6
	2
	27353339
	ABHD1

	cg13266592
	-0.29 
	8.57×10-7
	3.14×10-3
	2
	27385387
	

	cg08182009
	0.26 
	4.21×10-6
	1.16×10-2
	2
	33329231
	LTBP1

	cg07323088
	-0.49 
	5.79×10-10
	6.28×10-6
	2
	36741839
	CRIM1

	cg05547766
	0.24 
	3.86×10-9
	3.16×10-5
	2
	47232971
	TTC7A

	cg01262626
	-0.36 
	2.36×10-5
	4.53×10-2
	2
	64828660
	

	cg05884910
	-0.29 
	2.96×10-6
	8.82×10-3
	2
	69693756
	AAK1

	cg20030528
	0.45 
	2.12×10-10
	2.87×10-6
	2
	70138723
	

	cg09586879
	0.36 
	2.56×10-10
	3.25×10-6
	2
	70900488
	ADD2

	cg18560720
	-0.15 
	2.42×10-5
	4.60×10-2
	2
	96952519
	SNRNP200

	cg13040600
	0.27 
	2.44×10-6
	7.63×10-3
	2
	135037975
	MGAT5

	cg08822497
	0.21 
	8.93×10-6
	2.15×10-2
	2
	158025305
	

	cg23279346
	0.30 
	1.58×10-6
	5.22×10-3
	2
	170777718
	UBR3

	cg01167615
	-0.20 
	4.96×10-6
	1.35×10-2
	2
	174496001
	

	cg01093934
	0.51 
	3.72×10-8
	2.01×10-4
	2
	177465789
	MIR1246

	cg20640042
	-0.43 
	7.88×10-7
	2.92×10-3
	2
	189849525
	COL3A1

	cg10902732
	0.21 
	2.97×10-8
	1.74×10-4
	2
	203238382
	

	cg01352705
	-0.12 
	2.25×10-8
	1.36×10-4
	2
	216979551
	XRCC5

	cg14660948
	-0.43 
	3.09×10-8
	1.77×10-4
	2
	217277593
	SMARCAL1

	cg11932445
	0.29 
	3.69×10-9
	3.09×10-5
	2
	219263228
	CTDSP1

	cg22049753
	-0.34 
	3.60×10-8
	1.98×10-4
	2
	240895815
	

	cg23212202
	0.25 
	3.96×10-9
	3.18×10-5
	3
	30489255
	

	cg16020689
	0.34 
	1.06×10-6
	3.72×10-3
	3
	35299732
	LOC101928135

	cg21194499
	0.18 
	2.54×10-6
	7.87×10-3
	3
	52188578
	WDR51A

	cg04216480
	0.18 
	4.61×10-6
	1.26×10-2
	3
	60587837
	FHIT

	cg15766024
	-0.35 
	1.01×10-11
	2.07×10-7
	3
	99904510
	TMEM30C

	cg25932713
	-0.33 
	8.14×10-6
	2.00×10-2
	3
	122284563
	PARP9

	cg10513770
	-0.31 
	7.24×10-6
	1.80×10-2
	3
	122798912
	PDIA5

	cg04960939
	-0.96 
	1.97×10-10
	2.74×10-6
	3
	130952905
	NEK11

	cg27586272
	0.23 
	2.96×10-6
	8.82×10-3
	3
	148884929
	HPS3

	cg22068985
	0.15 
	2.38×10-5
	4.54×10-2
	3
	155571279
	SLC33A1

	cg17503645
	0.55 
	4.44×10-7
	1.76×10-3
	3
	155837026
	KCNAB1

	cg06332127
	0.43 
	1.24×10-5
	2.74×10-2
	3
	158763606
	

	cg21125611
	-0.42 
	2.04×10-5
	4.03×10-2
	3
	160994303
	

	cg08760818
	-0.40 
	1.02×10-6
	3.62×10-3
	3
	167425609
	PDCD10

	cg01787382
	0.20 
	1.32×10-5
	2.82×10-2
	3
	169041586
	MECOM

	cg02151273
	-0.38 
	1.06×10-5
	2.47×10-2
	3
	170019826
	PRKCI

	cg08192869
	0.16 
	3.96×10-6
	1.11×10-2
	3
	170068801
	

	cg19953985
	-0.20 
	1.15×10-5
	2.58×10-2
	3
	170923449
	TNIK

	cg10111146
	-0.35 
	2.79×10-8
	1.66×10-4
	3
	172471603
	ECT2

	cg04738673
	0.41 
	1.14×10-5
	2.58×10-2
	3
	177482968
	

	cg12942328
	-0.20 
	2.52×10-7
	1.07×10-3
	3
	187455734
	BCL6

	cg10339098
	0.33 
	2.10×10-17
	1.72×10-12
	3
	188313650
	LPP

	cg18279658
	0.24 
	1.51×10-5
	3.19×10-2
	4
	1341442
	UVSSA

	cg21471778
	-0.27 
	7.44×10-8
	3.70×10-4
	4
	1987188
	WHSC2

	cg24588528
	-0.75 
	2.11×10-5
	4.12×10-2
	4
	3027957
	GRK4

	cg05452911
	-0.36 
	2.14×10-10
	2.87×10-6
	4
	3221566
	HTT

	cg24709001
	0.55 
	1.03×10-6
	3.64×10-3
	4
	3235319
	HTT

	cg03504160
	0.48 
	1.17×10-6
	4.01×10-3
	4
	6659194
	

	cg12250142
	0.33 
	3.18×10-12
	8.38×10-8
	4
	15657883
	FBXL5

	cg01120514
	0.31 
	1.53×10-7
	7.10×10-4
	4
	25314414
	ZCCHC4

	cg11669532
	-0.24 
	3.67×10-8
	2.01×10-4
	4
	53831271
	SCFD2

	cg20445582
	-0.05 
	5.77×10-6
	1.53×10-2
	4
	55083843
	

	cg27585454
	-0.26 
	1.65×10-5
	3.40×10-2
	4
	56224196
	SRD5A3

	cg06586734
	0.82 
	1.54×10-5
	3.23×10-2
	4
	62009326
	

	cg13899293
	-0.72 
	2.09×10-18
	2.60×10-13
	4
	79175365
	FRAS1

	cg07856552
	-0.47 
	2.25×10-7
	9.83×10-4
	4
	90548906
	

	cg10819960
	0.21 
	2.04×10-5
	4.03×10-2
	4
	95916983
	BMPR1B

	cg11123177
	0.23 
	1.98×10-7
	8.75×10-4
	4
	122063045
	TNIP3

	cg01931840
	-0.23 
	2.74×10-6
	8.39×10-3
	4
	129192374
	PGRMC2

	cg13339708
	0.26 
	9.79×10-6
	2.30×10-2
	4
	185549367
	CASP3

	cg03930088
	0.24 
	1.12×10-5
	2.55×10-2
	4
	187647395
	

	cg16227022
	-0.32 
	5.41×10-11
	9.28×10-7
	4
	189898680
	

	cg19940052
	0.23 
	5.52×10-9
	4.11×10-5
	5
	5474505
	KIAA0947

	cg15288149
	0.31 
	5.93×10-6
	1.57×10-2
	5
	6409323
	

	cg10952993
	-0.28 
	2.15×10-7
	9.44×10-4
	5
	31530637
	DROSHA

	cg23790876
	0.34 
	9.54×10-6
	2.25×10-2
	5
	31823849
	PDZD2

	cg12053796
	0.26 
	1.29×10-5
	2.79×10-2
	5
	58513446
	PDE4D

	cg13665642
	0.25 
	5.00×10-8
	2.60×10-4
	5
	73631417
	

	cg21436971
	-0.34 
	9.17×10-7
	3.31×10-3
	5
	107145270
	

	cg03667968
	0.51 
	1.72×10-10
	2.48×10-6
	5
	112073438
	APC

	cg25511332
	0.29 
	3.89×10-7
	1.57×10-3
	5
	113391339
	

	cg26201826
	0.31 
	7.70×10-7
	2.87×10-3
	5
	114598579
	PGGT1B

	cg25966737
	-0.35 
	4.43×10-6
	1.22×10-2
	5
	131555010
	MIR6830

	cg16092370
	-0.48 
	2.63×10-7
	1.11×10-3
	5
	135285974
	LECT2

	cg20540806
	0.54 
	1.11×10-6
	3.85×10-3
	5
	140019523
	TMCO6

	cg18394648
	-0.37 
	6.23×10-17
	3.82×10-12
	5
	141538333
	

	cg14615553
	0.62 
	5.45×10-7
	2.11×10-3
	5
	147093466
	JAKMIP2

	cg17613241
	0.27 
	1.99×10-5
	3.97×10-2
	5
	167069972
	TENM2

	cg01883164
	0.51 
	1.19×10-9
	1.15×10-5
	5
	167533108
	TENM2

	cg23066234
	-0.27 
	9.80×10-7
	3.50×10-3
	5
	174178135
	MIR4634

	cg17807913
	0.35 
	1.69×10-19
	4.15×10-14
	5
	176525355
	

	cg03730027
	0.25 
	1.26×10-5
	2.77×10-2
	5
	180041908
	FLT4

	cg12930304
	-0.47 
	7.12×10-9
	5.20×10-5
	6
	2818991
	

	cg08571475
	0.51 
	2.01×10-6
	6.40×10-3
	6
	11494909
	

	cg11687389
	-0.24 
	5.72×10-9
	4.21×10-5
	6
	12900062
	PHACTR1

	cg16269002
	0.21 
	2.05×10-6
	6.51×10-3
	6
	13713186
	RANBP9

	cg24822462
	-0.27 
	9.90×10-11
	1.66×10-6
	6
	15097408
	

	cg20284834
	0.19 
	1.87×10-7
	8.33×10-4
	6
	15499615
	JARID2

	cg02565494
	0.49 
	2.52×10-10
	3.25×10-6
	6
	25287859
	LRRC16A

	cg10750989
	0.25 
	9.67×10-19
	1.78×10-13
	6
	31371330
	MICA

	cg09441568
	-0.27 
	2.86×10-7
	1.19×10-3
	6
	32130993
	EGFL8

	cg02591634
	0.74 
	1.40×10-11
	2.72×10-7
	6
	32363268
	BTNL2

	cg08713367
	-0.11 
	2.63×10-7
	1.11×10-3
	6
	37225473
	TMEM217

	cg27315243
	0.13 
	2.73×10-6
	8.39×10-3
	6
	40554736
	LRFN2

	cg00071161
	0.37 
	1.41×10-8
	9.19×10-5
	6
	44117573
	TMEM63B

	cg19254793
	0.40 
	1.53×10-5
	3.22×10-2
	6
	44695348
	

	cg26289989
	0.74 
	2.57×10-9
	2.23×10-5
	6
	51085750
	

	cg07544038
	0.08 
	8.96×10-6
	2.15×10-2
	6
	71122681
	FAM135A

	cg15347924
	0.65 
	2.75×10-10
	3.44×10-6
	6
	74073424
	C6orf221

	cg22442841
	-0.39 
	1.37×10-5
	2.92×10-2
	6
	87646804
	HTR1E

	cg26112901
	-0.34 
	2.98×10-17
	2.20×10-12
	6
	137494988
	IL22RA2

	cg10369203
	0.74 
	1.93×10-8
	1.19×10-4
	6
	143250783
	HIVEP2

	cg20043883
	0.55 
	2.70×10-13
	9.48×10-9
	6
	149289357
	UST

	cg21998840
	0.39 
	1.15×10-5
	2.58×10-2
	7
	2212030
	MAD1L1

	cg13972711
	-0.47 
	2.79×10-9
	2.39×10-5
	7
	5391031
	TNRC18

	cg00135038
	-0.30 
	1.75×10-5
	3.59×10-2
	7
	5391419
	TNRC18

	cg21503490
	0.18 
	5.16×10-6
	1.39×10-2
	7
	6773787
	PMS2CL

	cg04985696
	-0.16 
	4.49×10-9
	3.51×10-5
	7
	44622204
	TMED4

	cg12029626
	0.19 
	1.10×10-5
	2.53×10-2
	7
	65216224
	CCT6P1

	cg27528426
	-0.09 
	1.65×10-6
	5.43×10-3
	7
	65540851
	ASL

	cg06394442
	0.22 
	1.64×10-5
	3.39×10-2
	7
	73908364
	GTF2IRD1

	cg26220323
	-0.23 
	2.24×10-6
	7.05×10-3
	7
	75372083
	

	cg14719076
	0.30 
	9.12×10-7
	3.31×10-3
	7
	96653747
	DLX5

	cg26724642
	-0.44 
	5.47×10-9
	4.11×10-5
	7
	97895513
	

	cg21751245
	-0.29 
	4.16×10-10
	4.71×10-6
	7
	99077235
	ZNF789

	cg27084965
	-0.23 
	1.13×10-9
	1.14×10-5
	7
	103871917
	

	cg14865284
	0.26 
	2.77×10-6
	8.39×10-3
	7
	104688010
	MLL5

	cg20561100
	0.16 
	1.85×10-5
	3.75×10-2
	7
	107204135
	COG5

	cg00269643
	0.29 
	1.43×10-8
	9.23×10-5
	7
	128784416
	TSPAN33

	cg12891311
	0.55 
	3.27×10-6
	9.52×10-3
	7
	133093517
	EXOC4

	cg21793382
	0.23 
	1.04×10-5
	2.43×10-2
	7
	134379148
	

	cg07499066
	0.23 
	1.49×10-7
	6.99×10-4
	7
	149171379
	ZNF746

	cg10735344
	0.27 
	6.33×10-6
	1.64×10-2
	7
	151629493
	

	cg20419410
	0.09 
	4.99×10-7
	1.96×10-3
	7
	155089803
	INSIG1

	cg22960901
	-0.64 
	4.08×10-8
	2.16×10-4
	7
	157606434
	PTPRN2

	cg15614872
	0.29 
	2.55×10-5
	4.79×10-2
	7
	158531752
	ESYT2

	cg05779585
	0.59 
	5.66×10-7
	2.16×10-3
	8
	1246817
	

	cg08919372
	-0.14 
	6.66×10-6
	1.69×10-2
	8
	1370327
	

	cg21944972
	-0.23 
	3.53×10-8
	1.96×10-4
	8
	2020566
	MYOM2

	cg12792075
	-0.82 
	3.03×10-11
	5.31×10-7
	8
	12244565
	FAM66A

	cg08476824
	0.61 
	5.10×10-6
	1.38×10-2
	8
	17172560
	MTMR7

	cg21341889
	0.22 
	2.04×10-5
	4.03×10-2
	8
	17773367
	

	cg23523780
	0.22 
	3.83×10-8
	2.06×10-4
	8
	22972234
	TNFRSF10C

	cg26263051
	-0.23 
	1.86×10-8
	1.16×10-4
	8
	23114023
	CHMP7

	cg03349819
	0.28 
	1.59×10-5
	3.31×10-2
	8
	32404691
	NRG1

	cg12148515
	0.52 
	1.47×10-6
	4.91×10-3
	8
	41517301
	ANK1

	cg16725225
	-0.27 
	2.18×10-9
	1.94×10-5
	8
	53126611
	ST18

	cg18245660
	0.11 
	1.30×10-5
	2.80×10-2
	8
	54793541
	RGS20

	cg25356825
	-0.56 
	8.12×10-12
	1.74×10-7
	8
	59988692
	TOX

	cg03194311
	0.55 
	3.74×10-7
	1.52×10-3
	8
	74891031
	TMEM70

	cg07028161
	-0.33 
	4.08×10-13
	1.37×10-8
	8
	80720093
	LOC101927040

	cg07961887
	-0.07 
	1.22×10-8
	8.43×10-5
	8
	82192601
	FABP5

	cg23048068
	-0.07 
	1.30×10-8
	8.69×10-5
	8
	82192604
	FABP5

	cg13076537
	-0.10 
	1.61×10-9
	1.47×10-5
	8
	82192945
	FABP5

	cg22727641
	0.40 
	2.10×10-5
	4.10×10-2
	8
	101157742
	FBXO43

	cg14602154
	-0.18 
	1.29×10-5
	2.79×10-2
	8
	116618346
	TRPS1

	cg07229027
	-0.35 
	2.43×10-10
	3.20×10-6
	8
	124408743
	ATAD2

	cg21674704
	0.32 
	3.63×10-6
	1.03×10-2
	8
	131455249
	

	cg15171273
	0.25 
	1.85×10-8
	1.16×10-4
	8
	131539725
	

	cg21313067
	-0.30 
	7.02×10-6
	1.76×10-2
	8
	139164698
	FAM135B

	cg07466463
	-1.00 
	1.64×10-7
	7.52×10-4
	8
	141574207
	EIF2C2

	cg15988322
	0.34 
	9.14×10-6
	2.19×10-2
	9
	22098908
	CDKN2B-AS1

	cg14412639
	-0.35 
	2.31×10-5
	4.46×10-2
	9
	34098451
	DCAF12

	cg21169617
	0.29 
	1.89×10-8
	1.17×10-4
	9
	34989434
	DNAJB5

	cg09587920
	0.37 
	6.80×10-6
	1.72×10-2
	9
	73005204
	KLF9

	cg13998223
	0.83 
	3.60×10-6
	1.03×10-2
	9
	98389082
	

	cg14185994
	0.16 
	5.65×10-7
	2.16×10-3
	9
	98637332
	C9orf130

	cg00447672
	-0.34 
	3.14×10-8
	1.77×10-4
	9
	104184172
	ALDOB

	cg14614881
	0.57 
	1.23×10-10
	1.97×10-6
	9
	116982494
	COL27A1

	cg03484259
	0.33 
	9.94×10-17
	5.23×10-12
	9
	117049185
	COL27A1

	cg15221416
	0.60 
	5.64×10-8
	2.91×10-4
	9
	125021726
	RBM18

	cg10755973
	-0.24 
	3.14×10-8
	1.77×10-4
	9
	126773879
	LHX2

	cg04456155
	-0.16 
	2.20×10-5
	4.27×10-2
	9
	126773885
	LHX2

	cg17618153
	0.60 
	5.81×10-15
	2.38×10-10
	9
	129874991
	ANGPTL2

	cg14583686
	-0.22 
	1.03×10-7
	5.01×10-4
	9
	130226589
	LRSAM1

	cg23806774
	0.29 
	5.52×10-7
	2.13×10-3
	9
	131218112
	ODF2

	cg17806866
	-0.22 
	6.33×10-6
	1.64×10-2
	9
	134089754
	NUP214

	cg13875536
	-0.08 
	1.14×10-5
	2.58×10-2
	9
	135464814
	BARHL1

	cg12233833
	-0.07 
	1.24×10-5
	2.74×10-2
	10
	830825
	

	cg17039793
	-0.14 
	1.95×10-6
	6.27×10-3
	10
	830909
	

	cg26808618
	-0.48 
	5.58×10-6
	1.49×10-2
	10
	3824016
	KLF6

	cg04430797
	-0.12 
	2.26×10-6
	7.09×10-3
	10
	6206259
	PFKFB3

	cg27392773
	-0.34 
	1.20×10-6
	4.07×10-3
	10
	10994094
	LINC00710

	cg15532545
	0.18 
	1.61×10-5
	3.34×10-2
	10
	14825999
	

	cg24914935
	0.19 
	3.88×10-6
	1.10×10-2
	10
	30589494
	

	cg09532994
	-0.49 
	9.20×10-6
	2.19×10-2
	10
	30793024
	

	cg14704669
	0.16 
	6.43×10-6
	1.65×10-2
	10
	32046612
	

	cg26839288
	-0.46 
	5.77×10-6
	1.53×10-2
	10
	44287132
	HNRNPA3P1

	cg06399914
	-0.36 
	3.29×10-6
	9.55×10-3
	10
	50589125
	DRGX

	cg14196028
	-0.40 
	2.98×10-10
	3.65×10-6
	10
	69523483
	

	cg01390840
	0.26 
	9.56×10-8
	4.73×10-4
	10
	76067347
	ADK

	cg06993191
	0.18 
	2.03×10-5
	4.03×10-2
	10
	76514031
	

	cg01536438
	-0.28 
	6.66×10-8
	3.39×10-4
	10
	90712625
	ACTA2

	cg24603634
	0.26 
	2.35×10-5
	4.53×10-2
	10
	90925301
	

	cg05776902
	-0.51 
	3.12×10-8
	1.77×10-4
	10
	93349680
	HECTD2-AS1

	cg22949458
	0.06 
	1.08×10-6
	3.76×10-3
	10
	97667581
	C10orf131

	cg06930332
	0.46 
	1.88×10-7
	8.33×10-4
	10
	102006954
	CWF19L1

	cg15973546
	0.30 
	1.28×10-9
	1.23×10-5
	10
	104429532
	

	cg10756593
	0.40 
	1.58×10-5
	3.30×10-2
	10
	104591244
	CYP17A1

	cg02583335
	-0.22 
	1.05×10-5
	2.44×10-2
	10
	112519424
	RBM20

	cg07457429
	0.20 
	1.27×10-5
	2.77×10-2
	10
	114604800
	

	cg16550453
	-0.36 
	1.29×10-5
	2.79×10-2
	10
	115939018
	TDRD1

	cg07303968
	-0.08 
	9.43×10-6
	2.23×10-2
	10
	118502243
	HSPA12A

	cg04465599
	-0.04 
	4.46×10-6
	1.22×10-2
	10
	121652136
	SEC23IP

	cg17642426
	-0.25 
	6.65×10-6
	1.69×10-2
	10
	124739963
	PSTK

	cg12496783
	-1.00 
	3.25×10-6
	9.51×10-3
	10
	131568811
	

	cg18615506
	0.21 
	1.27×10-8
	8.61×10-5
	10
	134177612
	LRRC27

	cg00561124
	0.56 
	1.73×10-5
	3.56×10-2
	10
	134410680
	INPP5A

	cg09907570
	-0.36 
	3.25×10-6
	9.51×10-3
	10
	134839817
	

	cg06080571
	0.41 
	1.87×10-7
	8.33×10-4
	11
	2349807
	

	cg08999895
	-0.29 
	2.23×10-5
	4.32×10-2
	11
	2925869
	SLC22A18

	cg01494614
	-0.43 
	3.27×10-7
	1.35×10-3
	11
	10562837
	RNF141

	cg27206735
	0.30 
	1.58×10-9
	1.47×10-5
	11
	13708995
	FAR1

	cg00455178
	-0.10 
	5.97×10-6
	1.57×10-2
	11
	14913981
	CYP2R1

	cg00149585
	-0.07 
	9.74×10-6
	2.29×10-2
	11
	47207601
	PACSIN3

	cg08628580
	-0.33 
	1.19×10-5
	2.66×10-2
	11
	58954091
	DTX4

	cg04021098
	-0.47 
	1.50×10-7
	7.00×10-4
	11
	59482698
	OR10V1

	cg11766552
	0.38 
	7.68×10-10
	8.21×10-6
	11
	65547881
	DKFZp761E198

	cg03613003
	-0.36 
	7.58×10-9
	5.47×10-5
	11
	69949263
	ANO1

	cg09100910
	-0.31 
	1.35×10-7
	6.40×10-4
	11
	72020704
	CLPB

	cg10495997
	-0.38 
	1.93×10-6
	6.25×10-3
	11
	72438402
	ARAP1

	cg16663931
	-0.77 
	5.24×10-18
	5.51×10-13
	11
	75882654
	

	cg16745952
	0.30 
	6.66×10-8
	3.39×10-4
	11
	98891665
	CNTN5

	cg15314149
	0.21 
	5.36×10-6
	1.44×10-2
	11
	108074227
	NPAT

	cg18224077
	0.37 
	7.92×10-12
	1.74×10-7
	11
	121972185
	LOC399959

	cg19649564
	0.28 
	2.90×10-8
	1.71×10-4
	11
	124932892
	SLC37A2

	cg05297666
	-0.20 
	5.98×10-6
	1.57×10-2
	11
	128400310
	ETS1

	cg06072950
	-0.17 
	2.05×10-5
	4.03×10-2
	11
	129736336
	NFRKB

	cg02986334
	0.61 
	8.26×10-6
	2.01×10-2
	12
	292211
	

	cg04636406
	0.15 
	9.32×10-7
	3.35×10-3
	12
	6993009
	RPL13P5

	cg10873203
	0.21 
	1.18×10-6
	4.01×10-3
	12
	25942772
	

	cg10736528
	-0.72 
	1.26×10-12
	3.73×10-8
	12
	52772961
	KRT84

	cg17129918
	0.33 
	2.52×10-5
	4.73×10-2
	12
	53098560
	KRT77

	cg01708411
	-0.51 
	1.60×10-9
	1.47×10-5
	12
	57631839
	NDUFA4L2

	cg26223054
	0.33 
	3.75×10-10
	4.32×10-6
	12
	58201681
	AVIL

	cg15505491
	-0.61 
	2.38×10-5
	4.54×10-2
	12
	101127597
	

	cg14079445
	-0.27 
	6.76×10-7
	2.54×10-3
	12
	111493997
	CUX2

	cg03240232
	0.61 
	6.94×10-8
	3.50×10-4
	12
	113448327
	OAS2

	cg05696801
	0.26 
	2.16×10-9
	1.94×10-5
	12
	118573886
	PEBP1

	cg23608041
	0.34 
	2.07×10-5
	4.06×10-2
	12
	122326398
	PSMD9

	cg15244603
	0.29 
	3.20×10-9
	2.71×10-5
	12
	125607520
	AACS

	cg26996082
	-0.24 
	1.31×10-6
	4.41×10-3
	13
	20797622
	GJB6

	cg07397503
	0.23 
	1.34×10-7
	6.37×10-4
	13
	23471764
	

	cg13777984
	0.34 
	7.13×10-17
	4.04×10-12
	13
	43931730
	ENOX1

	cg03860241
	-0.54 
	4.10×10-6
	1.14×10-2
	13
	46863058
	

	cg08762237
	-0.73 
	1.96×10-10
	2.74×10-6
	13
	78667308
	RNF219-AS1

	cg11772527
	0.33 
	9.09×10-7
	3.31×10-3
	13
	94161642
	GPC6

	cg20455802
	-0.42 
	1.09×10-5
	2.52×10-2
	13
	112062882
	

	cg01552748
	-0.30 
	4.50×10-13
	1.44×10-8
	13
	112225526
	

	cg27134342
	0.34 
	1.34×10-8
	8.80×10-5
	14
	21166074
	RNASE4

	cg15852141
	-0.24 
	4.55×10-8
	2.38×10-4
	14
	22891383
	

	cg18366651
	0.23 
	2.79×10-6
	8.42×10-3
	14
	23305239
	MMP14

	cg17864209
	0.27 
	2.49×10-5
	4.70×10-2
	14
	35805102
	

	cg06243610
	0.22 
	2.76×10-6
	8.39×10-3
	14
	52373839
	GNG2

	cg10376133
	-0.46 
	1.10×10-5
	2.53×10-2
	14
	57049860
	C14orf101

	cg24192328
	0.07 
	8.16×10-6
	2.00×10-2
	14
	75422347
	PGF

	cg12838644
	-0.11 
	1.12×10-6
	3.87×10-3
	14
	77413642
	

	cg22903735
	-0.13 
	1.79×10-6
	5.85×10-3
	14
	77413674
	

	cg14519717
	0.25 
	2.64×10-6
	8.14×10-3
	14
	90744790
	C14orf102

	cg03325535
	0.43 
	1.24×10-8
	8.45×10-5
	15
	27111949
	GABRA5

	cg15336988
	0.31 
	3.97×10-9
	3.18×10-5
	15
	31566306
	

	cg07709681
	0.15 
	1.29×10-5
	2.79×10-2
	15
	34393712
	PGBD4

	cg24245086
	0.52 
	1.38×10-6
	4.62×10-3
	15
	44164534
	FRMD5

	cg26409497
	-0.31 
	1.01×10-7
	4.95×10-4
	15
	58331384
	ALDH1A2

	cg16301926
	-0.34 
	2.50×10-5
	4.70×10-2
	15
	91653565
	SV2B

	cg26739280
	-0.08 
	1.06×10-6
	3.72×10-3
	15
	92936818
	ST8SIA2

	cg12523790
	-0.19 
	3.91×10-6
	1.10×10-2
	15
	94898129
	MCTP2

	cg01037989
	-0.32 
	1.32×10-5
	2.83×10-2
	16
	966659
	LMF1

	cg14939446
	-0.24 
	1.40×10-10
	2.13×10-6
	16
	2571015
	AMDHD2

	cg16385478
	-0.13 
	2.58×10-5
	4.82×10-2
	16
	3723376
	TRAP1

	cg00454447
	0.25 
	1.13×10-5
	2.57×10-2
	16
	3728185
	TRAP1

	cg11586377
	0.24 
	1.19×10-5
	2.66×10-2
	16
	22263785
	EEF2K

	cg19415738
	-0.34 
	3.47×10-10
	4.06×10-6
	16
	30418482
	ZNF771

	cg04342763
	-0.47 
	2.27×10-7
	9.85×10-4
	16
	49937177
	

	cg12722136
	-0.37 
	4.88×10-7
	1.92×10-3
	16
	59275014
	

	cg02945354
	0.40 
	6.35×10-12
	1.51×10-7
	16
	64295125
	

	cg27453761
	0.24 
	4.54×10-10
	5.07×10-6
	16
	66624346
	

	cg19989371
	-0.22 
	3.25×10-6
	9.51×10-3
	16
	67335686
	KCTD19

	cg08183066
	-0.14 
	1.20×10-7
	5.77×10-4
	16
	70333124
	DDX19B

	cg16777782
	-0.35 
	2.38×10-15
	1.10×10-10
	16
	82671333
	CDH13

	cg16053428
	0.28 
	5.33×10-13
	1.64×10-8
	16
	83990544
	OSGIN1

	cg07391271
	0.30 
	3.43×10-8
	1.91×10-4
	16
	89588846
	SPG7

	cg26822161
	0.17 
	3.77×10-7
	1.53×10-3
	16
	89772612
	

	cg16732769
	-0.38 
	2.34×10-9
	2.05×10-5
	16
	89973661
	TCF25

	cg02558505
	-0.06 
	9.56×10-9
	6.77×10-5
	17
	21156701
	NATD1

	cg04556555
	-0.26 
	8.19×10-6
	2.00×10-2
	17
	33477186
	UNC45B

	cg11862993
	0.27 
	2.22×10-5
	4.31×10-2
	17
	36103978
	HNF1B

	cg02859521
	0.22 
	2.47×10-7
	1.06×10-3
	17
	43332672
	MAP3K14-AS1

	cg21848909
	0.32 
	8.22×10-6
	2.00×10-2
	17
	43365148
	MAP3K14

	cg14295458
	0.21 
	2.47×10-6
	7.68×10-3
	17
	45891164
	OSBPL7

	cg26892115
	-0.05 
	6.21×10-7
	2.34×10-3
	17
	48636898
	CACNA1G-AS1

	cg20672426
	-0.37 
	1.50×10-15
	7.35×10-11
	17
	53851054
	PCTP

	cg17182054
	-0.26 
	4.50×10-9
	3.51×10-5
	17
	54588075
	

	cg23635206
	-0.22 
	5.02×10-7
	1.96×10-3
	17
	71620913
	SDK2

	cg07027472
	0.19 
	3.41×10-6
	9.86×10-3
	17
	73391422
	GRB2

	cg19169246
	-0.28 
	9.38×10-18
	8.64×10-13
	17
	73887208
	TRIM65

	cg15275493
	-0.42 
	1.43×10-10
	2.13×10-6
	17
	75310725
	9-Sep

	cg03103060
	-0.45 
	6.99×10-7
	2.62×10-3
	17
	79340526
	

	cg21487261
	-0.11 
	1.30×10-5
	2.80×10-2
	17
	79368981
	

	cg16681349
	0.25 
	3.20×10-6
	9.51×10-3
	17
	80614369
	

	cg07431961
	0.40 
	1.24×10-5
	2.74×10-2
	17
	80902556
	B3GNTL1

	cg16717605
	-0.36 
	1.17×10-5
	2.63×10-2
	18
	691284
	ENOSF1

	cg09288233
	0.57 
	9.86×10-26
	3.63×10-20
	18
	3449455
	TGIF1

	cg18554492
	0.84 
	1.03×10-5
	2.42×10-2
	18
	19406813
	MIR133A1HG

	cg25185915
	0.25 
	1.22×10-8
	8.43×10-5
	18
	74507281
	LOC100131655

	cg17185889
	0.22 
	9.22×10-10
	9.43×10-6
	18
	74685615
	

	cg05535853
	0.26 
	4.36×10-7
	1.75×10-3
	18
	74781719
	MBP

	cg16421653
	0.42 
	1.21×10-7
	5.77×10-4
	18
	77251876
	NFATC1

	cg00942551
	-0.08 
	1.12×10-5
	2.56×10-2
	19
	3585406
	GIPC3

	cg26090256
	-0.33 
	5.32×10-6
	1.43×10-2
	19
	3958507
	DAPK3

	cg04272577
	0.31 
	1.18×10-9
	1.15×10-5
	19
	4258906
	CCDC94

	cg08243301
	-0.42 
	8.13×10-9
	5.81×10-5
	19
	5079317
	KDM4B

	cg21973527
	-0.36 
	4.04×10-8
	2.16×10-4
	19
	5090962
	KDM4B

	cg04592958
	0.11 
	1.58×10-7
	7.27×10-4
	19
	5138093
	KDM4B

	cg10585208
	0.34 
	1.82×10-5
	3.71×10-2
	19
	7854021
	CLEC4GP1

	cg09777386
	-0.19 
	1.96×10-5
	3.92×10-2
	19
	9648349
	ZNF426

	cg05212440
	-0.41 
	1.86×10-7
	8.33×10-4
	19
	10973874
	C19orf38

	cg22933199
	-0.44 
	3.78×10-9
	3.13×10-5
	19
	12163909
	ZNF878

	cg19412076
	0.33 
	4.70×10-9
	3.57×10-5
	19
	12661732
	ZNF564

	cg18025793
	0.27 
	2.07×10-5
	4.06×10-2
	19
	17097121
	CPAMD8

	cg19350808
	-0.42 
	1.77×10-5
	3.62×10-2
	19
	28401874
	

	cg04715864
	-0.61 
	1.86×10-5
	3.76×10-2
	19
	33888321
	PEPD

	cg10105623
	-0.19 
	6.19×10-7
	2.34×10-3
	19
	34893958
	PDCD2L

	cg22071238
	-0.64 
	1.17×10-7
	5.67×10-4
	19
	36630543
	CAPNS1

	cg14465187
	-0.40 
	1.08×10-10
	1.76×10-6
	19
	41220981
	ADCK4

	cg01009059
	0.20 
	1.57×10-6
	5.21×10-3
	19
	46391024
	

	cg07101466
	0.40 
	1.74×10-8
	1.11×10-4
	19
	47197139
	PRKD2

	cg23300543
	-0.43 
	3.02×10-10
	3.65×10-6
	19
	48707195
	

	cg01622465
	-0.39 
	1.44×10-11
	2.72×10-7
	19
	48707291
	

	cg15073624
	-0.41 
	1.15×10-9
	1.14×10-5
	19
	48707384
	

	cg19771773
	-0.51 
	2.81×10-11
	5.05×10-7
	19
	48707517
	

	cg19904905
	-0.42 
	8.94×10-10
	9.41×10-6
	19
	49469667
	FTL

	cg12404700
	-0.28 
	1.42×10-9
	1.34×10-5
	19
	51822506
	IGLON5

	cg13330919
	0.30 
	3.38×10-10
	4.02×10-6
	20
	20205957
	CFAP61

	cg23738323
	0.36 
	7.91×10-6
	1.96×10-2
	20
	32206313
	CBFA2T2

	cg07273583
	-0.27 
	7.12×10-8
	3.57×10-4
	20
	34516631
	PHF20

	cg14086952
	-0.37 
	8.63×10-6
	2.09×10-2
	20
	35156428
	DLGAP4

	cg02396020
	-0.39 
	2.33×10-12
	6.35×10-8
	20
	44778076
	

	cg01029027
	-0.44 
	1.06×10-8
	7.42×10-5
	20
	48557688
	RNF114

	cg26364766
	-0.39 
	2.12×10-18
	2.60×10-13
	20
	48570238
	RNF114

	cg09740920
	0.25 
	3.89×10-6
	1.10×10-2
	20
	50123930
	NFATC2

	cg00382808
	0.34 
	9.32×10-6
	2.21×10-2
	20
	51156597
	

	cg17431446
	0.11 
	4.41×10-7
	1.76×10-3
	20
	58786338
	MIR646HG

	cg08015776
	-0.10 
	1.45×10-10
	2.13×10-6
	21
	27543229
	APP

	cg13108038
	0.78 
	1.42×10-27
	1.05×10-21
	21
	30607031
	LINC00189

	cg18574499
	0.25 
	1.32×10-8
	8.75×10-5
	21
	40669669
	BRWD1

	cg04477510
	0.52 
	6.78×10-6
	1.72×10-2
	21
	44582492
	

	cg10691742
	-0.30 
	8.27×10-12
	1.74×10-7
	21
	46570664
	ADARB1

	cg05281340
	-0.08 
	8.18×10-7
	3.01×10-3
	22
	24191802
	

	cg25903490
	0.26 
	1.96×10-8
	1.19×10-4
	22
	25477333
	KIAA1671

	cg04483623
	-0.21 
	1.58×10-5
	3.30×10-2
	22
	29949575
	THOC5

	cg04696109
	0.15 
	3.60×10-6
	1.03×10-2
	22
	36081855
	

	cg22632063
	0.19 
	1.18×10-6
	4.01×10-3
	22
	38696180
	CSNK1E

	cg06511098
	1.00 
	1.89×10-5
	3.79×10-2
	22
	48314866
	

	CD8+ T cells

	cg09599979
	0.39 
	4.00×10-15
	1.09×10-10
	1
	6660000
	KLHL21

	cg25369015
	-0.10 
	1.47×10-6
	4.64×10-3
	1
	9599256
	SLC25A33

	cg04969937
	0.31 
	1.76×10-5
	3.79×10-2
	1
	9883887
	CLSTN1

	cg15619966
	0.33 
	7.10×10-30
	1.05×10-24
	1
	9883889
	CLSTN1

	cg12621203
	-0.48 
	5.19×10-6
	1.37×10-2
	1
	23750509
	TCEA3

	cg21369695
	-0.62 
	6.15×10-7
	2.21×10-3
	1
	32120996
	COL16A1

	cg06772729
	0.58 
	1.58×10-8
	8.98×10-5
	1
	33835165
	PHC2

	cg03063365
	0.87 
	2.73×10-19
	1.26×10-14
	1
	36939085
	CSF3R

	cg23341459
	-0.39 
	1.69×10-6
	5.24×10-3
	1
	40204657
	PPIE

	cg06619906
	0.24 
	1.65×10-5
	3.65×10-2
	1
	47996107
	

	cg15738268
	-1.00 
	5.48×10-12
	5.68×10-8
	1
	61439110
	

	cg10881514
	0.71 
	5.75×10-45
	4.24×10-39
	1
	64239618
	ROR1

	cg23042676
	-1.00 
	1.55×10-31
	3.23×10-26
	1
	67855787
	IL12RB2

	cg02796548
	0.18 
	3.32×10-6
	9.27×10-3
	1
	92372096
	TGFBR3

	cg10096873
	0.81 
	2.04×10-10
	1.63×10-6
	1
	92546470
	BTBD8

	cg03293269
	0.32 
	1.74×10-5
	3.77×10-2
	1
	93286299
	

	cg13860179
	-0.24 
	2.88×10-6
	8.25×10-3
	1
	113153660
	ST7L

	cg21730450
	0.25 
	1.45×10-5
	3.24×10-2
	1
	116866482
	

	cg26212868
	-0.58 
	5.38×10-13
	8.04×10-9
	1
	118087436
	

	cg10827479
	0.73 
	2.39×10-7
	9.65×10-4
	1
	152061363
	TCHHL1

	cg08721840
	0.41 
	7.51×10-10
	5.27×10-6
	1
	155293541
	RUSC1

	cg07195452
	-0.24 
	2.04×10-6
	6.19×10-3
	1
	182109534
	

	cg13579034
	-0.49 
	8.24×10-8
	3.82×10-4
	1
	186510597
	

	cg16460669
	0.40 
	7.08×10-14
	1.54×10-9
	1
	199659497
	

	cg07692949
	0.25 
	2.53×10-7
	1.00×10-3
	1
	204425773
	PIK3C2B

	cg19667051
	-0.39 
	6.35×10-11
	5.63×10-7
	1
	207046933
	

	cg09261111
	-0.80 
	1.56×10-8
	8.94×10-5
	1
	229736278
	TAF5L

	cg11809582
	-0.51 
	1.24×10-13
	2.41×10-9
	1
	235291861
	SNORA14B

	cg03240747
	-1.00 
	1.75×10-31
	3.23×10-26
	2
	9668004
	ADAM17

	cg10927841
	0.12 
	8.80×10-14
	1.80×10-9
	2
	26407743
	FAM59B

	cg08182009
	0.46 
	2.50×10-12
	2.93×10-8
	2
	33329231
	LTBP1

	cg06281904
	-0.53 
	2.54×10-13
	4.16×10-9
	2
	37041582
	VIT

	cg11768422
	-0.84 
	3.77×10-7
	1.43×10-3
	2
	39552637
	MAP4K3

	cg19454294
	-0.59 
	2.09×10-6
	6.30×10-3
	2
	68466335
	PPP3R1

	cg15127613
	0.64 
	1.07×10-6
	3.49×10-3
	2
	75299705
	TACR1

	cg25535468
	0.42 
	8.02×10-6
	1.98×10-2
	2
	98986314
	CNGA3

	cg14595315
	0.31 
	1.18×10-5
	2.73×10-2
	2
	101609869
	NPAS2

	cg22865501
	0.45 
	6.21×10-8
	2.97×10-4
	2
	105321544
	

	cg23460843
	0.19 
	7.37×10-6
	1.84×10-2
	2
	127644075
	

	cg02265177
	0.44 
	2.46×10-6
	7.30×10-3
	2
	146882515
	

	cg08822497
	0.25 
	8.45×10-6
	2.07×10-2
	2
	158025305
	

	cg05569109
	0.07 
	1.03×10-5
	2.42×10-2
	2
	166650805
	GALNT3

	cg24217704
	0.37 
	2.08×10-9
	1.33×10-5
	2
	166650930
	GALNT3

	cg10830649
	0.34 
	6.31×10-11
	5.63×10-7
	2
	166650933
	GALNT3

	cg20146030
	0.23 
	2.50×10-6
	7.36×10-3
	2
	166650965
	GALNT3

	cg19648955
	0.24 
	8.53×10-6
	2.08×10-2
	2
	177134095
	MTX2

	cg21166445
	0.44 
	3.47×10-7
	1.34×10-3
	2
	181843895
	UBE2E3

	cg00372801
	-0.46 
	6.80×10-18
	2.95×10-13
	2
	191219050
	INPP1

	cg16652648
	0.26 
	8.71×10-16
	2.79×10-11
	2
	197791396
	PGAP1

	cg04865026
	-0.57 
	2.95×10-6
	8.40×10-3
	2
	201936505
	NDUFB3

	cg21084456
	0.28 
	9.96×10-7
	3.33×10-3
	2
	217674497
	

	cg20174636
	0.66 
	9.68×10-7
	3.27×10-3
	2
	220299900
	SPEG

	cg14616942
	-0.96 
	1.31×10-5
	2.98×10-2
	2
	220369237
	GMPPA

	cg23127249
	0.16 
	2.52×10-6
	7.38×10-3
	2
	232790974
	NPPC

	cg11491420
	-0.59 
	1.83×10-12
	2.25×10-8
	2
	242543287
	THAP4

	cg16512192
	0.74 
	1.26×10-7
	5.60×10-4
	3
	10805672
	LINC00606

	cg02690148
	0.64 
	1.39×10-7
	6.04×10-4
	3
	17375660
	TBC1D5

	cg25336332
	0.42 
	2.03×10-8
	1.11×10-4
	3
	24537309
	THRB

	cg16020689
	0.43 
	1.92×10-7
	7.99×10-4
	3
	35299732
	LOC101928135

	cg08986653
	-0.31 
	3.66×10-7
	1.40×10-3
	3
	40498475
	RPL14

	cg25831568
	0.45 
	1.71×10-5
	3.71×10-2
	3
	47843022
	DHX30

	cg10893140
	0.15 
	1.09×10-17
	4.46×10-13
	3
	49158297
	USP19

	cg07285807
	-0.75 
	3.38×10-15
	9.58×10-11
	3
	49235826
	CCDC36

	cg04216480
	0.30 
	1.53×10-10
	1.25×10-6
	3
	60587837
	FHIT

	cg15721436
	0.59 
	2.84×10-6
	8.17×10-3
	3
	84928932
	

	cg05148217
	-0.41 
	6.71×10-6
	1.69×10-2
	3
	108836878
	MORC1

	cg02797353
	-0.36 
	2.79×10-6
	8.07×10-3
	3
	119531385
	NR1I2

	cg17033827
	0.21 
	1.75×10-5
	3.77×10-2
	3
	121727373
	ILDR1

	cg14208151
	-0.43 
	9.31×10-8
	4.26×10-4
	3
	123476889
	MYLK

	cg06648971
	0.09 
	8.76×10-6
	2.12×10-2
	3
	125239030
	SNX4

	cg02080175
	-0.52 
	4.72×10-7
	1.75×10-3
	3
	128056483
	EEFSEC

	cg08958945
	-0.47 
	2.75×10-14
	6.54×10-10
	3
	133591690
	RAB6B

	cg11363648
	-0.41 
	1.81×10-7
	7.63×10-4
	3
	142374636
	PLS1

	cg27586272
	0.36 
	7.48×10-10
	5.27×10-6
	3
	148884929
	HPS3

	cg04766958
	-0.33 
	8.22×10-11
	7.04×10-7
	3
	150474306
	SIAH2

	cg17976545
	-0.38 
	1.28×10-8
	7.41×10-5
	3
	152278124
	

	cg02151273
	-0.50 
	7.06×10-7
	2.48×10-3
	3
	170019826
	PRKCI

	cg16653588
	0.29 
	6.75×10-6
	1.70×10-2
	3
	194298696
	

	cg04125205
	0.47 
	7.38×10-6
	1.84×10-2
	4
	649540
	PDE6B

	cg27301092
	0.27 
	3.39×10-9
	2.12×10-5
	4
	1352452
	KIAA1530

	cg17764992
	-0.60 
	1.15×10-6
	3.70×10-3
	4
	3853774
	

	cg03504160
	0.72 
	7.41×10-10
	5.27×10-6
	4
	6659194
	

	cg00598021
	0.77 
	1.33×10-5
	2.99×10-2
	4
	10113794
	WDR1

	cg00035889
	0.51 
	2.12×10-8
	1.15×10-4
	4
	38689910
	KLF3

	cg15522136
	-0.42 
	9.34×10-6
	2.24×10-2
	4
	42893968
	GRXCR1

	cg07520341
	-0.45 
	3.56×10-12
	3.97×10-8
	4
	54132843
	SCFD2

	cg11424561
	-0.55 
	1.26×10-8
	7.36×10-5
	4
	58042912
	IGFBP7-AS1

	cg10053430
	0.47 
	1.42×10-6
	4.51×10-3
	4
	83500062
	

	cg02886293
	-0.64 
	7.04×10-12
	7.21×10-8
	4
	111462716
	ENPEP

	cg11123177
	0.32 
	3.12×10-10
	2.44×10-6
	4
	122063045
	TNIP3

	cg11695370
	0.43 
	2.65×10-8
	1.37×10-4
	4
	160311361
	

	cg09029959
	-1.00 
	4.28×10-14
	9.55×10-10
	4
	163905924
	

	cg10163536
	0.61 
	9.91×10-6
	2.36×10-2
	4
	174845485
	

	cg13809671
	-0.49 
	6.98×10-7
	2.46×10-3
	5
	2369186
	

	cg24298788
	0.48 
	2.52×10-6
	7.38×10-3
	5
	36214561
	NADK2

	cg10556369
	0.25 
	1.94×10-7
	8.01×10-4
	5
	36619118
	SLC1A3

	cg23190340
	-0.49 
	9.09×10-6
	2.19×10-2
	5
	36665475
	SLC1A3

	cg15120413
	-0.59 
	2.34×10-5
	4.94×10-2
	5
	53753195
	

	cg05691871
	-0.45 
	1.26×10-5
	2.87×10-2
	5
	58535559
	PDE4D

	cg18058352
	0.36 
	2.80×10-7
	1.09×10-3
	5
	127675527
	FBN2

	cg24887267
	0.05 
	5.92×10-6
	1.54×10-2
	5
	131563504
	P4HA2

	cg14615362
	-0.51 
	1.53×10-9
	1.00×10-5
	5
	131973793
	RAD50

	cg17465930
	-0.34 
	3.92×10-8
	1.94×10-4
	5
	138630302
	MATR3

	cg08691836
	0.12 
	2.26×10-10
	1.79×10-6
	5
	150460750
	TNIP1

	cg23165500
	0.35 
	1.31×10-7
	5.78×10-4
	5
	152949095
	GRIA1

	cg22851670
	-0.43 
	1.45×10-9
	9.60×10-6
	5
	156531741
	HAVCR2

	cg01883164
	0.70 
	8.05×10-13
	1.12×10-8
	5
	167533108
	TENM2

	cg15926342
	0.24 
	1.80×10-5
	3.86×10-2
	5
	171881757
	SH3PXD2B

	cg12982374
	-0.59 
	2.89×10-8
	1.46×10-4
	5
	176523370
	FGFR4

	cg01169396
	-0.60 
	1.06×10-6
	3.49×10-3
	5
	179372900
	

	cg03730027
	0.49 
	5.47×10-13
	8.04×10-9
	5
	180041908
	FLT4

	cg16958184
	0.45 
	4.00×10-6
	1.09×10-2
	6
	2685592
	MYLK4

	cg12930304
	-0.68 
	4.40×10-13
	6.76×10-9
	6
	2818991
	

	cg21641834
	0.23 
	2.98×10-6
	8.46×10-3
	6
	5068684
	

	cg08571475
	0.76 
	1.50×10-9
	9.84×10-6
	6
	11494909
	

	cg20284834
	0.24 
	4.48×10-8
	2.19×10-4
	6
	15499615
	JARID2

	cg21305774
	-0.61 
	6.56×10-11
	5.75×10-7
	6
	17729087
	

	cg02565494
	-0.48 
	1.38×10-7
	6.04×10-4
	6
	25287859
	LRRC16A

	cg07191121
	-0.68 
	1.23×10-7
	5.48×10-4
	6
	28724650
	

	cg00609363
	-0.37 
	2.55×10-9
	1.62×10-5
	6
	30028955
	ZNRD1

	cg26905324
	-0.17 
	6.26×10-8
	2.98×10-4
	6
	31510332
	SNORD84

	cg16918667
	-0.32 
	8.21×10-6
	2.02×10-2
	6
	31827573
	NEU1

	cg03083146
	-0.54 
	1.30×10-10
	1.09×10-6
	6
	32781235
	HLA-DOB

	cg13347198
	-0.70 
	2.20×10-14
	5.39×10-10
	6
	32798198
	TAP2

	cg20102583
	-0.54 
	2.81×10-24
	2.02×10-19
	6
	44171055
	

	cg15347924
	0.52 
	1.53×10-5
	3.41×10-2
	6
	74073424
	C6orf221

	cg22011809
	-0.36 
	5.07×10-9
	3.09×10-5
	6
	105605934
	POPDC3

	cg12267800
	-0.42 
	2.37×10-7
	9.64×10-4
	6
	106240391
	

	cg12801619
	0.25 
	3.54×10-6
	9.74×10-3
	6
	108976918
	FOXO3

	cg01999537
	-0.27 
	1.64×10-6
	5.11×10-3
	6
	111176837
	AMD1

	cg17679781
	0.43 
	5.58×10-10
	4.11×10-6
	6
	114663223
	

	cg05051393
	-0.71 
	3.18×10-11
	3.12×10-7
	6
	119228846
	ASF1A

	cg09035093
	0.28 
	3.01×10-6
	8.49×10-3
	6
	132181821
	ENPP1

	cg24086611
	0.72 
	1.15×10-12
	1.52×10-8
	6
	136394121
	PDE7B

	cg12117518
	-0.47 
	5.52×10-8
	2.66×10-4
	6
	143234024
	HIVEP2

	cg12227626
	0.36 
	3.92×10-14
	9.03×10-10
	6
	151196753
	MTHFD1L

	cg21998840
	0.72 
	3.42×10-12
	3.88×10-8
	7
	2212030
	MAD1L1

	cg21229153
	0.60 
	1.13×10-5
	2.65×10-2
	7
	2518188
	

	cg21503490
	0.30 
	3.60×10-11
	3.49×10-7
	7
	6773787
	PMS2CL

	cg06327962
	0.13 
	2.45×10-13
	4.16×10-9
	7
	8009176
	GLCCI1

	cg11876022
	0.38 
	3.31×10-6
	9.27×10-3
	7
	19812479
	TMEM196

	cg21657955
	0.41 
	1.70×10-7
	7.27×10-4
	7
	19812578
	TMEM196

	cg25184481
	0.22 
	2.39×10-5
	4.99×10-2
	7
	19813001
	TMEM196

	cg09798023
	0.23 
	5.03×10-6
	1.34×10-2
	7
	27161624
	HOXA3

	cg15410169
	-1.00 
	1.35×10-14
	3.56×10-10
	7
	29518429
	CHN2

	cg09847222
	-0.39 
	1.86×10-6
	5.70×10-3
	7
	47348487
	TNS3

	cg18189615
	-0.66 
	2.01×10-13
	3.57×10-9
	7
	75386749
	

	cg07098123
	0.56 
	2.19×10-5
	4.63×10-2
	7
	91507250
	MTERF

	cg26724642
	-1.00 
	2.59×10-40
	9.53×10-35
	7
	97895513
	

	cg15703422
	0.36 
	2.67×10-8
	1.38×10-4
	7
	100176855
	LRCH4

	cg24193325
	0.58 
	2.92×10-8
	1.46×10-4
	7
	100184756
	LRCH4

	cg27084965
	0.20 
	4.12×10-6
	1.12×10-2
	7
	103871917
	

	cg27019749
	0.43 
	1.83×10-6
	5.64×10-3
	7
	112635781
	HRAT17

	cg14937748
	-0.50 
	1.62×10-8
	8.99×10-5
	7
	117578339
	

	cg13504856
	-0.68 
	3.86×10-12
	4.13×10-8
	7
	128956859
	AHCYL2

	cg07683330
	-0.57 
	7.30×10-14
	1.54×10-9
	7
	130125390
	MEST

	cg21963683
	-0.56 
	8.95×10-13
	1.22×10-8
	7
	139754071
	PARP12

	cg20419410
	0.24 
	1.72×10-29
	2.11×10-24
	7
	155089803
	INSIG1

	cg05470643
	-0.66 
	1.45×10-7
	6.26×10-4
	7
	155579830
	

	cg02694994
	-1.00 
	3.20×10-13
	5.11×10-9
	7
	157612661
	PTPRN2

	cg10414350
	0.31 
	6.39×10-6
	1.65×10-2
	8
	10210282
	MSRA

	cg21341889
	0.26 
	1.70×10-5
	3.71×10-2
	8
	17773367
	

	cg23523780
	0.25 
	5.19×10-8
	2.52×10-4
	8
	22972234
	TNFRSF10C

	cg12148515
	0.90 
	1.69×10-12
	2.15×10-8
	8
	41517301
	ANK1

	cg07085824
	-0.09 
	1.05×10-6
	3.47×10-3
	8
	42948105
	SGK196

	cg03214200
	-0.67 
	1.31×10-8
	7.55×10-5
	8
	65553669
	CYP7B1

	cg17680873
	-1.00 
	9.34×10-13
	1.25×10-8
	8
	81878186
	

	cg19333493
	-0.48 
	1.22×10-5
	2.80×10-2
	8
	97401115
	LOC102724804

	cg22516182
	-0.65 
	1.39×10-7
	6.04×10-4
	8
	102400152
	

	cg21128963
	0.53 
	1.50×10-5
	3.35×10-2
	8
	103307352
	UBR5

	cg27163126
	-0.38 
	3.49×10-6
	9.66×10-3
	8
	103953809
	AZIN1-AS1

	cg07229027
	-0.55 
	4.12×10-17
	1.60×10-12
	8
	124408743
	ATAD2

	cg15171273
	0.33 
	7.95×10-11
	6.89×10-7
	8
	131539725
	

	cg26217694
	0.52 
	5.18×10-6
	1.37×10-2
	8
	132532575
	

	cg15969189
	0.49 
	2.41×10-7
	9.65×10-4
	8
	134745691
	

	cg15463309
	-0.96 
	3.73×10-12
	4.04×10-8
	8
	141598157
	EIF2C2

	cg01744949
	-0.47 
	4.08×10-11
	3.90×10-7
	9
	2467204
	

	cg01853552
	-0.23 
	3.73×10-6
	1.02×10-2
	9
	78378884
	

	cg19282250
	0.44 
	8.75×10-8
	4.03×10-4
	9
	79328522
	PRUNE2

	cg13980266
	0.20 
	3.72×10-6
	1.02×10-2
	9
	97022269
	ZNF169

	cg06853088
	-0.47 
	1.03×10-8
	6.10×10-5
	9
	109040403
	

	cg15221416
	0.95 
	1.97×10-13
	3.57×10-9
	9
	125021726
	RBM18

	cg17618153
	0.97 
	2.35×10-26
	2.47×10-21
	9
	129874991
	ANGPTL2

	cg14583686
	-0.50 
	1.38×10-25
	1.27×10-20
	9
	130226589
	LRSAM1

	cg13429719
	0.40 
	1.07×10-5
	2.51×10-2
	9
	130327532
	FAM129B

	cg14165241
	0.17 
	2.40×10-6
	7.17×10-3
	9
	131315156
	SPTAN1

	cg13521319
	0.31 
	4.28×10-9
	2.65×10-5
	9
	133423844
	

	cg02746771
	-0.41 
	4.88×10-9
	3.00×10-5
	10
	527872
	DIP2C

	cg21389456
	0.56 
	6.76×10-8
	3.17×10-4
	10
	675937
	DIP2C

	cg02773337
	0.13 
	7.70×10-6
	1.92×10-2
	10
	3171970
	PFKP

	cg05686843
	-0.34 
	6.69×10-6
	1.69×10-2
	10
	6111408
	

	cg12377641
	0.36 
	9.99×10-6
	2.37×10-2
	10
	11868179
	C10orf47

	cg12629936
	-0.27 
	1.36×10-5
	3.05×10-2
	10
	12250941
	CDC123

	cg15882987
	-0.64 
	2.84×10-21
	1.39×10-16
	10
	16790575
	RSU1

	cg08581745
	0.23 
	4.40×10-7
	1.64×10-3
	10
	17050868
	CUBN

	cg14196028
	-0.55 
	1.23×10-13
	2.41×10-9
	10
	69523483
	

	cg13398715
	0.81 
	6.63×10-7
	2.36×10-3
	10
	72692264
	

	cg01390840
	0.39 
	1.51×10-11
	1.51×10-7
	10
	76067347
	ADK

	cg17960717
	0.76 
	4.15×10-8
	2.04×10-4
	10
	76569871
	

	cg06706894
	-0.57 
	5.92×10-7
	2.15×10-3
	10
	80167002
	

	cg01536438
	-0.61 
	3.09×10-23
	1.90×10-18
	10
	90712625
	ACTA2

	cg06093253
	-0.40 
	3.71×10-12
	4.04×10-8
	10
	100194230
	HPS1

	cg10756593
	0.62 
	9.30×10-9
	5.57×10-5
	10
	104591244
	CYP17A1

	cg11416669
	0.45 
	6.16×10-6
	1.59×10-2
	10
	120069000
	C10orf84

	cg16499947
	-0.49 
	4.71×10-11
	4.45×10-7
	10
	123329113
	FGFR2

	cg25239156
	0.66 
	1.94×10-5
	4.14×10-2
	10
	131566948
	

	cg18615506
	0.32 
	2.48×10-13
	4.16×10-9
	10
	134177612
	LRRC27

	cg11862565
	0.68 
	3.04×10-6
	8.54×10-3
	10
	134832196
	

	cg23152617
	0.29 
	3.54×10-6
	9.74×10-3
	10
	135104676
	TUBGCP2

	cg27010328
	-0.63 
	2.61×10-12
	3.00×10-8
	11
	238081
	PSMD13

	cg16674116
	0.43 
	1.06×10-7
	4.76×10-4
	11
	1319689
	TOLLIP

	cg06080571
	0.71 
	2.15×10-14
	5.39×10-10
	11
	2349807
	

	cg26344859
	0.83 
	4.47×10-6
	1.20×10-2
	11
	2584629
	KCNQ1

	cg00055860
	0.41 
	1.35×10-9
	9.15×10-6
	11
	5951424
	

	cg01494614
	-0.69 
	3.93×10-12
	4.14×10-8
	11
	10562837
	RNF141

	cg03544918
	-0.16 
	2.35×10-7
	9.63×10-4
	11
	14913944
	CYP2R1

	cg16544887
	-0.14 
	8.82×10-7
	3.01×10-3
	11
	14913979
	CYP2R1

	cg00455178
	-0.18 
	1.25×10-11
	1.26×10-7
	11
	14913981
	CYP2R1

	cg11980188
	-0.18 
	3.38×10-10
	2.60×10-6
	11
	14914012
	CYP2R1

	cg07530325
	0.57 
	6.66×10-6
	1.69×10-2
	11
	17444992
	ABCC8

	cg14578028
	-0.45 
	1.86×10-7
	7.78×10-4
	11
	33796289
	FBXO3

	cg05079837
	0.30 
	5.94×10-7
	2.15×10-3
	11
	45889072
	CRY2

	cg11558328
	0.29 
	9.31×10-6
	2.24×10-2
	11
	46722331
	ARHGAP1

	cg22189307
	0.13 
	1.08×10-6
	3.50×10-3
	11
	61061699
	VWCE

	cg09098150
	0.27 
	6.80×10-7
	2.41×10-3
	11
	61216180
	

	cg05721771
	0.27 
	1.60×10-6
	5.00×10-3
	11
	76910708
	MYO7A

	cg08402652
	0.31 
	7.67×10-7
	2.65×10-3
	11
	94501461
	AMOTL1

	cg13186466
	-0.56 
	6.68×10-6
	1.69×10-2
	11
	111957596
	TIMM8B

	cg13485335
	0.60 
	2.84×10-8
	1.44×10-4
	11
	120161548
	POU2F3

	cg02921249
	-0.23 
	1.24×10-5
	2.84×10-2
	11
	125483986
	STT3A

	cg18578939
	-0.39 
	5.11×10-11
	4.77×10-7
	12
	2919557
	

	cg04636406
	0.25 
	1.50×10-12
	1.94×10-8
	12
	6993009
	RPL13P5

	cg10201141
	0.62 
	3.35×10-6
	9.32×10-3
	12
	7032793
	ENO2

	cg14437324
	0.47 
	2.29×10-12
	2.77×10-8
	12
	31812558
	C12orf72

	cg05705035
	0.55 
	1.37×10-13
	2.59×10-9
	12
	31812580
	C12orf72

	cg17849509
	-0.47 
	1.61×10-5
	3.57×10-2
	12
	59151977
	

	cg27615095
	0.39 
	2.01×10-5
	4.28×10-2
	12
	63049980
	PPM1H

	cg05136471
	0.32 
	2.41×10-7
	9.65×10-4
	12
	94577837
	PLXNC1

	cg18907202
	0.27 
	1.66×10-5
	3.66×10-2
	12
	94853658
	CCDC41

	cg22874494
	-0.51 
	2.67×10-9
	1.68×10-5
	12
	105381266
	C12orf45

	cg14079445
	-0.63 
	8.53×10-23
	4.84×10-18
	12
	111493997
	CUX2

	cg11771936
	0.37 
	4.62×10-6
	1.24×10-2
	12
	120602003
	GCN1

	cg04150382
	0.39 
	2.54×10-8
	1.34×10-4
	12
	121533801
	

	cg15244603
	0.33 
	6.93×10-9
	4.19×10-5
	12
	125607520
	AACS

	cg26977086
	-0.69 
	7.72×10-8
	3.60×10-4
	12
	132329805
	MMP17

	cg10788674
	-0.12 
	2.36×10-15
	6.96×10-11
	12
	133214645
	POLE

	cg00666749
	0.55 
	5.04×10-6
	1.34×10-2
	13
	21637118
	LATS2

	cg25745379
	-0.15 
	9.67×10-7
	3.27×10-3
	13
	27333481
	GPR12

	cg10362742
	0.30 
	5.39×10-6
	1.41×10-2
	13
	31736223
	HSPH1

	cg03795663
	-0.20 
	1.52×10-5
	3.39×10-2
	13
	42188218
	VWA8

	cg25348433
	0.27 
	1.61×10-8
	8.99×10-5
	13
	78519244
	EDNRB

	cg15858426
	-0.29 
	2.63×10-6
	7.66×10-3
	13
	95252369
	

	cg10769343
	-0.29 
	1.97×10-6
	6.01×10-3
	14
	24617188
	PSME2

	cg17864209
	0.37 
	4.32×10-7
	1.62×10-3
	14
	35805102
	

	cg06243610
	0.30 
	3.47×10-8
	1.73×10-4
	14
	52373839
	GNG2

	cg08606441
	-0.57 
	1.06×10-9
	7.36×10-6
	14
	55142748
	SAMD4A

	cg00100184
	-0.38 
	1.82×10-12
	2.25×10-8
	14
	56014589
	

	cg24057218
	-0.42 
	2.42×10-7
	9.65×10-4
	14
	68660680
	RAD51L1

	cg02192794
	0.31 
	2.47×10-6
	7.31×10-3
	14
	73409967
	DCAF4

	cg14519717
	0.35 
	2.77×10-8
	1.42×10-4
	14
	90744790
	C14orf102

	cg24547356
	0.04 
	2.36×10-5
	4.96×10-2
	14
	103995608
	TRMT61A

	cg26995364
	-0.71 
	5.75×10-13
	8.15×10-9
	15
	29336425
	APBA2

	cg18157976
	0.30 
	1.04×10-6
	3.44×10-3
	15
	33166054
	FMN1

	cg24245086
	0.79 
	4.98×10-10
	3.74×10-6
	15
	44164534
	FRMD5

	cg22134372
	-0.40 
	9.20×10-17
	3.39×10-12
	15
	52455211
	GNB5

	cg09293769
	-0.56 
	2.75×10-7
	1.08×10-3
	15
	52728704
	MYO5A

	cg07503408
	-0.48 
	1.06×10-8
	6.27×10-5
	15
	59496592
	MYO1E

	cg10476347
	-0.54 
	1.18×10-6
	3.80×10-3
	15
	64676664
	

	cg12329286
	0.52 
	2.62×10-8
	1.37×10-4
	15
	66024890
	DENND4A

	cg15100456
	-0.28 
	1.60×10-8
	8.98×10-5
	15
	68809904
	

	cg27514624
	-0.33 
	4.95×10-7
	1.82×10-3
	15
	69706456
	KIF23

	cg03841750
	-1.00 
	2.83×10-16
	9.66×10-12
	15
	70244882
	

	cg11637053
	0.23 
	3.01×10-7
	1.17×10-3
	15
	78432103
	

	cg20788083
	0.29 
	1.94×10-6
	5.92×10-3
	15
	91566802
	VPS33B

	cg06831439
	0.21 
	1.17×10-5
	2.71×10-2
	15
	92509585
	SLCO3A1

	cg16336121
	-0.30 
	6.09×10-6
	1.58×10-2
	15
	93469019
	CHD2

	cg24524702
	0.28 
	1.82×10-8
	1.00×10-4
	15
	100109440
	MEF2A

	cg27040115
	-0.47 
	3.95×10-7
	1.49×10-3
	15
	101168559
	ASB7

	cg13469949
	-0.54 
	6.67×10-8
	3.15×10-4
	16
	556212
	RAB11FIP3

	cg14939446
	-0.27 
	7.24×10-10
	5.23×10-6
	16
	2571015
	AMDHD2

	cg16468174
	-0.57 
	1.67×10-5
	3.66×10-2
	16
	3177234
	

	cg00655143
	0.45 
	5.39×10-11
	4.96×10-7
	16
	3985958
	

	cg02196379
	0.27 
	1.32×10-5
	2.99×10-2
	16
	16215875
	ABCC1

	cg20438949
	-0.12 
	1.02×10-5
	2.42×10-2
	16
	28834126
	ATXN2L

	cg00570642
	0.27 
	1.71×10-5
	3.71×10-2
	16
	30022576
	DOC2A

	cg00131272
	-0.51 
	1.07×10-24
	8.78×10-20
	16
	46957465
	GPT2

	cg20397142
	0.26 
	5.62×10-7
	2.05×10-3
	16
	57494926
	COQ9

	cg16053428
	0.20 
	5.02×10-6
	1.34×10-2
	16
	83990544
	OSGIN1

	cg10274403
	0.27 
	1.80×10-5
	3.86×10-2
	16
	84178812
	LRRC50

	cg16791721
	0.13 
	1.16×10-5
	2.68×10-2
	17
	259991
	C17orf97

	cg20197989
	0.39 
	2.39×10-12
	2.84×10-8
	17
	260058
	C17orf97

	cg19214977
	-0.48 
	9.91×10-6
	2.36×10-2
	17
	2777960
	RAP1GAP2

	cg11295144
	0.40 
	1.49×10-10
	1.24×10-6
	17
	33447001
	RAD51L3

	cg15487375
	0.31 
	1.60×10-6
	5.00×10-3
	17
	38105237
	

	cg02859521
	0.32 
	5.66×10-10
	4.13×10-6
	17
	43332672
	MAP3K14-AS1

	cg24142633
	0.34 
	7.29×10-7
	2.55×10-3
	17
	54893277
	C17orf67

	cg16901896
	-0.75 
	7.72×10-6
	1.92×10-2
	17
	59914735
	BRIP1

	cg11988568
	0.26 
	2.13×10-5
	4.52×10-2
	17
	78518917
	RPTOR

	cg22882093
	0.33 
	2.71×10-6
	7.86×10-3
	17
	80158055
	CCDC57

	cg12306367
	0.23 
	2.28×10-6
	6.85×10-3
	18
	19777305
	GATA6

	cg19900989
	-0.36 
	5.30×10-7
	1.94×10-3
	18
	42321831
	SETBP1

	cg04870412
	-0.28 
	3.74×10-7
	1.43×10-3
	18
	54655403
	WDR7

	cg26635170
	-0.25 
	2.33×10-6
	6.97×10-3
	18
	55907926
	NEDD4L

	cg14887576
	-0.90 
	1.19×10-9
	8.22×10-6
	18
	59058725
	

	cg05535853
	0.39 
	3.14×10-10
	2.44×10-6
	18
	74781719
	MBP

	cg06168021
	0.46 
	2.15×10-8
	1.15×10-4
	18
	75399320
	

	cg01794046
	-0.36 
	1.15×10-5
	2.67×10-2
	19
	578648
	BSG

	cg03437204
	0.22 
	9.99×10-7
	3.33×10-3
	19
	1401372
	GAMT

	cg04742763
	-0.63 
	6.20×10-11
	5.63×10-7
	19
	13364862
	CACNA1A

	cg20276511
	0.08 
	9.79×10-8
	4.43×10-4
	19
	15543527
	WIZ

	cg10819847
	0.18 
	6.63×10-6
	1.69×10-2
	19
	16435375
	KLF2

	cg18025793
	0.44 
	1.99×10-9
	1.29×10-5
	19
	17097121
	CPAMD8

	cg19788600
	0.17 
	9.47×10-6
	2.27×10-2
	19
	21688828
	ZNF429

	cg02478247
	0.61 
	8.73×10-7
	2.99×10-3
	19
	23941207
	ZNF681

	cg10105623
	-0.47 
	3.02×10-24
	2.02×10-19
	19
	34893958
	PDCD2L

	cg17126929
	-0.55 
	5.56×10-13
	8.04×10-9
	19
	38781995
	SPINT2

	cg23026246
	-0.23 
	2.72×10-7
	1.07×10-3
	19
	41029387
	SPTBN4

	cg26020365
	-0.36 
	2.21×10-8
	1.17×10-4
	19
	44932260
	ZNF229

	cg13566596
	-1.00 
	8.90×10-22
	4.68×10-17
	19
	45033572
	CEACAM20

	cg24021890
	0.20 
	2.20×10-15
	6.75×10-11
	19
	52552120
	ZNF432

	cg14944575
	0.22 
	5.38×10-10
	4.00×10-6
	19
	52552197
	ZNF432

	cg13584718
	0.22 
	1.84×10-10
	1.49×10-6
	19
	52552383
	ZNF432

	cg02729352
	0.12 
	8.00×10-6
	1.98×10-2
	19
	52552443
	ZNF432

	cg11919525
	0.17 
	2.21×10-7
	9.11×10-4
	19
	52552461
	ZNF432

	cg00289084
	0.52 
	1.37×10-9
	9.20×10-6
	20
	3828030
	MAVS

	cg13989964
	0.30 
	1.22×10-6
	3.91×10-3
	20
	10595286
	SLX4IP

	cg17579287
	-1.00 
	5.34×10-6
	1.40×10-2
	20
	23326847
	

	cg16326902
	-0.54 
	1.72×10-7
	7.31×10-4
	20
	49253364
	FAM65C

	cg02712555
	0.09 
	1.54×10-6
	4.85×10-3
	20
	52790733
	CYP24A1

	cg09124152
	-0.38 
	9.78×10-7
	3.29×10-3
	21
	16230738
	

	cg01158367
	-0.57 
	4.10×10-10
	3.12×10-6
	21
	30258251
	N6AMT1

	cg06561442
	-0.36 
	1.21×10-9
	8.28×10-6
	21
	31125799
	GRIK1-AS1

	cg06253164
	-0.27 
	1.30×10-5
	2.96×10-2
	21
	33346276
	HUNK

	cg02292859
	0.48 
	7.65×10-7
	2.65×10-3
	21
	34924526
	SON

	cg18574499
	0.26 
	6.63×10-7
	2.36×10-3
	21
	40669669
	BRWD1

	cg12231697
	0.38 
	4.39×10-6
	1.18×10-2
	21
	47666788
	MCM3AP

	cg14740204
	0.18 
	2.15×10-8
	1.15×10-4
	22
	24236549
	MIF

	cg25903490
	0.40 
	2.03×10-13
	3.57×10-9
	22
	25477333
	KIAA1671

	cg08202043
	0.25 
	6.47×10-6
	1.66×10-2
	22
	26990180
	

	cg16160151
	0.25 
	1.81×10-7
	7.63×10-4
	22
	36663868
	

	cg23106733
	-0.64 
	2.88×10-16
	9.66×10-12
	22
	38325762
	MICALL1

	cg03707464
	-1.00 
	3.26×10-13
	5.11×10-9
	22
	43842664
	MPPED1

	cg08762150
	0.25 
	4.62×10-7
	1.72×10-3
	22
	44644994
	KIAA1644

	cg27528247
	0.58 
	1.27×10-6
	4.07×10-3
	22
	51045178
	MAPK8IP2


Chr: chromosome; CpG: cytosine-phosphate-guanine dinucleotide; FDR: false discovery rate.
aMethylation levels of gout-methylation levels of non-gout in various cell lineages after adjusting for age, sex, alcohol drinking, smoking status, smoking history (total pack-years) and cell fractions with CellDMC.
bPositions of the CpG sites in hg19.
cGene names provided in EPIC array. For CpG probes located in intergenic region, no corresponding gene names are provided in EPIC array.



Supplementary Table 3. Failed monocyte-specific methylation sites which regulates interleukin-1β (IL-1β).
	CpG site
	Δβa
	P
	FDR
	Chr
	Positionb
	Gene (Alias)
	Genomic features
	CpG features
	Referencesc

	Increases/decreases interleukin-1β (IL-1β) in monocyte/macrophage lineage cells

	cg18886702
	-0.68 
	8.48×10-11
	1.20×10-6
	1
	67658441
	IL23R
	Body
	open sea
	 IL-1β [1]

	cg00091098
	0.52 
	1.06×10-7
	6.32×10-4
	3
	71100993
	FOXP1
	Body
	open sea
	 IL-1β [2]

	cg14326053
	-0.75 
	1.50×10-8
	1.18×10-4
	20
	371146
	TRIB3(TRB3) [3]
	Body
	open sea
	 IL-1β [Figure 4B of 4]

	cg10027934
	-0.94 
	1.27×10-7
	7.31×10-4
	22
	39799092
	MAP3K7IP1(TAB1) [5]
	Body
	shelf
	 IL-1β [Figure 4B of 6]

	Increases IL-1β and expressed in monocyte/macrophage lineage cells

	cg22408430
	-0.93 
	4.66×10-8
	3.18×10-4
	11
	63883266
	MACROD1(LRP16) [7]
	Body
	shore
	 IL-1β [Figure 3-4 of 7, Supplementary Table 1 of 8]

	cg13204333
	-1.00 
	5.13×10-8
	3.47×10-4
	18
	58041198
	MC4R
	TSS1500
	open sea
	 IL-1β [Fiugure 3 of 9, 10]


Chr: chromosome; CpG: cytosine-phosphate-guanine dinucleotide; FDR: false discovery rate.
aMethylation levels of gout-methylation levels of non-gout in monocytes after adjusting for age, sex, alcohol drinking, smoking status, smoking history (total pack-years) and cell fractions with CellDMC.
bPositions of the CpG sites in hg19.
cReferences about genes in relationship to IL-1β production and supporting its expression in monocyte/macrophage lineage cells.
Reference
1. Sun R, Hedl M, Abraham C. IL23 induces IL23R recycling and amplifies innate receptor-induced signalling and cytokines in human macrophages, and the IBD-protective IL23R R381Q variant modulates these outcomes. Gut. 2020; 69:264-73. 
2. Shi C, Sakuma M, Mooroka T, Liscoe A, Gao H, Croce KJ, Sharma A, Kaplan D, Greaves DR, Wang Y, Simon DI. Down-regulation of the forkhead transcription factor Foxp1 is required for monocyte differentiation and macrophage function. Blood. 2008; 112:4699-711.
3. Tsai DH, Chung CH, Lee KT. Antrodia cinnamomea induces autophagic cell death via the CHOP/TRB3/Akt/mTOR pathway in colorectal cancer cells. Sci Rep. 2018; 8:17424.
4. Steverson D, Tian L, Fu Y, Zhang W, Ma E, Garvey WT. Tribbles Homolog 3 Promotes Foam Cell Formation Associated with Decreased Proinflammatory Cytokine Production in Macrophages: Evidence for Reciprocal Regulation of Cholesterol Uptake and Inflammation. Metab Syndr Relat Disord. 2016; 14:7-15.
5. Bollino D, Colunga A, Li B, Aurelian L. ΔPK oncolytic activity includes modulation of the tumour cell milieu. J Gen Virol. 2016; 97:496-508.
6. Chen H, Liu Y, Li D, Song J, Xia M. PGC-1β suppresses saturated fatty acid-induced macrophage inflammation by inhibiting TAK1 activation. IUBMB Life. 2016; 68:145-55. 
7. Zang L, Hong Q, Yang G, Gu W, Wang A, Dou J, Mu Y, Wu D, Lyu Z. MACROD1/LRP16 Enhances LPS-Stimulated Inflammatory Responses by Up-Regulating a Rac1-Dependent Pathway in Adipocytes. Cell Physiol Biochem. 2018; 51:2591-603.
8. Johnston JM, Angyal A, Bauer RC, Hamby S, Suvarna SK, Baidžajevas K, Hegedus Z, Dear TN, Turner M, Wilson HL, Goodall AH, Rader DJ, Shoulders CC, et al. Myeloid Tribbles 1 induces early atherosclerosis via enhanced foam cell expansion. Sci Adv. 2019; 5:eaax9183. 
9. Zhao Y, Xin Y, Chu H. MC4R Is Involved in Neuropathic Pain by Regulating JNK Signaling Pathway After Chronic Constriction Injury. Front Neurosci. 2019; 13:919. 
10. Carniglia L, Durand D, Caruso C, Lasaga M. Effect of NDP-α-MSH on PPAR-γ and -β expression and anti-inflammatory cytokine release in rat astrocytes and microglia. PLoS One. 2013; 8:e57313.




















	Supplementary Table 4. Monocyte-specific methylation sites located in genes not regulating interleukin-1β (IL-1β).

	CpG site
	Δβa
	P
	FDR
	Chr
	Positionb
	Gene (Alias)
	Genomic features
	CpG features
	Biologic functions

	cg15158067
	-1.00 
	1.24×10-6
	4.89×10-3
	1
	1536396
	C1orf233
	TSS1500
	shore
	unknown

	cg01718853
	0.51 
	1.54×10-5
	4.02×10-2
	1
	27157161
	ZDHHC18
	Body
	shelf
	regulates proneural-to-mesenchymal transition and associated with schizophrenia [1-2]

	cg03789579
	-1.00 
	1.35×10-9
	1.40×10-5
	1
	32670241
	IQCC
	TSS1500
	shore
	associated with breast cancer [3]

	cg13559233
	-1.00 
	8.38×10-6
	2.42×10-2
	1
	82269258
	LPHN2 (ADGRL2) [4]
	5'UTR
	shore
	implicated in neurodevelopment [4-6], cocaine use [7], lung function [8], oral submucous fibrosis [9], cleft lip and/or cleft palate [10], cancer chemoresistance [11], subcutaneous fat thickness [12], learning [13], and disease severity [14]

	cg05638359
	1.00 
	8.51×10-8
	5.27×10-4
	1
	190444387
	FAM5C (BRINP3) [15]
	5'UTR
	open sea
	modulates cell proliferation, migration, invasion [16] and differentiation [17], regulates norepinephrine [18], cardiovascular development and disease [15,19-20], cancer survival [21] and implicated in aggressive periodontitis [22] and fracture non-union [23]

	cg03945122
	1.00 
	7.40×10-10
	8.02×10-6
	1
	207840521
	CR1L
	Body
	shelf
	unknown

	cg26461510
	-0.79 
	2.09×10-7
	1.05×10-3
	1
	248569107
	OR2T1
	TSS200
	open sea
	unknown

	cg03275949
	1.00 
	3.17×10-11
	4.94×10-7
	2
	28113605
	BRE-AS1
	Body
	island
	regulates cell proliferation and apoptosis [24-25]

	cg07083023
	-0.97 
	1.23×10-5
	3.31×10-2
	2
	51254981
	NRXN1
	Body
	island
	implicated in various aspects of neurodevelopment [26-32] and numerous neuropsychiatric disorders [33-48], smoking addiction [49], psychiatric disorder treatment response [50-51], astigmatism [52], neoplasm [53-54], physical trait [55] and serum coenzyme Q10 levels [56]

	cg19824059
	-1.00 
	4.53×10-8
	3.12×10-4
	2
	51255324
	NRXN1
	Body
	island
	

	cg08797047
	-0.88 
	1.12×10-5
	3.09×10-2
	2
	144359042
	ARHGAP15
	Body
	open sea
	regulates Rac/GTPase signaling [57-61], participates in neurogenesis [62], cell proliferation/apoptosis/migration/invasion [63-68] and diverticulum [69]

	cg02993437
	1.00 
	7.88×10-6
	2.29×10-2
	2
	172937981
	METAP1D
	Body
	open sea
	implicated in menopause and terminal duct lobular unit involution in normal breast [70]

	cg01080600
	-0.80 
	1.01×10-6
	4.14×10-3
	2
	236443773
	AGAP1 (GGAP1, CENTG2) [71-72]
	Body
	shore
	controls cytoskeleton, protein trafficking, mitogen-activated protein kinase signaling pathway [73-75], modulates neuritogenesis [76], synapse transmission [77], involved in schizophrenia [72], autism [78] and cerebral palsy [79]

	cg04258358
	0.69 
	3.95×10-6
	1.29×10-2
	4
	728867
	PCGF3
	Body
	shore
	influences transcription at neuronal differentiation [80] and participates in X chromosome inactivation [81]

	cg22517735
	0.30 
	1.65×10-7
	8.92×10-4
	4
	174451954
	NBLA00301 (HAND2-AS1) [82]
	Body
	island
	acts as a tumor suppressor [82]

	cg19459207
	1.00 
	1.30×10-5
	3.46×10-2
	5
	49737773
	EMB (Embigin) [83]
	TSS1500
	shore
	enhances cell-substratum adhesion [84], sprouting of nerve terminal [85], regulates cell quiescence/apoptosis/proliferation/migration/invasion [83,86-88]

	cg19868864
	1.00 
	3.77×10-6
	1.24×10-2
	5
	162901371
	HMMR (RHAMM, CD168) [89]
	Body
	open sea
	regulates Akt phosphorylation [90], genome stability [91], matrix binding [92], cell differentiation [93], adhesion [94], polarization [95], motility [96-98], epithelial-mesenchymal transition [99], implicated in fibrosis [100-101], mineralization [102], fertility [103], nervous system and mammary gland development [104-106], adipogenesis [107], tumorigenesis [89,108-117], drug sensitivity [118] and chemotherapy-induced neutropenia [119]

	cg26993940
	0.70 
	1.39×10-6
	5.32×10-3
	5
	177892758
	COL23A1
	Body
	open sea
	involved in oncogenesis [120], increased in dermal fibroblast of systemic sclerosis [121] and associated with facial shape [122] and body weight change [123]

	cg07235456
	0.70 
	2.76×10-7
	1.32×10-3
	6
	31935499
	SKIV2L (SKI2W) [124]
	Body
	open sea
	an RNA helicase limiting RIG-I-like receptors activation [125-126], associated with autoimmune disorder [127-129], trichohepatoenteric syndrome [130], severe infantile cholestatic disease [131], age-related macular degeneration [132] and polypoidal choroidal vasculopathy [133]

	cg24070123
	1.00 
	8.42×10-9
	7.05×10-5
	6
	34665156
	C6orf106
	TSS1500
	shore
	suppresses innate antiviral response [134], accelerates cancer proliferation/invasion [135] and associated with body mass index [136]

	cg27478167
	0.49 
	1.58×10-5
	4.10×10-2
	7
	817139
	HEATR2
	Body
	shelf
	involved in ciliogenesis and primary ciliary dyskinesia [137-138]

	cg05096788
	-0.71 
	1.34×10-7
	7.59×10-4
	7
	128444910
	CCDC136 (NAG6) [139]
	Body
	open sea
	involved in reading performance [139] and fertilization [140]

	cg11768833
	-1.00 
	5.91×10-10
	6.70×10-6
	9
	13140958
	MPDZ (MUPP1) [141]
	Body
	open sea
	promotes Gi coupling to receptor [142], controls ion transport [143], cell exocytosis [144], cell polarity complex expression [145], cell transformation [146], cell junction [147], involved in neuron signaling [141, 148], central nervous system hyperexcitability [149], neurodevelopment [150-151], intellectual disability [152], neuropsychiatric illness [Supplementary Table 2 of 153], opioid tolerance and opioid-induced hyperalgesia [154], alcoholism and alcohol withdrawal [155-156], pain sensation [157], congenital hereditary endothelial dystrophy/ endothelial corneal dystrophy [158], keratoconus [159], angiogenesis [160], malignancy [161]

	cg09762316
	-1.00 
	1.04×10-5
	2.93×10-2
	9
	72658354
	MAMDC2
	TSS200
	shore
	increased in atherosclerosis [162], involved in mental retardation and intellectual disability [163-164]

	cg00748492
	-1.00 
	6.91×10-9
	5.92×10-5
	10
	22216446
	DNAJC1 (MTJ1, HTJ1, ERj1) [165-166]
	Body
	open sea
	participates in protein folding and trafficking, apoptosis, immune regulation [165], metabolism [167], endothelial cell function [168] and associated with asthma, body mass index and subcutaneous fat [169-171]

	cg25692425
	-0.56 
	1.51×10-5
	3.94×10-2
	10
	61721716
	C10orf40
	TSS1500
	open sea
	unknown

	cg08234376
	0.71 
	1.42×10-6
	5.38×10-3
	10
	70100076
	HNRNPH3
	Body
	open sea
	associated with lymphoma survival [172]

	cg19411943
	0.69 
	2.21×10-7
	1.09×10-3
	10
	75306538
	USP54
	Body
	open sea
	promotes cancer metastasis [173]

	cg19469189
	-0.56 
	1.07×10-7
	6.34×10-4
	11
	128781035
	KCNJ5 (GIRK4) [174]
	5'UTR
	open sea
	stimulates aldosterone production [175] and associated with primary aldosteronism/aldosterone-producing adenomas [176], electrophysiological properties of heart [177] and various arrhythmia [178-181], metabolic syndrome [182], obesity [183] and fertility [184]

	cg18961101
	-0.62 
	9.33×10-6
	2.68×10-2
	12
	4923116
	KCNA6 (Kv1.6, IK(DR)) [185-186]
	3'UTR
	shelf
	modulates cell proliferation and migration [187-188] and food intake [189]

	cg19532939
	-0.91 
	1.83×10-5
	4.64×10-2
	12
	14996525
	ART4 (Rod1) [190]
	TSS200
	open sea
	regulates hexose transporter trafficking [190]

	cg02325300
	0.72 
	3.64×10-13
	9.95×10-9
	12
	16758836
	LMO3
	5'UTR
	open sea
	involved in neuron development [191], hydrocephalus [192], anxiety, depression, long-term potentiation [193-194], behavioral responses to ethanol [195], adipocyte differentiation and adipogenesis [196-197] and various aspects of oncogenesis [198-202]

	cg25983594
	-0.68 
	6.64×10-6
	1.99×10-2
	13
	113650922
	MCF2L (Dbs, Ost) [203-204]
	Body
	shore
	regulates receptor endocytosis [205], synapse formation [206], NF-kB activation [207], cell senescence [204], proliferation [208-209] and migration [210-211], implicated in cancer [212], atherosclerosis [213] and osteoarthritis [203]

	cg07445547
	0.59 
	1.86×10-6
	6.71×10-3
	14
	101193006
	DLK1 (Pref1) [214]
	TSS200
	island
	interferes with NOTCH1 signaling [215], affects adipocyte browning and adipogenesis [216-217], obesity, metabolic adaptations, nutrient metabolism [218-220], hormone secretion [221-222], hematopoiesis [223-224], cell proliferation/differentiation/apoptosis [225-226], angiogenesis, motility, invasion and epithelial-mesenchymal transition [227]

	cg22241833
	-0.47 
	1.15×10-6
	4.63×10-3
	15
	25415399
	SNORD115-1
	TSS1500
	open sea
	unknown

	cg11169286
	0.17 
	6.66×10-6
	1.99×10-2
	16
	686434
	C16orf13
	TSS200
	island
	unknown

	cg05438708
	-0.50 
	5.84×10-6
	1.81×10-2
	16
	81520178
	CMIP
	Body
	open sea
	affects cell signaling and cytoskeleton [228-230] and associated with podocyte damage, glomerular diseases and nephrotic syndrome [231-234], oncogenesis [235-236], cholesterol efflux capacity and lipolysis [237-238], adiponectin level, physical traits and diabetes [239-240], language, reading, hearing function [241-243] and autism spectrum disorder [244]

	cg11367590
	0.98 
	2.92×10-7
	1.39×10-3
	17
	17226082
	NT5M
	Body
	open sea
	unknown

	cg05464572
	0.79 
	4.48×10-7
	2.01×10-3
	17
	72694068
	RAB37
	Body
	open sea
	participates in exocytosis and cellular secretion [245-248], autophagy [249], cell proliferation, migration, invasion, angiogenesis, metastasis, epithelial-mesenchymal transition [250-255]

	cg14165663
	1.00 
	1.80×10-5
	4.58×10-2
	17
	74070269
	GALR2
	TSS1500
	shore
	activates MAPK [256] and decreases fibrosis [257], involved in neurogenesis [258-260], long-term potentiation, anxiety, analgesia, allodynia, morphine conditioned place preference, alcohol consumption and multiple sclerosis [261-268] and participates in insulin resistance/glucose metabolism/lipolysis [269-271], bowel movement/bile acid synthesis [272-273], cellular apoptosis/proliferation/invasion/angiogenesis [274-278]

	cg26351916
	0.99 
	8.47×10-8
	5.27×10-4
	17
	78084228
	GAA(acid-α-glucosidase) [279]
	Body
	shore
	associated with coronary artery disease and glycogen storage disease [280-281]

	cg04810466
	-1.00 
	9.68×10-7
	4.01×10-3
	19
	30914969
	ZNF536
	5'UTR
	open sea
	regulates neuron differentiation and brain development [282-283], associated with bipolar disorder with comorbid binge eating history [284], antidepressant response [285] and liposarcoma [286] 

	cg05532013
	0.60 
	1.86×10-7
	9.63×10-4
	22
	23650781
	BCR
	Body
	open sea
	activates extracellular signal-regulated kinase and transactivation domain of RelA/p65 [287-288], modulates respiratory burst [289], cellular differentiation, proliferation and angiogenesis [290-293], synapse formation and neural development [294-298], involved in memory, bipolar disorder and subsequent treatment response [299-301]

	Chr: chromosome; CpG: cytosine-phosphate-guanine dinucleotide; FDR: false discovery rate.

	aMethylation levels of gout-methylation levels of non-gout in monocytes after adjusting for age, sex, alcohol drinking, smoking status, smoking history (total pack-years) and cell fractions with CellDMC.

	bPositions of the CpG sites in hg19.

	cGene names and their alias.
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Supplementary Table 5. Associations of monocyte-specific methylation sites with metabolic traits and hyperuricemia.
	
	PLDL
	PTG
	PHbA1c
	Specific to gout

	Surviving monocyte-specific methylation sites regulating which regulates interleukin-1β

	cg22626579
	7.97×10-1
	2.99×10-1
	4.96×10-1
	Y

	cg10314750
	7.35×10-2
	2.71×10-1
	9.07×10-1
	Y

	cg03795507
	5.83×10-1
	2.33×10-1
	5.98×10-1
	Y

	cg10257063
	9.07×10-1
	5.42×10-1
	4.83×10-1
	Y

	cg16975613
	1.03×10-1
	5.44×10-2
	5.12×10-2
	Y

	cg16630982
	8.32×10-1
	4.58×10-1
	7.01×10-1
	Y

	cg12182452
	3.70×10-1
	6.53×10-1
	6.48×10-1
	Y

	cg17151991
	6.65×10-1
	3.71×10-1
	5.76×10-1
	Y

	cg26375855
	9.68×10-2
	5.73×10-1
	7.11×10-1
	Y

	Failed monocyte-specific methylation sites regulating which regulates interleukin-1β

	cg18886702
	3.55×10-2
	1.26×10-1
	1.39×10-2
	N

	cg00091098
	4.98×10-3
	2.86×10-1
	3.52×10-1
	N

	cg22408430
	6.92×10-2
	5.39×10-1
	1.41×10-2
	N

	cg13204333
	9.40×10-3
	1.20×10-1
	9.11×10-2
	N

	cg14326053
	1.16×10-2
	5.45×10-2
	2.36×10-1
	N

	cg10027934
	1.91×10-3
	2.30×10-1
	9.22×10-1
	N

	Monocyte-specific methylation sites located in genes not regulating interleukin-1β

	cg15158067
	9.62×10-1
	4.15×10-1
	6.74×10-1
	Y

	cg01718853
	5.53×10-3
	5.63×10-1
	7.30×10-1
	N

	cg03789579
	3.60×10-1
	2.42×10-1
	9.19×10-1
	Y

	cg13559233
	3.29×10-2
	9.59×10-1
	1.90×10-1
	N

	cg05638359
	9.27×10-1
	2.83×10-1
	7.85×10-1
	Y

	cg03945122
	2.77×10-1
	9.99×10-1
	4.07×10-1
	Y

	cg26461510
	9.49×10-1
	3.70×10-1
	1.34×10-1
	Y

	cg03275949
	2.57×10-1
	2.96×10-2
	3.15×10-2
	N

	cg07083023
	1.85×10-1
	4.99×10-1
	5.02×10-1
	Y

	cg19824059
	1.82×10-1
	2.92×10-1
	4.23×10-1
	Y

	cg08797047
	1.46×10-1
	3.12×10-1
	2.22×10-1
	Y

	cg02993437
	1.29×10-1
	2.30×10-1
	4.77×10-1
	Y

	cg01080600
	4.23×10-1
	5.17×10-1
	4.98×10-1
	Y

	cg04258358
	4.80×10-1
	8.17×10-1
	2.01×10-1
	Y

	cg22517735
	1.19×10-1
	5.12×10-1
	8.68×10-1
	Y

	cg19459207
	3.23×10-1
	4.53×10-1
	8.47×10-1
	Y

	cg19868864
	6.85×10-2
	7.82×10-1
	7.27×10-1
	Y

	cg26993940
	5.52×10-1
	5.87×10-1
	6.19×10-2
	Y

	cg07235456
	1.52×10-2
	7.92×10-1
	6.18×10-1
	N

	cg24070123
	6.05×10-1
	1.89×10-1
	3.06×10-4
	Y

	cg27478167
	8.09×10-1
	6.69×10-1
	9.04×10-1
	Y

	cg05096788
	8.73×10-1
	7.26×10-1
	9.69×10-1
	Y

	cg11768833
	5.61×10-1
	8.64×10-1
	8.26×10-1
	Y

	cg09762316
	2.76×10-1
	9.89×10-1
	7.92×10-1
	Y

	cg00748492
	5.84×10-1
	7.47×10-1
	2.96×10-1
	Y

	cg25692425
	1.68×10-3
	6.61×10-1
	3.95×10-1
	N

	cg08234376
	1.81×10-1
	7.10×10-1
	7.64×10-1
	Y

	cg19411943
	1.90×10-1
	5.72×10-1
	5.51×10-1
	Y

	cg19469189
	9.14×10-1
	7.61×10-1
	6.76×10-2
	Y

	cg18961101
	2.85×10-1
	5.61×10-1
	9.83×10-1
	Y

	cg19532939
	6.61×10-2
	1.51×10-1
	1.23×10-1
	Y

	cg02325300
	5.26×10-1
	1.18×10-1
	6.77×10-2
	Y

	cg25983594
	4.12×10-1
	4.68×10-1
	4.32×10-1
	Y

	cg07445547
	5.79×10-1
	7.03×10-1
	3.80×10-1
	Y

	cg22241833
	4.05×10-1
	3.54×10-1
	2.46×10-1
	Y

	cg11169286
	3.09×10-1
	1.79×10-2
	3.91×10-1
	N

	cg05438708
	4.21×10-2
	8.40×10-1
	3.08×10-1
	N

	cg11367590
	1.63×10-1
	9.16×10-1
	8.71×10-1
	Y

	cg05464572
	5.02×10-1
	4.21×10-1
	2.00×10-1
	Y

	cg14165663
	6.18×10-1
	3.82×10-1
	8.65×10-1
	Y

	cg26351916
	7.46×10-1
	8.83×10-1
	6.49×10-1
	Y

	cg04810466
	3.70×10-2
	2.40×10-1
	5.56×10-1
	N

	cg05532013
	6.47×10-1
	9.02×10-1
	7.59×10-1
	Y


PLDL: P value of associations with low density lipoprotein; PTG: P value of associations with triglyceride; PHbA1c: P value of associations with glycated hemoglobin (HbA1c); PHyperuricemia: P value of associations with hyperuricemia. P values less than 0.05 are highlighsted with shded box.

Supplementary Table 6. Methylation sites associated with body mass index in EWASdb.
	cg00029233
	cg00077904
	cg00996053
	cg06683487

	cg06694446
	cg07505725
	cg08734931
	cg11514288

	cg12685731
	cg13506158
	cg20502501
	





















Supplementary Table 7. Loci associated with uric acid at genome-wide significance (P < 5×10-8).
	Genetic variant
	Chr
	Positiona
	Gene
	Pb
	Reference

	rs9728345
	1
	145597417
	POLR3C
	3.15×10-8
	[1]

	rs11587821
	1
	145599038
	POLR3C
	2.01×10-8
	[1]

	rs10752826
	1
	145602791
	POLR3C
	1.89×10-8
	[1]

	rs4970859
	1
	145605318
	POLR3C
	3.57×10-8
	[1]

	rs12402867
	1
	145636226
	RNF115
	1.96×10-8
	[1]

	rs12724816
	1
	145639324
	RNF115
	1.87×10-8
	[1]

	rs12405132
	1
	145644984
	RNF115
	3.01×10-8
	[1]

	rs2040086
	1
	145651876
	RNF115
	2.56×10-8
	[1]

	rs2318299
	1
	145662666
	RNF115
	1.56×10-8
	[1]

	rs11591191
	1
	145675931
	RNF115
	2.09×10-8
	[1]

	rs12750384
	1
	145681484
	RNF115
	1.36×10-8
	[1]

	rs17354678
	1
	145689271
	RNF115
	1.70×10-9
	[1]

	rs12123298
	1
	145690472
	RNF115
	1.55×10-9
	[1]

	rs17352469
	1
	145693383
	3' of CD160
	4.51×10-9
	[1]

	rs2231375
	1
	145696694
	CD160
	3.06×10-9
	[1]

	rs1023945
	1
	145703115
	CD160
	2.51×10-8
	[1]

	rs1471628
	1
	145707057
	CD160
	9.51×10-9
	[1]

	rs4970874
	1
	145709394
	CD160
	1.81×10-10
	[1]

	rs744877
	1
	145714376
	CD160
	6.82×10-9
	[1]

	rs9728526
	1
	145716763
	5' of CD160
	3.68×10-8
	[1]

	rs3753436
	1
	145718113
	5' of CD160
	2.36×10-8
	[1]

	rs10910845
	1
	145723120
	5' of PDZK1
	4.87×10-25
	[1]

	rs1967017
	1
	145723645
	5' of PDZK1
	4.00×10-8
	[2]

	rs1471633
	1
	145723739
	5' of PDZK1
	1.16×10-29
	[1]

	rs12129861
	1
	145725689
	5' of PDZK1
	2.68×10-9
	[3]

	rs900347
	1
	145726727
	5' of PDZK1
	2.14×10-18
	[1]

	rs1298954
	1
	145730160
	PDZK1
	7.16×10-19
	[1]

	rs9659930
	1
	145730701
	PDZK1
	7.32×10-14
	[1]

	rs882210
	1
	145732946
	PDZK1
	1.72×10-8
	[1]

	rs9728619
	1
	145736438
	PDZK1
	3.11×10-21
	[1]

	rs4971059
	1
	155148781
	KRTCAP2
	3.02×10-9
	[1]

	rs3814316
	1
	155149718
	KRTCAP2
	6.48×10-11
	[1]

	rs11264341
	1
	155151493
	KRTCAP2
	6.22×10-19
	[1]

	rs9426886
	1
	155151754
	KRTCAP2
	1.12×10-14
	[1]

	rs4971100
	1
	155155731
	KRTCAP2
	1.82×10-14
	[1]

	rs4072037
	1
	155162067
	MUC1
	3.91×10-9
	[1]

	rs2990245
	1
	155197462
	3' of GBA
	2.63×10-8
	[1]

	rs189129662
	1
	201047231
	CACNA1S
	2.00×10-16
	[4]

	rs12734001
	1
	202390914
	PPP1R12B 
	2.29×10-9
	[5]

	rs1395
	2
	27424636
	SLC5A6
	2.92×10-8
	[1]

	rs13404327
	2
	27519153
	TRIM54
	1.35×10-9
	[1]

	rs13404446
	2
	27519254
	TRIM54
	1.36×10-9
	[1]

	rs4665963
	2
	27528692
	TRIM54
	1.21×10-9
	[1]

	rs4665965
	2
	27536380
	MPV17
	9.18×10-10
	[1]

	rs1049817
	2
	27550967
	GTF3C2
	1.05×10-16
	[1]

	rs3739095
	2
	27556721
	GTF3C2
	4.54×10-21
	[1]

	rs11684134
	2
	27558252
	GTF3C2
	5.51×10-18
	[1]

	rs11689803
	2
	27566520
	GTF3C2
	4.87×10-13
	[1]

	rs6743819
	2
	27567407
	GTF3C2
	5.50×10-17
	[1]

	rs10205219
	2
	27568565
	GTF3C2
	5.45×10-17
	[1]

	rs4665969
	2
	27574953
	GTF3C2
	1.15×10-16
	[1]

	rs6760828
	2
	27579231
	AC074117.10
	9.10×10-17
	[1]

	rs7586601
	2
	27584666
	AC074117.10
	7.52×10-20
	[1]

	rs2280737
	2
	27589810
	AC074117.10
	4.31×10-16
	[1]

	rs7602534
	2
	27592423
	EIF2B4
	4.16×10-16
	[1]

	rs1528533
	2
	27595756
	SNX17
	1.58×10-15
	[1]

	rs13472
	2
	27600239
	ZNF513
	5.06×10-16
	[1]

	rs4582
	2
	27604279
	PPM1G
	6.64×10-13
	[1]

	rs2384629
	2
	27606098
	PPM1G
	3.74×10-9
	[1]

	rs1647284
	2
	27608115
	PPM1G
	1.54×10-15
	[1]

	rs7594812
	2
	27611469
	PPM1G
	1.36×10-15
	[1]

	rs12476704
	2
	27613031
	PPM1G
	5.67×10-16
	[1]

	rs2911712
	2
	27626945
	PPM1G
	1.62×10-15
	[1]

	rs7563162
	2
	27631191
	PPM1G
	2.30×10-15
	[1]

	rs1728918
	2
	27635463
	5' of PPM1G
	6.70×10-9
	[6]

	rs1060525
	2
	27635582
	5' of PPM1G
	1.70×10-15
	[1]

	rs2010087
	2
	27637235
	5' of PPM1G
	5.71×10-16
	[1]

	rs4665976
	2
	27640325
	5' of PPM1G
	1.58×10-15
	[1]

	rs11675428
	2
	27642734
	5' of NRBP1
	1.94×10-8
	[1]

	rs1728922
	2
	27644464
	5' of NRBP1
	1.99×10-15
	[1]

	rs6547626
	2
	27646770
	5' of NRBP1
	1.92×10-15
	[1]

	rs4665978
	2
	27648726
	5' of NRBP1
	1.16×10-19
	[1]

	rs780100
	2
	27652153
	NRBP1
	1.84×10-15
	[1]

	rs704791
	2
	27657167
	NRBP1
	2.16×10-15
	[1]

	rs780102
	2
	27659491
	NRBP1
	2.24×10-15
	[1]

	rs1260341
	2
	27663215
	NRBP1
	1.88×10-15
	[1]

	rs1260342
	2
	27663416
	NRBP1
	1.95×10-15
	[1]

	rs4803
	2
	27667297
	KRTCAP3
	2.03×10-15
	[1]

	rs780104
	2
	27677691
	IFT172
	2.24×10-15
	[1]

	rs780106
	2
	27681598
	IFT172
	1.17×10-15
	[1]

	rs780107
	2
	27684734
	IFT172
	1.25×10-15
	[1]

	rs780110
	2
	27685388
	IFT172
	9.11×10-20
	[1]

	rs1647276
	2
	27688601
	IFT172
	1.39×10-15
	[1]

	rs1647266
	2
	27693485
	IFT172
	1.41×10-15
	[1]

	rs780117
	2
	27698343
	IFT172
	1.16×10-15
	[1]

	rs1260345
	2
	27703495
	IFT172
	7.03×10-13
	[1]

	rs2272417
	2
	27706640
	IFT172
	3.39×10-13
	[1]

	rs8395
	2
	27715207
	FNDC4
	7.73×10-13
	[1]

	rs2303369
	2
	27715416
	FNDC4
	5.17×10-16
	[1]

	rs704795
	2
	27716494
	FNDC4
	1.50×10-15
	[1]

	rs780090
	2
	27718474
	5' of FNDC4
	6.00×10-16
	[1]

	rs813592
	2
	27721971
	GCKR
	2.70×10-15
	[1]

	rs1260320
	2
	27722416
	GCKR
	1.53×10-15
	[1]

	rs2293572
	2
	27728777
	GCKR
	4.94×10-16
	[1]

	rs2293571
	2
	27729480
	GCKR
	6.40×10-16
	[1]

	rs1260326
	2
	27730940
	GCKR
	1.25×10-44
	[1]

	rs3817588
	2
	27731212
	GCKR
	1.70×10-10
	[1]

	rs4425043
	2
	27733452
	GCKR
	8.55×10-16
	[1]

	rs780094
	2
	27741237
	GCKR
	6.52×10-39
	[1]

	rs780093
	2
	27742603
	GCKR
	3.80×10-17
	[7]

	rs780092
	2
	27743154
	GCKR
	8.46×10-10
	[1]

	rs814295
	2
	27743215
	GCKR
	3.23×10-9
	[1]

	rs11681351
	2
	27743423
	GCKR
	7.62×10-15
	[1]

	rs8179252
	2
	27746832
	3' of GCKR
	1.02×10-14
	[1]

	rs1260333
	2
	27748624
	3' of GCKR
	5.01×10-33
	[1]

	rs2911711
	2
	27750546
	3' of GCKR
	4.55×10-33
	[1]

	rs4665987
	2
	27755825
	5' of AC109829.1
	4.34×10-13
	[1]

	rs4665991
	2
	27766284
	AC109829.1
	7.11×10-13
	[1]

	rs4665382
	2
	27783801
	AC109829.1
	6.13×10-13
	[1]

	rs10208529
	2
	27786188
	AC109829.1
	6.28×10-13
	[1]

	rs4665383
	2
	27791555
	3' of AC109829.1
	6.35×10-13
	[1]

	rs1919127
	2
	27801493
	C2orf16
	7.33×10-13
	[1]

	rs1919128
	2
	27801759
	C2orf16
	5.85×10-13
	[1]

	rs12478841
	2
	27811722
	ZNF512
	6.85×10-13
	[1]

	rs6760250
	2
	27812252
	ZNF512
	6.73×10-13
	[1]

	rs13022873
	2
	27815510
	ZNF512
	6.22×10-11
	[1]

	rs12467476
	2
	27825715
	ZNF512
	5.52×10-13
	[1]

	rs2384656
	2
	27832055
	ZNF512
	7.07×10-13
	[1]

	rs4666000
	2
	27839369
	ZNF512
	4.17×10-11
	[1]

	rs2068834
	2
	27839539
	ZNF512
	4.28×10-11
	[1]

	rs4666002
	2
	27840640
	ZNF512
	3.52×10-10
	[1]

	rs3749147
	2
	27851918
	ZNF512
	1.62×10-9
	[1]

	rs13002853
	2
	27853245
	ZNF512
	8.91×10-12
	[1]

	rs2272406
	2
	27892023
	SLC4A1AP
	5.79×10-9
	[1]

	rs2178198
	2
	27895073
	SLC4A1AP
	1.58×10-12
	[1]

	rs13023094
	2
	27910706
	SLC4A1AP
	8.12×10-9
	[1]

	rs13030973
	2
	27928797
	AC074091.13
	1.62×10-8
	[1]

	rs6727388
	2
	27932587
	AC074091.13
	1.49×10-8
	[1]

	rs4616435
	2
	27933642
	AC074091.13
	1.48×10-8
	[1]

	rs6727215
	2
	27934731
	AC074091.13
	1.65×10-8
	[1]

	rs13023194
	2
	27967260
	5' of MRPL33
	1.89×10-9
	[1]

	rs12104449
	2
	27972833
	5' of MRPL33
	6.09×10-13
	[1]

	rs13030345
	2
	28003174
	MRPL33
	1.44×10-8
	[1]

	rs4401177
	2
	28344285
	BRE
	2.77×10-9
	[1]

	rs17709034
	2
	28424472
	BRE
	6.16×10-9
	[1]

	rs7349418
	2
	28443050
	BRE
	1.59×10-8
	[1]

	rs2311597
	2
	121305771
	5' of AC073257.2
	1.59×10-8
	[1]

	rs17050272
	2
	121306440
	5' of AC073257.2
	1.60×10-10
	[1]

	rs2030746
	2
	121309488
	3' of AC073257.1
	3.38×10-8
	[1]

	rs6706968
	2
	121310269
	3' of AC073257.1
	1.48×10-8
	[1]

	rs1424949
	2
	148542963
	5' of ACVR2A
	3.99×10-8
	[1]

	rs12479193
	2
	148557911
	5' of ACVR2A
	4.99×10-8
	[1]

	rs12472058
	2
	148558041
	5' of ACVR2A
	4.72×10-8
	[1]

	rs4972326
	2
	148558848
	5' of ACVR2A
	4.65×10-8
	[1]

	rs7605029
	2
	148559921
	5' of ACVR2A
	4.29×10-8
	[1]

	rs986508
	2
	148562031
	5' of ACVR2A
	3.17×10-8
	[1]

	rs13032660
	2
	148562909
	5' of ACVR2A
	3.59×10-8
	[1]

	rs1863153
	2
	148564193
	5' of ACVR2A
	3.60×10-8
	[1]

	rs1863152
	2
	148564405
	5' of ACVR2A
	3.79×10-8
	[1]

	rs6734998
	2
	148566321
	5' of ACVR2A
	4.18×10-8
	[1]

	rs1991169
	2
	148566919
	5' of ACVR2A
	3.70×10-8
	[1]

	rs12990959
	2
	148572160
	5' of ACVR2A
	3.71×10-8
	[1]

	rs11894371
	2
	148575872
	5' of ACVR2A
	2.43×10-8
	[1]

	rs1014064
	2
	148612154
	ACVR2A
	3.76×10-8
	[1]

	rs10803523
	2
	148615831
	ACVR2A
	2.74×10-8
	[1]

	rs2113793
	2
	148623453
	ACVR2A
	4.76×10-8
	[1]

	rs929939
	2
	148627528
	ACVR2A
	3.16×10-8
	[1]

	rs6711673
	2
	148643259
	ACVR2A
	3.10×10-8
	[1]

	rs13033696
	2
	148645327
	ACVR2A
	4.55×10-8
	[1]

	rs2161983
	2
	148649386
	ACVR2A
	2.95×10-8
	[1]

	rs13019809
	2
	148650473
	ACVR2A
	2.44×10-8
	[1]

	rs1128919
	2
	148657117
	AC009480.3
	3.68×10-8
	[1]

	rs13026650
	2
	148674201
	ACVR2A
	2.87×10-8
	[1]

	rs3764955
	2
	148674797
	ACVR2A
	3.15×10-8
	[1]

	rs1345994
	2
	148695126
	ORC4
	1.93×10-8
	[1]

	rs13012311
	2
	148707032
	ORC4
	1.54×10-8
	[1]

	rs13027200
	2
	148709653
	ORC4
	2.41×10-8
	[1]

	rs12463798
	2
	148716099
	ORC4
	1.45×10-8
	[1]

	rs2307394
	2
	148716428
	ORC4L
	7.26×10-9
	[1]

	rs6729465
	2
	148723126
	ORC4
	1.64×10-8
	[1]

	rs11901963
	2
	148726771
	ORC4
	1.34×10-8
	[1]

	rs13027706
	2
	148732703
	ORC4
	2.11×10-8
	[1]

	rs7594075
	2
	148739823
	ORC4
	1.85×10-8
	[1]

	rs13004041
	2
	148741621
	ORC4
	2.38×10-8
	[1]

	rs12463554
	2
	148751612
	ORC4
	3.33×10-8
	[1]

	rs13008838
	2
	148754825
	ORC4
	2.89×10-8
	[1]

	rs13035475
	2
	148754862
	ORC4
	1.72×10-8
	[1]

	rs13014936
	2
	148755237
	ORC4
	1.71×10-8
	[1]

	rs13022962
	2
	148756624
	ORC4
	1.46×10-8
	[1]

	rs12053401
	2
	148756668
	ORC4
	1.58×10-8
	[1]

	rs13028348
	2
	148757144
	ORC4
	1.51×10-8
	[1]

	rs1598207
	2
	148757870
	ORC4
	1.76×10-8
	[1]

	rs7598361
	2
	148758479
	ORC4
	3.22×10-8
	[1]

	rs2382201
	2
	148765496
	ORC4
	3.34×10-8
	[1]

	rs12989250
	2
	148776438
	ORC4
	3.19×10-8
	[1]

	rs1975748
	2
	148776859
	ORC4
	2.06×10-8
	[1]

	rs1015096
	2
	148782358
	MBD5
	2.64×10-8
	[1]

	rs13007770
	2
	148784324
	MBD5
	3.26×10-8
	[1]

	rs2890915
	2
	148789543
	MBD5
	3.88×10-8
	[1]

	rs144081819
	2
	170030639
	LRP2
	5.60×10-10
	[4]

	rs147287428
	2
	170063223
	LRP2
	2.00×10-16
	[4]

	rs145365776
	2
	170089947
	LRP2
	1.80×10-9
	[4]

	rs200469773
	2
	170093742
	LRP2
	2.00×10-16
	[4]

	rs145669628
	2
	170096097
	LRP2
	3.20×10-8
	[4]

	rs140061784
	2
	170100029
	LRP2
	2.00×10-16
	[4]

	rs2544390
	2
	170204846
	LRP2
	3.74×10-8
	[3]

	rs199592697
	3
	13896129
	WNT7A
	2.00×10-16
	[4]

	rs186459505
	3
	52941099
	SFMBT1
	2.00×10-16
	[4]

	rs2581824
	3
	53022408
	SFMBT1
	8.35×10-16
	[1]

	rs2564934
	3
	53024580
	SFMBT1
	2.67×10-15
	[1]

	rs2564938
	3
	53026384
	SFMBT1
	8.73×10-11
	[1]

	rs11708675
	3
	53031912
	SFMBT1
	9.24×10-11
	[1]

	rs2564919
	3
	53033295
	SFMBT1
	5.92×10-11
	[1]

	rs12635298
	3
	53033796
	SFMBT1
	7.54×10-11
	[1]

	rs2581792
	3
	53035044
	SFMBT1
	3.65×10-8
	[1]

	rs2564917
	3
	53037695
	SFMBT1
	2.92×10-11
	[1]

	rs2581795
	3
	53038786
	SFMBT1
	1.52×10-11
	[1]

	rs1529544
	3
	53039455
	SFMBT1
	2.01×10-11
	[1]

	rs17304694
	3
	53051577
	SFMBT1
	1.49×10-8
	[1]

	rs2581777
	3
	53054727
	SFMBT1
	7.35×10-10
	[1]

	rs2244552
	3
	53055522
	SFMBT1
	2.08×10-15
	[1]

	rs2244461
	3
	53055842
	SFMBT1
	1.09×10-9
	[1]

	rs9847710
	3
	53062661
	SFMBT1
	6.42×10-16
	[1]

	rs2581806
	3
	53063360
	SFMBT1
	8.52×10-10
	[1]

	rs2564956
	3
	53070462
	SFMBT1
	1.00×10-15
	[1]

	rs2581818
	3
	53071652
	SFMBT1
	4.24×10-10
	[1]

	rs6770152
	3
	53100214
	3' of AC096887.1
	2.62×10-16
	[1]

	rs2581790
	3
	53101780
	3' of AC096887.1
	3.29×10-9
	[1]

	rs202007714
	3
	66433522
	SLC25A26
	2.00×10-16
	[4]

	rs61746315
	3
	66433730
	SLC25A26
	2.00×10-16
	[4]

	rs201874364
	3
	185783611
	ETV5
	2.00×10-16
	[4]

	rs200263685
	3
	187451339
	BCL6
	2.00×10-16
	[4]

	rs13114077
	4
	9413105
	5' of RN5S153
	1.37×10-12
	[1]

	rs6811069
	4
	9415008
	5' of RN5S153
	6.91×10-17
	[1]

	rs1949921
	4
	9419322
	5' of RN5S153
	3.38×10-17
	[1]

	rs11722202
	4
	9443894
	5' of DEFB131
	6.85×10-11
	[1]

	rs4974886
	4
	9503349
	3' of AC116655.1
	1.84×10-14
	[1]

	rs12513044
	4
	9506678
	3' of AC116655.1
	2.52×10-22
	[1]

	rs11722359
	4
	9508214
	3' of AC116655.1
	1.20×10-21
	[1]

	rs11737509
	4
	9511324
	3' of AC116655.1
	1.84×10-16
	[1]

	rs6448742
	4
	9542759
	3' of MIR548I2
	2.83×10-15
	[1]

	rs12233771
	4
	9552965
	3' of MIR548I2
	1.25×10-19
	[1]

	rs10013288
	4
	9559218
	5' of MIR548I2
	5.18×10-16
	[1]

	rs2170252
	4
	9560062
	5' of MIR548I2
	4.38×10-16
	[1]

	rs13117722
	4
	9561639
	5' of MIR548I2
	2.26×10-16
	[1]

	rs2061995
	4
	9561739
	5' of MIR548I2
	4.35×10-10
	[1]

	rs13116764
	4
	9561759
	5' of MIR548I2
	5.93×10-22
	[1]

	rs13131681
	4
	9563930
	5' of MIR548I2
	3.27×10-16
	[1]

	rs6448816
	4
	9564484
	5' of MIR548I2
	9.14×10-16
	[1]

	rs12646317
	4
	9565838
	5' of MIR548I2
	2.21×10-17
	[1]

	rs11939517
	4
	9567260
	5' of MIR548I2
	6.62×10-17
	[1]

	rs4102942
	4
	9568478
	5' of MIR548I2
	7.82×10-21
	[1]

	rs1825043
	4
	9573740
	5' of MIR548I2
	6.67×10-14
	[1]

	rs7669441
	4
	9576926
	5' of MIR548I2
	7.82×10-12
	[1]

	rs9683876
	4
	9584058
	3' of AC097493.1
	3.09×10-12
	[1]

	rs13138961
	4
	9585147
	3' of AC097493.1
	4.81×10-35
	[1]

	rs12512447
	4
	9586313
	3' of AC097493.1
	2.32×10-43
	[1]

	rs10049659
	4
	9586764
	3' of AC097493.1
	8.28×10-12
	[1]

	rs1811570
	4
	9587999
	3' of AC097493.1
	6.94×10-14
	[1]

	rs6824806
	4
	9589427
	3' of AC097493.1
	1.86×10-14
	[1]

	rs6815602
	4
	9592093
	3' of AC097493.1
	1.11×10-31
	[1]

	rs16898588
	4
	9595751
	3' of AC097493.1
	1.51×10-23
	[1]

	rs6448858
	4
	9595918
	3' of AC097493.1
	1.40×10-13
	[1]

	rs4974823
	4
	9602719
	5' of AC097493.1
	1.06×10-18
	[1]

	rs12509677
	4
	9602724
	5' of AC097493.1
	7.39×10-24
	[1]

	rs13103207
	4
	9603672
	5' of AC097493.1
	2.88×10-41
	[1]

	rs2077679
	4
	9608089
	5' of AC097493.1
	1.09×10-18
	[1]

	rs4974853
	4
	9609115
	5' of AC097493.1
	1.61×10-18
	[1]

	rs7375281
	4
	9609506
	5' of AC097493.1
	1.36×10-19
	[1]

	rs11724183
	4
	9609894
	5' of AC097493.1
	9.23×10-19
	[1]

	rs4974812
	4
	9614598
	5' of AC097493.1
	5.96×10-19
	[1]

	rs11735475
	4
	9614926
	5' of AC097493.1
	2.00×10-19
	[1]

	rs6838199
	4
	9621333
	5' of AC097493.1
	1.92×10-13
	[1]

	rs6837106
	4
	9626304
	5' of AC097493.1
	2.29×10-19
	[1]

	rs10049735
	4
	9626409
	5' of AC097493.1
	1.10×10-21
	[1]

	rs10005684
	4
	9626897
	5' of AC097493.1
	2.87×10-17
	[1]

	rs9998663
	4
	9627053
	5' of AC097493.1
	3.46×10-17
	[1]

	rs13151183
	4
	9627066
	5' of AC097493.1
	1.33×10-33
	[1]

	rs13107086
	4
	9628088
	5' of AC097493.1
	1.65×10-31
	[1]

	rs10939427
	4
	9628538
	5' of AC097493.1
	7.61×10-19
	[1]

	rs7693695
	4
	9629380
	5' of AC097493.1
	1.75×10-29
	[1]

	rs11939895
	4
	9630402
	5' of AC097493.1
	2.22×10-17
	[1]

	rs9291589
	4
	9633410
	5' of AC097493.1
	5.24×10-18
	[1]

	rs6842855
	4
	9633990
	5' of AC097493.1
	1.35×10-18
	[1]

	rs11731624
	4
	9637608
	5' of AC097493.1
	4.31×10-16
	[1]

	rs11737243
	4
	9641272
	5' of AC097493.1
	6.64×10-19
	[1]

	rs11733687
	4
	9643374
	5' of AC097493.1
	2.02×10-23
	[1]

	rs10939436
	4
	9647135
	5' of AC097493.1
	6.38×10-19
	[1]

	rs7440232
	4
	9651744
	5' of AC097493.1
	5.38×10-19
	[1]

	rs7654169
	4
	9654071
	5' of AC097493.1
	5.27×10-19
	[1]

	rs6812811
	4
	9672000
	5' of AC097493.1
	1.31×10-17
	[1]

	rs7434744
	4
	9672688
	5' of AC097493.1
	1.10×10-16
	[1]

	rs10002984
	4
	9680733
	5' of AC097493.1
	1.58×10-17
	[1]

	rs6858093
	4
	9681650
	5' of AC097493.1
	6.04×10-17
	[1]

	rs13104360
	4
	9684804
	5' of AC097493.1
	2.41×10-17
	[1]

	rs7671092
	4
	9687441
	3' of SLC2A9
	1.79×10-15
	[1]

	rs7658414
	4
	9687969
	3' of SLC2A9
	4.12×10-10
	[1]

	rs7691759
	4
	9688014
	3' of SLC2A9
	1.14×10-10
	[1]

	rs6821253
	4
	9690731
	3' of SLC2A9
	6.20×10-34
	[1]

	rs10022012
	4
	9693182
	3' of SLC2A9
	7.79×10-15
	[1]

	rs7678732
	4
	9693253
	3' of SLC2A9
	1.54×10-18
	[1]

	rs12649073
	4
	9694490
	3' of SLC2A9
	1.66×10-14
	[1]

	rs13103452
	4
	9694662
	3' of SLC2A9
	4.90×10-34
	[1]

	rs4554078
	4
	9701544
	3' of SLC2A9
	2.53×10-18
	[1]

	rs10805313
	4
	9703061
	3' of SLC2A9
	5.20×10-18
	[1]

	rs9685887
	4
	9706342
	3' of SLC2A9
	8.31×10-19
	[1]

	rs9291607
	4
	9708798
	3' of SLC2A9
	3.09×10-17
	[1]

	rs6858393
	4
	9709577
	3' of SLC2A9
	5.89×10-22
	[1]

	rs13136075
	4
	9714968
	3' of SLC2A9
	5.12×10-33
	[1]

	rs6448974
	4
	9715105
	3' of SLC2A9
	3.12×10-16
	[1]

	rs9684176
	4
	9716386
	3' of SLC2A9
	4.59×10-33
	[1]

	rs12501880
	4
	9717975
	3' of SLC2A9
	3.07×10-33
	[1]

	rs11730320
	4
	9719901
	3' of SLC2A9
	5.07×10-31
	[1]

	rs11727674
	4
	9719981
	3' of SLC2A9
	1.80×10-17
	[1]

	rs11724606
	4
	9720444
	3' of SLC2A9
	1.19×10-31
	[1]

	rs7659176
	4
	9721066
	3' of SLC2A9
	1.65×10-18
	[1]

	rs10939472
	4
	9721616
	3' of SLC2A9
	2.49×10-18
	[1]

	rs12645989
	4
	9722133
	3' of SLC2A9
	2.55×10-19
	[1]

	rs13121465
	4
	9722275
	3' of SLC2A9
	4.81×10-54
	[1]

	rs13136217
	4
	9722292
	3' of SLC2A9
	1.44×10-18
	[1]

	rs13128435
	4
	9723672
	3' of SLC2A9
	1.87×10-45
	[1]

	rs12647851
	4
	9724519
	3' of SLC2A9
	1.38×10-10
	[1]

	rs2037313
	4
	9724711
	3' of SLC2A9
	2.10×10-18
	[1]

	rs7685513
	4
	9728599
	3' of SLC2A9
	1.95×10-18
	[1]

	rs13127001
	4
	9731215
	3' of SLC2A9
	2.45×10-48
	[1]

	rs6811848
	4
	9732161
	3' of SLC2A9
	8.97×10-17
	[1]

	rs7684214
	4
	9734585
	3' of SLC2A9
	2.00×10-17
	[1]

	rs12645163
	4
	9735520
	3' of SLC2A9
	1.59×10-11
	[1]

	rs7675599
	4
	9736516
	3' of SLC2A9
	3.08×10-18
	[1]

	rs7667385
	4
	9736696
	3' of SLC2A9
	4.15×10-11
	[1]

	rs6832128
	4
	9738151
	3' of SLC2A9
	4.48×10-11
	[1]

	rs6448981
	4
	9740325
	3' of SLC2A9
	1.29×10-36
	[1]

	rs1818670
	4
	9745390
	3' of SLC2A9
	7.65×10-19
	[1]

	rs12508809
	4
	9748034
	3' of SLC2A9
	5.68×10-16
	[1]

	rs6834270
	4
	9756710
	3' of SLC2A9
	7.31×10-20
	[1]

	rs6834512
	4
	9756836
	3' of SLC2A9
	4.08×10-14
	[1]

	rs6834697
	4
	9756914
	3' of SLC2A9
	2.12×10-18
	[1]

	rs11727873
	4
	9758469
	3' of SLC2A9
	9.14×10-34
	[1]

	rs10011621
	4
	9760239
	3' of SLC2A9
	6.10×10-34
	[1]

	rs13140817
	4
	9762975
	3' of SLC2A9
	8.87×10-14
	[8]

	rs11733815
	4
	9764282
	3' of SLC2A9
	4.42×10-19
	[1]

	rs11734974
	4
	9764564
	3' of SLC2A9
	5.76×10-15
	[1]

	rs11729600
	4
	9764686
	3' of SLC2A9
	4.05×10-18
	[1]

	rs7655090
	4
	9765875
	3' of SLC2A9
	2.83×10-40
	[1]

	rs11731100
	4
	9767180
	3' of SLC2A9
	4.44×10-60
	[1]

	rs10939504
	4
	9767370
	3' of SLC2A9
	4.42×10-18
	[1]

	rs11732272
	4
	9768258
	3' of SLC2A9
	5.76×10-43
	[1]

	rs10939507
	4
	9768823
	3' of SLC2A9
	5.92×10-18
	[1]

	rs10939514
	4
	9773196
	SLC2A9
	5.50×10-18
	[1]

	rs10939515
	4
	9773296
	SLC2A9
	3.39×10-40
	[1]

	rs10033951
	4
	9779580
	SLC2A9
	4.86×10-40
	[1]

	rs2867383
	4
	9787935
	SLC2A9
	4.96×10-40
	[1]

	rs1850744
	4
	9790712
	SLC2A9
	2.16×10-17
	[1]

	rs7685396
	4
	9794724
	SLC2A9
	8.76×10-54
	[1]

	rs1850739
	4
	9797343
	SLC2A9
	2.11×10-17
	[1]

	rs13106539
	4
	9797703
	SLC2A9
	6.10×10-60
	[1]

	rs6449000
	4
	9798612
	SLC2A9
	9.80×10-17
	[1]

	rs2280207
	4
	9799776
	SLC2A9
	7.34×10-60
	[1]

	rs2280208
	4
	9800043
	SLC2A9
	2.24×10-17
	[1]

	rs938556
	4
	9802366
	SLC2A9
	1.09×10-16
	[1]

	rs1519097
	4
	9802853
	SLC2A9
	1.48×10-41
	[1]

	rs1533615
	4
	9804524
	SLC2A9
	7.66×10-17
	[1]

	rs1519096
	4
	9805872
	SLC2A9
	5.60×10-41
	[1]

	rs7664572
	4
	9808709
	SLC2A9
	4.47×10-17
	[1]

	rs12500086
	4
	9809859
	SLC2A9
	4.50×10-41
	[1]

	rs1519095
	4
	9810931
	SLC2A9
	2.71×10-17
	[1]

	rs2280333
	4
	9811133
	SLC2A9
	8.88×10-62
	[1]

	rs1401438
	4
	9814456
	SLC2A9
	2.28×10-43
	[1]

	rs13148356
	4
	9817070
	SLC2A9
	2.77×10-61
	[1]

	rs1519094
	4
	9817286
	SLC2A9
	1.05×10-18
	[1]

	rs13141706
	4
	9818345
	SLC2A9
	1.31×10-61
	[1]

	rs6855095
	4
	9819977
	SLC2A9
	1.99×10-63
	[1]

	rs1107912
	4
	9820179
	SLC2A9
	1.02×10-63
	[1]

	rs4697892
	4
	9823837
	SLC2A9
	8.08×10-82
	[1]

	rs1980220
	4
	9824636
	SLC2A9
	1.27×10-91
	[1]

	rs4697893
	4
	9826183
	SLC2A9
	3.52×10-26
	[1]

	rs6822889
	4
	9826757
	SLC2A9
	4.58×10-67
	[1]

	rs4621429
	4
	9826870
	SLC2A9
	1.80×10-92
	[1]

	rs4697895
	4
	9828484
	SLC2A9
	9.61×10-92
	[1]

	rs1401440
	4
	9832512
	SLC2A9
	6.32×10-67
	[1]

	rs1464258
	4
	9834107
	SLC2A9
	2.76×10-67
	[1]

	rs16889260
	4
	9834896
	SLC2A9
	3.53×10-98
	[1]

	rs16889264
	4
	9834999
	SLC2A9
	1.45×10-13
	[1]

	rs12505312
	4
	9837090
	SLC2A9
	1.31×10-91
	[1]

	rs10939552
	4
	9838548
	SLC2A9
	2.04×10-91
	[1]

	rs1914874
	4
	9839490
	SLC2A9
	1.85×10-8
	[6]

	rs10031303
	4
	9841690
	SLC2A9
	7.00×10-66
	[1]

	rs950310
	4
	9842850
	SLC2A9
	6.28×10-98
	[1]

	rs10939558
	4
	9844162
	SLC2A9
	9.04×10-60
	[1]

	rs7683831
	4
	9845079
	SLC2A9
	3.44×10-61
	[1]

	rs13141635
	4
	9845985
	SLC2A9
	1.71×10-63
	[1]

	rs1976792
	4
	9846309
	SLC2A9
	4.21×10-82
	[1]

	rs13119059
	4
	9847860
	SLC2A9
	2.99×10-63
	[1]

	rs11721988
	4
	9848899
	SLC2A9
	5.97×10-92
	[1]

	rs2176644
	4
	9849528
	SLC2A9
	1.71×10-91
	[1]

	rs6812007
	4
	9850220
	SLC2A9
	4.38×10-61
	[1]

	rs4697898 
	4
	9851827
	SLC2A9
	1.12×10-10
	[8]

	rs4697899 
	4
	9851875
	SLC2A9
	3.66×10-10
	[8]

	rs6831796
	4
	9852898
	SLC2A9
	7.38×10-89
	[1]

	rs6826806
	4
	9856469
	SLC2A9
	3.16×10-88
	[1]

	rs4507358
	4
	9857956
	SLC2A9
	9.81×10-11
	[8]

	rs4697900
	4
	9859976
	SLC2A9
	1.86×10-44
	[1]

	rs9684729
	4
	9862036
	SLC2A9
	4.50×10-62
	[1]

	rs4697903
	4
	9865426
	SLC2A9
	9.99×10-89
	[1]

	rs2292917
	4
	9867277
	SLC2A9
	1.98×10-63
	[1]

	rs2139243
	4
	9867502
	SLC2A9
	2.02×10-10
	[6]

	rs883041
	4
	9868346
	SLC2A9
	2.02×10-89
	[1]

	rs13105954
	4
	9868417
	SLC2A9
	2.64×10-58
	[1]

	rs939134
	4
	9868593
	SLC2A9
	1.05×10-9
	[6]

	rs884573
	4
	9869734
	SLC2A9
	2.04×10-75
	[1]

	rs1048252
	4
	9870535
	SLC2A9
	1.92×10-61
	[1]

	rs1568318
	4
	9871541
	SLC2A9
	7.99×10-11
	[6]

	rs16889842
	4
	9872013
	SLC2A9
	4.04×10-13
	[1]

	rs2867394
	4
	9872475
	SLC2A9
	1.27×10-99
	[1]

	rs13148571
	4
	9873855
	SLC2A9
	6.32×10-71
	[1]

	rs12647883
	4
	9878464
	SLC2A9
	6.90×10-13
	[1]

	rs1519098
	4
	9881158
	SLC2A9
	3.57×10-63
	[1]

	rs6824636
	4
	9881851
	SLC2A9
	2.83×10-71
	[1]

	rs6449090
	4
	9884536
	SLC2A9
	1.11×10-60
	[1]

	rs10939599
	4
	9886860
	SLC2A9
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	SLC2A9
	4.64×10-239
	[1]

	rs6849273
	4
	10021595
	SLC2A9
	1.88×10-215
	[1]

	rs2276961
	4
	10022981
	SLC2A9
	3.12×10-41
	[11]

	rs12509955
	4
	10024303
	SLC2A9
	2.14×10-54
	[6]

	rs3775940
	4
	10025163
	SLC2A9
	7.11×10-22
	[6]

	rs6826764
	4
	10030794
	SLC2A9
	9.15×10-43
	[6]

	rs6856396
	4
	10031163
	SLC2A9
	3.18×10-9
	[14]

	rs12506455
	4
	10031569
	SLC2A9
	3.43×10-239
	[1]

	rs10939663
	4
	10032516
	SLC2A9
	3.08×10-191
	[1]

	rs12506122
	4
	10033538
	SLC2A9
	5.82×10-214
	[1]

	rs13146686
	4
	10034933
	SLC2A9
	1.76×10-19
	[6]

	rs11722930
	4
	10035454
	SLC2A9
	5.85×10-233
	[1]

	rs16892419
	4
	10035702
	SLC2A9
	4.15×10-8
	[1]

	rs16892420
	4
	10035715
	SLC2A9
	1.88×10-8
	[1]

	rs10006397
	4
	10036140
	SLC2A9
	0.00×100
	[1]

	rs11727199
	4
	10036190
	SLC2A9
	1.18×10-232
	[1]

	rs3733585
	4
	10036339
	SLC2A9
	1.38×10-238
	[1]

	rs3822250
	4
	10036630
	SLC2A9
	9.54×10-9
	[1]

	rs11731110
	4
	10037346
	SLC2A9
	1.59×10-238
	[1]

	rs10939665
	4
	10037628
	SLC2A9
	6.44×10-238
	[1]

	rs10012779
	4
	10038112
	SLC2A9
	1.52×10-104
	[1]

	rs13139055
	4
	10038924
	SLC2A9
	3.31×10-212
	[1]

	rs13115776
	4
	10040189
	SLC2A9
	2.90×10-212
	[1]

	rs16892474
	4
	10040220
	SLC2A9
	4.86×10-8
	[1]

	rs12508991
	4
	10041104
	SLC2A9
	2.07×10-222
	[1]

	rs10029311
	4
	10041134
	SLC2A9
	7.87×10-104
	[1]

	rs7679916
	4
	10042160
	SLC2A9
	6.00×10-231
	[1]

	rs7349721
	4
	10042562
	SLC2A9
	0.00×100
	[1]

	rs13101785
	4
	10042915
	SLC2A9
	1.69×10-234
	[1]

	rs13137343
	4
	10043028
	SLC2A9
	6.65×10-235
	[1]

	rs13110307
	4
	10044364
	SLC2A9
	1.41×10-211
	[1]

	rs13129453
	4
	10044784
	SLC2A9
	9.24×10-212
	[1]

	rs4529049
	4
	10045389
	SLC2A9
	2.71×10-212
	[1]

	rs4637402
	4
	10045430
	SLC2A9
	8.70×10-70
	[8]

	rs10939669
	4
	10045827
	SLC2A9
	1.56×10-236
	[1]

	rs11734375
	4
	10046298
	SLC2A9
	1.09×10-16
	[19]

	rs4608811
	4
	10049675
	SLC2A9
	2.30×10-42
	[6]

	rs733175
	4
	10050141
	SLC2A9
	1.03×10-15
	[10]

	rs6829727
	4
	10051672
	SLC2A9
	3.03×10-22
	[6]

	rs13120348
	4
	10053155
	SLC2A9
	7.90×10-23
	[6]

	rs7671266
	4
	10056376
	SLC2A9
	1.16×10-52
	[6]

	rs10516198
	4
	10059448
	5' of SLC2A9
	4.83×10-35
	[1]

	rs714873
	4
	10059618
	5' of SLC2A9
	1.02×10-264
	[1]

	rs6834555
	4
	10062326
	5' of SLC2A9
	4.30×10-14
	[10]

	rs6820756
	4
	10062849
	5' of SLC2A9
	4.91×10-26
	[6]

	rs12506004
	4
	10066870
	3' of RP11-448G15.3
	7.06×10-141
	[1]

	rs16868313
	4
	10068064
	3' of RP11-448G15.3
	6.25×10-11
	[6]

	rs3775938
	4
	10069531
	3' of RP11-448G15.3
	5.98×10-15
	[1]

	rs7667452
	4
	10072912
	RP11-448G15.3
	1.60×10-14
	[1]

	rs4320137
	4
	10072969
	RP11-448G15.3
	7.39×10-40
	[6]

	rs4461524
	4
	10074170
	RP11-448G15.3
	4.14×10-54
	[1]

	rs11731597
	4
	10075485
	3' of WDR1
	4.63×10-11
	[6]

	rs9926
	4
	10076860
	WDR1
	1.85×10-119
	[1]

	rs3775935
	4
	10077638
	WDR1
	1.65×10-15
	[1]

	rs2241469
	4
	10080462
	WDR1
	8.86×10-16
	[1]

	rs10516200
	4
	10082156
	WDR1
	1.67×10-11
	[6]

	rs3756230
	4
	10083829
	WDR1
	1.70×10-140
	[1]

	rs2241470
	4
	10084570
	WDR1
	4.83×10-114
	[1]

	rs2241473
	4
	10085949
	WDR1
	2.20×10-120
	[1]

	rs2241475
	4
	10086188
	WDR1
	3.55×10-12
	[6]

	rs3756227
	4
	10087995
	WDR1
	1.28×10-128
	[1]

	rs2241480
	4
	10089763
	WDR1
	2.83×10-11
	[6]

	rs734122
	4
	10089865
	WDR1
	2.62×10-11
	[6]

	rs3796822
	4
	10093651
	WDR1
	9.64×10-15
	[1]

	rs3822242
	4
	10094904
	WDR1
	1.84×10-169
	[1]

	rs3822239
	4
	10095539
	WDR1
	6.21×10-16
	[1]

	rs11727087
	4
	10096020
	WDR1
	5.00×10-21
	[6]

	rs3796818
	4
	10097976
	WDR1
	3.31×10-140
	[1]

	rs11726271
	4
	10098192
	WDR1
	3.35×10-172
	[1]

	rs2241482
	4
	10099814
	WDR1
	2.83×10-16
	[1]

	rs2241483
	4
	10099831
	WDR1
	8.87×10-148
	[1]

	rs2241486
	4
	10101083
	WDR1
	1.10×10-137
	[1]

	rs2241488
	4
	10101131
	WDR1
	9.14×10-129
	[1]

	rs6830786
	4
	10101443
	WDR1
	3.57×10-139
	[1]

	rs4697917
	4
	10101960
	WDR1
	3.70×10-16
	[1]

	rs16868326
	4
	10102593
	WDR1
	9.56×10-137
	[1]

	rs12499240
	4
	10103890
	WDR1
	3.41×10-15
	[1]

	rs717615
	4
	10104670
	WDR1
	1.01×10-16
	[6]

	rs717614
	4
	10104788
	WDR1
	6.01×10-15
	[20]

	rs3756224
	4
	10105739
	WDR1
	9.45×10-10
	[21]

	rs3756223
	4
	10105797
	WDR1
	5.48×10-9
	[6]

	rs12509714
	4
	10107091
	WDR1
	8.25×10-28
	[6]

	rs4697922
	4
	10110605
	WDR1
	4.58×10-16
	[1]

	rs4459989
	4
	10112602
	WDR1
	1.49×10-31
	[1]

	rs2241468
	4
	10113905
	WDR1
	1.03×10-137
	[1]

	rs4604059
	4
	10115065
	WDR1
	3.04×10-18
	[6]

	rs4393994
	4
	10115121
	WDR1
	3.49×10-15
	[1]

	rs12498927
	4
	10115523
	WDR1
	1.24×10-15
	[6]

	rs10939710
	4
	10116801
	WDR1
	5.43×10-34
	[1]

	rs35782983
	4
	10117728
	WDR1
	2.07×10-94
	[11]

	rs3822236
	4
	10119961
	5' of WDR1
	6.53×10-231
	[1]

	rs12374320
	4
	10120609
	5' of WDR1
	3.15×10-34
	[1]

	rs4697708
	4
	10121189
	5' of WDR1
	1.71×10-26
	[6]

	rs3756215
	4
	10121260
	5' of WDR1
	2.88×10-102
	[1]

	rs4697710
	4
	10122649
	5' of WDR1
	2.21×10-231
	[1]

	rs6825888
	4
	10122734
	5' of WDR1
	3.83×10-9
	[6]

	rs4235354
	4
	10122942
	5' of WDR1
	2.79×10-25
	[1]

	rs4235355
	4
	10123078
	5' of WDR1
	3.48×10-199
	[1]

	rs4235356
	4
	10123106
	5' of WDR1
	2.85×10-231
	[1]

	rs4311315
	4
	10123191
	5' of WDR1
	2.52×10-28
	[1]

	rs12506893
	4
	10123665
	5' of WDR1
	1.69×10-119
	[1]

	rs10516201
	4
	10123941
	5' of WDR1
	8.17×10-9
	[6]

	rs4697924
	4
	10124239
	5' of WDR1
	4.21×10-17
	[6]

	rs4697926
	4
	10124567
	5' of WDR1
	2.92×10-17
	[6]

	rs4444830
	4
	10124819
	5' of WDR1
	1.37×10-11
	[6]

	rs4456954
	4
	10124838
	5' of WDR1
	3.04×10-86
	[1]

	rs715979
	4
	10125242
	5' of WDR1
	2.57×10-114
	[1]

	rs3886038
	4
	10125255
	5' of WDR1
	1.18×10-8
	[6]

	rs7699512
	4
	10125808
	5' of WDR1
	1.42×10-169
	[1]

	rs7699671
	4
	10125874
	5' of WDR1
	3.16×10-200
	[1]

	rs11722989
	4
	10126139
	5' of WDR1
	2.64×10-16
	[6]

	rs11723016
	4
	10126189
	5' of WDR1
	1.12×10-153
	[1]

	rs6449286
	4
	10126699
	5' of WDR1
	4.10×10-119
	[1]

	rs4619888
	4
	10126978
	5' of WDR1
	6.89×10-126
	[1]

	rs4467562
	4
	10127141
	5' of WDR1
	1.44×10-122
	[1]

	rs10001106
	4
	10127441
	5' of WDR1
	8.06×10-137
	[1]

	rs11722643
	4
	10127484
	5' of WDR1
	1.39×10-9
	[1]

	rs17250843
	4
	10127978
	5' of WDR1
	5.19×10-24
	[1]

	rs715259
	4
	10128071
	5' of WDR1
	1.04×10-9
	[1]

	rs715260
	4
	10128146
	5' of WDR1
	3.23×10-127
	[1]

	rs7667775
	4
	10128536
	5' of WDR1
	4.29×10-103
	[1]

	rs10155145
	4
	10128800
	5' of WDR1
	1.84×10-10
	[1]

	rs12502342
	4
	10129916
	5' of WDR1
	5.22×10-10
	[1]

	rs12502368
	4
	10129953
	5' of WDR1
	9.02×10-10
	[1]

	rs12502556
	4
	10130505
	5' of WDR1
	3.02×10-141
	[1]

	rs10009493
	4
	10132047
	5' of WDR1
	0.00×100
	[1]

	rs12501597
	4
	10132137
	5' of WDR1
	2.22×10-127
	[1]

	rs6449289
	4
	10132543
	5' of WDR1
	7.69×10-120
	[1]

	rs881641
	4
	10133747
	5' of WDR1
	1.90×10-136
	[1]

	rs881642
	4
	10133873
	5' of WDR1
	1.09×10-126
	[1]

	rs881643
	4
	10134117
	5' of WDR1
	1.06×10-9
	[6]

	rs17197769
	4
	10134336
	5' of WDR1
	4.67×10-136
	[1]

	rs1109472
	4
	10134448
	5' of WDR1
	1.63×10-9
	[6]

	rs11938608
	4
	10135849
	5' of WDR1
	5.65×10-122
	[1]

	rs4358401
	4
	10136807
	5' of WDR1
	7.44×10-40
	[1]

	rs873984
	4
	10137125
	5' of WDR1
	1.26×10-44
	[1]

	rs4399989
	4
	10137388
	5' of WDR1
	1.65×10-40
	[1]

	rs4315785
	4
	10137607
	5' of WDR1
	1.29×10-40
	[1]

	rs4235357
	4
	10137756
	5' of WDR1
	2.59×10-40
	[1]

	rs12507725
	4
	10137790
	5' of WDR1
	1.04×10-134
	[1]

	rs17198113
	4
	10138470
	5' of WDR1
	1.11×10-8
	[6]

	rs11732828
	4
	10138746
	5' of WDR1
	2.67×10-41
	[1]

	rs10939722
	4
	10139047
	5' of WDR1
	5.11×10-40
	[1]

	rs10939723
	4
	10139105
	5' of WDR1
	3.14×10-24
	[6]

	rs17198197
	4
	10139157
	5' of WDR1
	5.21×10-24
	[1]

	rs6449300
	4
	10139551
	5' of WDR1
	5.46×10-135
	[1]

	rs6850516
	4
	10139978
	5' of WDR1
	4.22×10-38
	[1]

	rs10025456
	4
	10140259
	5' of WDR1
	1.32×10-29
	[1]

	rs10022911
	4
	10140551
	5' of WDR1
	0.00×100
	[1]

	rs10020887
	4
	10140751
	5' of WDR1
	0.00×100
	[1]

	rs10012288
	4
	10140953
	5' of WDR1
	1.57×10-41
	[1]

	rs4533775
	4
	10141404
	5' of WDR1
	1.58×10-24
	[1]

	rs17198547
	4
	10141419
	5' of WDR1
	4.75×10-38
	[6]

	rs10805356
	4
	10141602
	5' of WDR1
	1.21×10-40
	[1]

	rs4473652
	4
	10141617
	5' of WDR1
	2.10×10-24
	[1]

	rs10028503
	4
	10141927
	5' of WDR1
	9.76×10-9
	[6]

	rs10015494
	4
	10141990
	5' of WDR1
	8.25×10-38
	[1]

	rs10028937
	4
	10142366
	5' of WDR1
	1.10×10-8
	[6]

	rs10015872
	4
	10142410
	5' of WDR1
	1.09×10-8
	[6]

	rs17251963
	4
	10142561
	5' of WDR1
	2.08×10-39
	[6]

	rs10031453
	4
	10142659
	5' of WDR1
	6.94×10-38
	[1]

	rs4697713
	4
	10143582
	5' of WDR1
	6.36×10-38
	[1]

	rs4697930
	4
	10143594
	5' of WDR1
	3.27×10-40
	[1]

	rs4697714
	4
	10143786
	5' of WDR1
	1.16×10-38
	[6]

	rs4292329
	4
	10144459
	5' of WDR1
	3.87×10-24
	[1]

	rs4697931
	4
	10145296
	5' of WDR1
	9.08×10-9
	[6]

	rs4574408
	4
	10145568
	5' of WDR1
	3.39×10-8
	[6]

	rs4640669
	4
	10145733
	5' of WDR1
	5.99×10-38
	[6]

	rs4484300
	4
	10145794
	5' of WDR1
	8.29×10-9
	[6]

	rs4401449
	4
	10145998
	5' of WDR1
	3.14×10-40
	[1]

	rs10939730
	4
	10146049
	5' of WDR1
	2.85×10-37
	[1]

	rs4697933
	4
	10146493
	5' of WDR1
	0.00×100
	[1]

	rs4697715
	4
	10146654
	5' of WDR1
	2.78×10-26
	[1]

	rs6855657
	4
	10148148
	5' of WDR1
	8.09×10-39
	[1]

	rs10939732
	4
	10148390
	5' of WDR1
	1.99×10-36
	[1]

	rs12507586
	4
	10148575
	5' of WDR1
	1.31×10-135
	[1]

	rs4168
	4
	10148609
	5' of WDR1
	1.13×10-36
	[1]

	rs11735668
	4
	10148655
	5' of WDR1
	3.95×10-33
	[6]

	rs12508413
	4
	10148671
	5' of WDR1
	1.05×10-135
	[1]

	rs6813334
	4
	10148753
	5' of WDR1
	7.73×10-136
	[1]

	rs6813385
	4
	10148828
	5' of WDR1
	2.06×10-27
	[1]

	rs6846402
	4
	10148881
	5' of WDR1
	1.24×10-35
	[1]

	rs4697934
	4
	10149064
	5' of WDR1
	2.08×10-8
	[6]

	rs4697936
	4
	10149595
	5' of WDR1
	1.69×10-49
	[1]

	rs4697937
	4
	10149669
	5' of WDR1
	1.85×10-8
	[6]

	rs6826693
	4
	10150739
	5' of WDR1
	9.76×10-32
	[1]

	rs6840883
	4
	10150864
	5' of WDR1
	2.81×10-36
	[1]

	rs11721682
	4
	10151147
	5' of WDR1
	4.04×10-31
	[6]

	rs6827946
	4
	10151335
	5' of WDR1
	0.00×100
	[1]

	rs6827496
	4
	10151656
	5' of WDR1
	1.89×10-139
	[1]

	rs6847379
	4
	10151704
	5' of WDR1
	8.52×10-38
	[1]

	rs4697940
	4
	10152329
	5' of WDR1
	1.21×10-33
	[1]

	rs731069
	4
	10152431
	5' of WDR1
	3.03×10-34
	[1]

	rs731070
	4
	10152582
	5' of WDR1
	9.38×10-35
	[1]

	rs747357
	4
	10152878
	5' of WDR1
	4.81×10-26
	[1]

	rs747356
	4
	10153051
	5' of WDR1
	3.17×10-35
	[1]

	rs737601
	4
	10153233
	5' of WDR1
	2.78×10-13
	[1]

	rs6814532
	4
	10154554
	5' of WDR1
	1.00×10-9
	[1]

	rs11736560
	4
	10154872
	5' of WDR1
	1.17×10-13
	[1]

	rs6851524
	4
	10155041
	5' of WDR1
	9.47×10-25
	[1]

	rs10939741
	4
	10155346
	5' of WDR1
	2.01×10-13
	[1]

	rs11932627
	4
	10156177
	5' of WDR1
	5.59×10-11
	[1]

	rs12513376
	4
	10156222
	5' of WDR1
	1.12×10-116
	[1]

	rs11929718
	4
	10156321
	5' of WDR1
	1.74×10-12
	[6]

	rs12498256
	4
	10156544
	5' of WDR1
	7.00×10-12
	[1]

	rs6823778
	4
	10158163
	5' of WDR1
	3.79×10-15
	[10]

	rs6834055
	4
	10158511
	5' of WDR1
	0.00×100
	[1]

	rs2241464
	4
	10158961
	5' of WDR1
	2.31×10-37
	[1]

	rs2241465
	4
	10159020
	5' of WDR1
	2.97×10-151
	[1]

	rs4697941
	4
	10160862
	5' of WDR1
	1.49×10-9
	[6]

	rs17450260
	4
	10163789
	5' of WDR1
	4.45×10-126
	[1]

	rs6816215
	4
	10164027
	5' of WDR1
	1.14×10-69
	[1]

	rs17450372
	4
	10164344
	5' of WDR1
	1.01×10-124
	[1]

	rs1009144
	4
	10164931
	5' of WDR1
	1.20×10-132
	[1]

	rs17450434
	4
	10164961
	5' of WDR1
	1.16×10-132
	[1]

	rs16894270
	4
	10165779
	5' of WDR1
	6.30×10-49
	[1]

	rs11729371
	4
	10165957
	5' of WDR1
	3.12×10-18
	[6]

	rs11724641
	4
	10166994
	5' of WDR1
	9.12×10-123
	[1]

	rs7659717
	4
	10167217
	5' of WDR1
	2.04×10-139
	[1]

	rs17385112
	4
	10167532
	5' of WDR1
	1.87×10-220
	[1]

	rs17385294
	4
	10168447
	5' of WDR1
	1.36×10-132
	[1]

	rs1001216
	4
	10168849
	5' of WDR1
	1.93×10-219
	[1]

	rs1001217
	4
	10168999
	5' of WDR1
	1.13×10-24
	[1]

	rs11734209
	4
	10170371
	5' of WDR1
	5.66×10-36
	[1]

	rs874079
	4
	10171105
	5' of WDR1
	1.84×10-19
	[1]

	rs7686718
	4
	10171487
	5' of WDR1
	4.83×10-14
	[1]

	rs4697948
	4
	10171567
	5' of WDR1
	3.34×10-25
	[1]

	rs4697950
	4
	10171644
	5' of WDR1
	5.00×10-13
	[10]

	rs2080076
	4
	10171945
	5' of WDR1
	9.01×10-20
	[1]

	rs2098234
	4
	10172113
	5' of WDR1
	2.40×10-17
	[1]

	rs6835689
	4
	10172479
	5' of WDR1
	2.93×10-25
	[1]

	rs55672974
	4
	10173696
	WDR1-
	1.85×10-8
	[6]

	rs10034405
	4
	10173696
	5' of WDR1
	1.45×10-19
	[8]

	rs4697718
	4
	10174139
	5' of WDR1
	1.60×10-22
	[8]

	rs4697719
	4
	10174158
	5' of WDR1
	5.30×10-9
	[6]

	rs4697721
	4
	10174217
	5' of WDR1
	2.62×10-141
	[1]

	rs4697954 
	4
	10174529
	5' of WDR1
	4.69×10-23
	[8]

	rs10017447
	4
	10175536
	5' of WDR1
	3.08×10-13
	[10]

	rs10024152
	4
	10175689
	5' of WDR1
	1.37×10-23
	[8]

	rs2903827
	4
	10175872
	5' of WDR1
	0.00×100
	[1]

	rs2868414
	4
	10177120
	5' of WDR1
	9.61×10-139
	[1]

	rs4697724
	4
	10177818
	5' of WDR1
	6.66×10-13
	[10]

	rs17385872
	4
	10178168
	5' of WDR1
	1.38×10-10
	[6]

	rs16894579
	4
	10178217
	5' of WDR1
	2.12×10-139
	[1]

	rs10033955
	4
	10178556
	5' of WDR1
	1.67×10-127
	[1]

	rs11737347
	4
	10178922
	5' of WDR1
	2.05×10-138
	[1]

	rs7657551
	4
	10179309
	5' of WDR1
	1.13×10-138
	[1]

	rs6449342
	4
	10179769
	5' of WDR1
	7.89×10-139
	[1]

	rs4273473
	4
	10180622
	5' of WDR1
	9.05×10-9
	[6]

	rs11724112
	4
	10180643
	5' of WDR1
	2.58×10-263
	[1]

	rs6811287
	4
	10180823
	5' of WDR1
	6.13×10-263
	[1]

	rs723663
	4
	10181374
	5' of WDR1
	3.12×10-9
	[6]

	rs12500891
	4
	10181387
	5' of WDR1
	2.84×10-10
	[6]

	rs4697956
	4
	10181672
	5' of WDR1
	1.62×10-138
	[1]

	rs4697957
	4
	10182254
	5' of WDR1
	0.00×100
	[1]

	rs4697958
	4
	10182556
	5' of WDR1
	1.28×10-138
	[1]

	rs887735
	4
	10182845
	5' of WDR1
	5.43×10-10
	[6]

	rs887734
	4
	10182913
	5' of WDR1
	4.00×10-13
	[10]

	rs887733
	4
	10183108
	5' of WDR1
	4.08×10-142
	[1]

	rs887732
	4
	10183117
	5' of WDR1
	0.00×100
	[1]

	rs887731
	4
	10183186
	5' of WDR1
	1.49×10-138
	[1]

	rs887729
	4
	10183611
	5' of WDR1
	3.39×10-10
	[6]

	rs887728
	4
	10183798
	5' of WDR1
	1.18×10-138
	[1]

	rs887727
	4
	10183819
	5' of WDR1
	1.77×10-143
	[1]

	rs887725
	4
	10183895
	5' of WDR1
	1.96×10-22
	[1]

	rs10025980
	4
	10185799
	5' of WDR1
	1.54×10-13
	[10]

	rs11723976
	4
	10186251
	5' of WDR1
	1.88×10-14
	[10]

	rs11724092
	4
	10186604
	5' of WDR1
	1.68×10-14
	[10]

	rs11722345
	4
	10186799
	5' of WDR1
	3.68×10-138
	[1]

	rs4697960
	4
	10187263
	5' of WDR1
	2.97×10-143
	[1]

	rs4697961
	4
	10187373
	5' of WDR1
	4.39×10-13
	[10]

	rs4697726
	4
	10187395
	5' of WDR1
	1.61×10-13
	[10]

	rs56391253
	4
	10187580
	5' of WDR1
	2.04×10-13
	[10]

	rs4697727
	4
	10187922
	5' of WDR1
	2.40×10-9
	[6]

	rs956312
	4
	10188326
	5' of WDR1
	7.97×10-9
	[20]

	rs956311
	4
	10188381
	5' of WDR1
	6.43×10-9
	[6]

	rs4697962
	4
	10188832
	5' of WDR1
	5.57×10-14
	[10]

	rs11721530
	4
	10189162
	5' of WDR1
	1.36×10-9
	[6]

	rs62285986
	4
	10189213
	5' of WDR1
	1.57×10-13
	[10]

	rs4697963
	4
	10189483
	5' of WDR1
	8.29×10-14
	[10]

	rs4697964
	4
	10189812
	5' of WDR1
	3.41×10-138
	[1]

	rs4697965
	4
	10190058
	5' of WDR1
	2.35×10-9
	[6]

	rs4697966
	4
	10190074
	5' of WDR1
	4.13×10-9
	[6]

	rs28496435
	4
	10190318
	5' of WDR1
	5.97×10-14
	[10]

	rs11726987
	4
	10190792
	5' of WDR1
	8.64×10-14
	[10]

	rs10000104
	4
	10191766
	5' of WDR1
	6.59×10-14
	[10]

	rs2215691
	4
	10192108
	5' of WDR1
	6.58×10-14
	[10]

	rs6449351
	4
	10192744
	5' of WDR1
	8.00×10-14
	[10]

	rs2159865
	4
	10193287
	5' of WDR1
	4.84×10-14
	[10]

	rs10489080
	4
	10193427
	5' of WDR1
	6.81×10-10
	[6]

	rs2159864
	4
	10193604
	5' of WDR1
	1.36×10-133
	[1]

	rs6832085
	4
	10194270
	5' of WDR1
	1.26×10-13
	[10]

	rs6826383
	4
	10194504
	5' of WDR1
	3.39×10-137
	[1]

	rs4697728
	4
	10196638
	5' of WDR1
	1.27×10-133
	[1]

	rs917825
	4
	10196761
	5' of WDR1
	3.65×10-9
	[6]

	rs1860903
	4
	10196853
	5' of WDR1
	5.92×10-141
	[1]

	rs929575
	4
	10196886
	5' of WDR1
	0.00×100
	[1]

	rs917823
	4
	10197225
	5' of WDR1
	2.16×10-125
	[1]

	rs66769576
	4
	10197663
	5' of WDR1
	1.76×10-13
	[10]

	rs6836606
	4
	10198086
	5' of WDR1
	7.10×10-14
	[10]

	rs4697968
	4
	10198628
	5' of WDR1
	4.44×10-9
	[6]

	rs4697969
	4
	10198981
	5' of WDR1
	1.18×10-23
	[8]

	rs11726996
	4
	10199139
	5' of WDR1
	1.32×10-13
	[10]

	rs2080075
	4
	10199448
	5' of WDR1
	6.97×10-120
	[1]

	rs55878266
	4
	10199948
	5' of WDR1
	5.07×10-14
	[10]

	rs55775442
	4
	10200204
	5' of WDR1
	1.22×10-13
	[10]

	rs4697729
	4
	10200401
	5' of WDR1
	2.09×10-120
	[1]

	rs4697730
	4
	10200496
	5' of WDR1
	2.58×10-9
	[6]

	rs4697731
	4
	10200718
	5' of WDR1
	2.11×10-13
	[10]

	rs4697971
	4
	10200860
	5' of WDR1
	4.35×10-118
	[1]

	rs4697972
	4
	10201503
	5' of WDR1
	2.37×10-14
	[10]

	rs1990469
	4
	10201652
	5' of WDR1
	4.78×10-13
	[10]

	rs4697732
	4
	10201873
	5' of WDR1
	8.15×10-121
	[1]

	rs2868416
	4
	10202574
	5' of WDR1
	1.61×10-122
	[1]

	rs2868420
	4
	10202997
	5' of WDR1
	5.67×10-14
	[10]

	rs4697973
	4
	10203152
	5' of WDR1
	4.78×10-14
	[10]

	rs10489079
	4
	10203963
	5' of WDR1
	1.79×10-135
	[1]

	rs6858209
	4
	10204157
	5' of WDR1
	3.48×10-127
	[1]

	rs9283699
	4
	10204189
	5' of WDR1
	1.50×10-127
	[1]

	rs10030776
	4
	10204475
	5' of WDR1
	2.47×10-127
	[1]

	rs10030782
	4
	10204496
	5' of WDR1
	3.92×10-128
	[1]

	rs9990501
	4
	10204593
	5' of WDR1
	1.46×10-12
	[10]

	rs10939766
	4
	10204970
	5' of WDR1
	3.52×10-9
	[6]

	rs16894893
	4
	10205595
	5' of WDR1
	6.01×10-37
	[1]

	rs4697974
	4
	10205718
	5' of WDR1
	6.35×10-14
	[10]

	rs231
	4
	10205848
	5' of WDR1
	1.83×10-132
	[1]

	rs17455117
	4
	10206204
	5' of WDR1
	1.16×10-84
	[1]

	rs6449355
	4
	10206731
	5' of WDR1
	1.33×10-134
	[1]

	rs17389602
	4
	10206926
	5' of WDR1
	0.00×100
	[1]

	rs7690319
	4
	10207061
	5' of WDR1
	1.37×10-13
	[10]

	rs10026434
	4
	10208128
	5' of WDR1
	8.27×10-13
	[10]

	rs11734623
	4
	10208303
	5' of WDR1
	5.09×10-14
	[10]

	rs6826185
	4
	10208656
	5' of WDR1
	1.13×10-13
	[10]

	rs6812780
	4
	10208725
	5' of WDR1
	3.56×10-8
	[6]

	rs6826450
	4
	10208778
	5' of WDR1
	2.34×10-9
	[6]

	rs6845818
	4
	10208794
	5' of WDR1
	5.38×10-9
	[6]

	rs6855489
	4
	10208888
	5' of WDR1
	2.35×10-9
	[6]

	rs11947517
	4
	10209251
	5' of WDR1
	2.70×10-9
	[6]

	rs4697977
	4
	10210653
	5' of WDR1
	9.30×10-131
	[1]

	rs2080072
	4
	10235622
	5' of WDR1
	7.01×10-262
	[1]

	rs11734783
	4
	10240663
	5' of WDR1
	2.82×10-48
	[6]

	rs917821
	4
	10241132
	5' of WDR1
	2.22×10-13
	[1]

	rs11727366
	4
	10244841
	5' of WDR1
	3.87×10-148
	[1]

	rs10023177
	4
	10244955
	5' of WDR1
	3.04×10-12
	[6]

	rs1978274
	4
	10245087
	5' of WDR1
	0.00×100
	[1]

	rs7675945
	4
	10245340
	5' of WDR1
	1.37×10-147
	[1]

	rs6853056
	4
	10245898
	5' of WDR1
	6.07×10-12
	[6]

	rs10010656
	4
	10246327
	5' of WDR1
	9.50×10-148
	[1]

	rs11732042
	4
	10246448
	5' of WDR1
	4.62×10-30
	[1]

	rs4697983
	4
	10247248
	5' of WDR1
	1.17×10-67
	[1]

	rs10939801
	4
	10247512
	5' of WDR1
	3.24×10-8
	[6]

	rs11730940
	4
	10247893
	5' of WDR1
	6.14×10-134
	[1]

	rs10025702
	4
	10248174
	5' of WDR1
	4.38×10-11
	[6]

	rs2024282
	4
	10249688
	5' of WDR1
	3.31×10-113
	[1]

	rs2024281
	4
	10249751
	5' of WDR1
	2.14×10-134
	[1]

	rs6449395
	4
	10249877
	5' of WDR1
	2.42×10-9
	[1]

	rs7661555
	4
	10250026
	5' of WDR1
	9.09×10-10
	[6]

	rs17392044
	4
	10250340
	5' of WDR1
	4.26×10-258
	[1]

	rs1017124
	4
	10250399
	5' of WDR1
	1.22×10-11
	[6]

	rs12509424
	4
	10250503
	5' of WDR1
	6.60×10-136
	[1]

	rs1860896
	4
	10250777
	5' of WDR1
	6.60×10-127
	[1]

	rs1860895
	4
	10250779
	5' of WDR1
	2.76×10-13
	[10]

	rs16895216
	4
	10250983
	5' of WDR1
	5.28×10-21
	[1]

	rs11735543
	4
	10251652
	5' of WDR1
	0.00×100
	[1]

	rs11735623
	4
	10251925
	5' of WDR1
	3.01×10-13
	[10]

	rs10029208
	4
	10252005
	5' of WDR1
	1.21×10-150
	[1]

	rs6838644
	4
	10252871
	5' of WDR1
	8.98×10-125
	[1]

	rs4522862
	4
	10253015
	5' of WDR1
	8.78×10-151
	[1]

	rs4406017
	4
	10253169
	5' of WDR1
	1.92×10-9
	[1]

	rs11724760
	4
	10254162
	5' of WDR1
	1.83×10-13
	[10]

	rs4697984
	4
	10254550
	5' of WDR1
	1.24×10-150
	[1]

	rs12513165
	4
	10256577
	5' of WDR1
	5.27×10-137
	[1]

	rs2192101
	4
	10258057
	5' of WDR1
	2.50×10-150
	[1]

	rs2192100
	4
	10258373
	5' of WDR1
	3.19×10-9
	[1]

	rs4697986
	4
	10258968
	5' of WDR1
	1.81×10-138
	[1]

	rs4697736
	4
	10259834
	5' of WDR1
	7.30×10-10
	[1]

	rs17406107
	4
	10263380
	5' of WDR1
	0.00×100
	[1]

	rs4697995
	4
	10264276
	5' of WDR1
	1.16×10-8
	[1]

	rs929577
	4
	10264888
	5' of WDR1
	8.78×10-10
	[6]

	rs759031
	4
	10265433
	5' of WDR1
	1.96×10-136
	[1]

	rs17472370
	4
	10270131
	5' of WDR1
	6.52×10-67
	[1]

	rs10489076
	4
	10270848
	5' of WDR1
	6.40×10-42
	[1]

	rs13134726
	4
	10271119
	5' of WDR1
	1.49×10-8
	[1]

	rs12505222
	4
	10271136
	5' of WDR1
	1.64×10-41
	[1]

	rs7676442
	4
	10272591
	5' of WDR1
	8.88×10-46
	[1]

	rs10489074
	4
	10272605
	5' of WDR1
	1.02×10-35
	[1]

	rs10489073
	4
	10272788
	5' of WDR1
	1.20×10-8
	[6]

	rs17407324
	4
	10273043
	5' of WDR1
	1.91×10-8
	[6]

	rs10489072
	4
	10273244
	5' of WDR1
	3.79×10-44
	[1]

	rs10939814
	4
	10273329
	5' of WDR1
	9.58×10-45
	[1]

	rs10489071
	4
	10273549
	5' of WDR1
	1.83×10-42
	[1]

	rs2192095
	4
	10274173
	5' of WDR1
	1.49×10-44
	[1]

	rs4697998
	4
	10274626
	5' of WDR1
	5.53×10-41
	[1]

	rs4697999
	4
	10274934
	5' of WDR1
	3.01×10-38
	[1]

	rs17407555
	4
	10274994
	5' of WDR1
	3.78×10-36
	[1]

	rs1860911
	4
	10275057
	5' of WDR1
	4.10×10-136
	[1]

	rs1860910
	4
	10275470
	5' of WDR1
	3.25×10-136
	[1]

	rs10805364
	4
	10275518
	5' of WDR1
	1.67×10-9
	[12]

	rs6823180
	4
	10275831
	5' of WDR1
	2.36×10-36
	[1]

	rs6833142
	4
	10275982
	5' of WDR1
	1.36×10-35
	[1]

	rs10489070
	4
	10276352
	5' of WDR1
	4.18×10-11
	[22]

	rs12510549
	4
	10276467
	5' of WDR1
	5.24×10-47
	[6]

	rs4698000
	4
	10277467
	5' of WDR1
	5.81×10-38
	[1]

	rs6836916
	4
	10277792
	5' of WDR1
	3.40×10-38
	[1]

	rs11736814
	4
	10277869
	5' of WDR1
	5.01×10-12
	[1]

	rs16895836
	4
	10278349
	5' of WDR1
	4.51×10-40
	[1]

	rs7435841
	4
	10278552
	5' of WDR1
	4.51×10-38
	[1]

	rs10489069
	4
	10278668
	5' of WDR1
	1.46×10-135
	[1]

	rs10032742
	4
	10278893
	5' of WDR1
	1.51×10-37
	[1]

	rs4698001
	4
	10279413
	5' of WDR1
	1.98×10-39
	[1]

	rs1860909
	4
	10279557
	5' of WDR1
	5.16×10-9
	[1]

	rs17474174
	4
	10281411
	3' of ZNF518B
	3.34×10-138
	[1]

	rs2159868
	4
	10283560
	3' of ZNF518B
	5.56×10-10
	[1]

	rs4698005
	4
	10283627
	3' of ZNF518B
	7.21×10-10
	[1]

	rs4697740
	4
	10284565
	3' of ZNF518B
	4.90×10-9
	[1]

	rs16895984
	4
	10284727
	3' of ZNF518B
	1.69×10-25
	[6]

	rs4698009
	4
	10284993
	3' of ZNF518B
	1.25×10-37
	[6]

	rs4698014
	4
	10286301
	3' of ZNF518B
	1.67×10-9
	[12]

	rs17409460
	4
	10286427
	3' of ZNF518B
	6.25×10-138
	[1]

	rs7685241
	4
	10286665
	3' of ZNF518B
	5.12×10-133
	[1]

	rs12640013
	4
	10286687
	3' of ZNF518B
	9.55×10-9
	[1]

	rs10939818
	4
	10286962
	3' of ZNF518B
	4.92×10-13
	[10]

	rs17475334
	4
	10287170
	3' of ZNF518B
	7.16×10-138
	[1]

	rs11932349
	4
	10287251
	3' of ZNF518B
	1.68×10-10
	[6]

	rs10489068
	4
	10287268
	3' of ZNF518B
	1.42×10-8
	[6]

	rs11945358
	4
	10287559
	3' of ZNF518B
	1.14×10-13
	[10]

	rs17475461
	4
	10287677
	3' of ZNF518B
	3.89×10-30
	[1]

	rs7670709
	4
	10288932
	3' of ZNF518B
	8.53×10-14
	[10]

	rs11937220
	4
	10289874
	3' of ZNF518B
	1.11×10-9
	[6]

	rs757628
	4
	10290297
	3' of ZNF518B
	2.22×10-13
	[10]

	rs7692559
	4
	10290726
	3' of ZNF518B
	3.03×10-30
	[1]

	rs6449438
	4
	10291063
	3' of ZNF518B
	2.92×10-31
	[1]

	rs2024280
	4
	10291813
	3' of ZNF518B
	2.34×10-46
	[6]

	rs2192094
	4
	10291968
	3' of ZNF518B
	1.92×10-138
	[1]

	rs11730631
	4
	10292968
	3' of ZNF518B
	3.19×10-47
	[6]

	rs11731652
	4
	10292984
	3' of ZNF518B
	0.00×100
	[1]

	rs917827
	4
	10295500
	3' of ZNF518B
	7.54×10-132
	[1]

	rs6839820
	4
	10296114
	3' of ZNF518B
	4.73×10-14
	[10]

	rs11728055
	4
	10296298
	3' of ZNF518B
	4.36×10-17
	[6]

	rs1860907
	4
	10296699
	3' of ZNF518B
	7.25×10-134
	[1]

	rs6856707
	4
	10297330
	3' of ZNF518B
	2.21×10-13
	[10]

	rs17410735
	4
	10297447
	3' of ZNF518B
	8.67×10-138
	[1]

	rs4698017
	4
	10298094
	3' of ZNF518B
	3.71×10-13
	[10]

	rs4697744
	4
	10298147
	3' of ZNF518B
	1.20×10-13
	[10]

	rs11732729
	4
	10300316
	3' of ZNF518B
	5.93×10-24
	[1]

	rs2080077
	4
	10300382
	3' of ZNF518B
	9.39×10-147
	[1]

	rs2098236
	4
	10300472
	3' of ZNF518B
	1.28×10-146
	[1]

	rs6834574
	4
	10300814
	3' of ZNF518B
	8.22×10-138
	[1]

	rs10939829
	4
	10300819
	3' of ZNF518B
	4.49×10-109
	[1]

	rs7683755
	4
	10301757
	3' of ZNF518B
	1.45×10-137
	[1]

	rs10014800
	4
	10302493
	3' of ZNF518B
	3.18×10-13
	[10]

	rs2868937
	4
	10303081
	3' of ZNF518B
	0.00×100
	[1]

	rs4698023
	4
	10304726
	3' of ZNF518B
	0.00×100
	[1]

	rs4698025
	4
	10305157
	3' of ZNF518B
	4.68×10-141
	[1]

	rs7689060
	4
	10305463
	3' of ZNF518B
	2.16×10-35
	[6]

	rs1468692
	4
	10305775
	3' of ZNF518B
	6.03×10-29
	[1]

	rs991458
	4
	10308756
	3' of ZNF518B
	6.35×10-9
	[1]

	rs9991653
	4
	10310495
	3' of ZNF518B
	1.10×10-35
	[1]

	rs7436833
	4
	10311074
	3' of ZNF518B
	2.46×10-32
	[1]

	rs6449449
	4
	10311707
	3' of ZNF518B
	1.16×10-131
	[1]

	rs6449450
	4
	10311887
	3' of ZNF518B
	9.33×10-14
	[10]

	rs12511337
	4
	10311972
	3' of ZNF518B
	5.46×10-41
	[6]

	rs6449451
	4
	10312073
	3' of ZNF518B
	1.50×10-8
	[6]

	rs6449452
	4
	10312112
	3' of ZNF518B
	9.44×10-121
	[1]

	rs4698028
	4
	10312216
	3' of ZNF518B
	2.45×10-8
	[6]

	rs4698029
	4
	10312798
	3' of ZNF518B
	1.33×10-40
	[6]

	rs2192093
	4
	10313106
	3' of ZNF518B
	1.04×10-8
	[6]

	rs6810699
	4
	10314025
	3' of ZNF518B
	1.59×10-8
	[6]

	rs727995
	4
	10314177
	3' of ZNF518B
	1.93×10-31
	[1]

	rs727996
	4
	10314188
	3' of ZNF518B
	2.75×10-12
	[1]

	rs714436
	4
	10314667
	3' of ZNF518B
	2.48×10-8
	[12]

	rs2868939
	4
	10314921
	3' of ZNF518B
	3.78×10-25
	[1]

	rs17477561
	4
	10315096
	3' of ZNF518B
	2.68×10-8
	[6]

	rs4698031
	4
	10315921
	3' of ZNF518B
	0.00×100
	[1]

	rs6449453
	4
	10316834
	3' of ZNF518B
	3.15×10-130
	[1]

	rs17418478
	4
	10316851
	3' of ZNF518B
	0.00×100
	[1]

	rs7666514
	4
	10316879
	3' of ZNF518B
	1.66×10-119
	[1]

	rs17418533
	4
	10316941
	3' of ZNF518B
	0.00×100
	[1]

	rs6449454
	4
	10317381
	3' of ZNF518B
	2.36×10-126
	[1]

	rs11722185
	4
	10317482
	3' of ZNF518B
	0.00×100
	[1]

	rs1860905
	4
	10318836
	3' of ZNF518B
	5.03×10-142
	[1]

	rs11737588
	4
	10319007
	3' of ZNF518B
	2.10×10-31
	[1]

	rs4698033
	4
	10319571
	3' of ZNF518B
	4.81×10-142
	[1]

	rs4697748
	4
	10319699
	3' of ZNF518B
	2.84×10-142
	[1]

	rs12506560
	4
	10322032
	3' of ZNF518B
	1.77×10-10
	[1]

	rs12506625
	4
	10322185
	3' of ZNF518B
	2.38×10-10
	[1]

	rs993173
	4
	10323935
	3' of ZNF518B
	1.34×10-165
	[1]

	rs9291683
	4
	10324160
	3' of ZNF518B
	2.74×10-8
	[10]

	rs17478453
	4
	10324312
	3' of ZNF518B
	2.84×10-9
	[6]

	rs993172
	4
	10324361
	3' of ZNF518B
	2.94×10-13
	[6]

	rs1558489
	4
	10325489
	3' of ZNF518B
	4.75×10-141
	[1]

	rs1558488
	4
	10327414
	3' of ZNF518B
	1.25×10-38
	[1]

	rs4698036
	4
	10331294
	3' of ZNF518B
	2.89×10-9
	[12]

	rs11729318
	4
	10336919
	3' of ZNF518B
	0.00×100
	[1]

	rs17419612
	4
	10337263
	3' of ZNF518B
	1.43×10-124
	[1]

	rs1964268
	4
	10337921
	3' of ZNF518B
	1.21×10-142
	[1]

	rs13142790
	4
	10339040
	3' of ZNF518B
	2.19×10-124
	[1]

	rs759024
	4
	10339095
	3' of ZNF518B
	4.59×10-145
	[1]

	rs759022
	4
	10339426
	3' of ZNF518B
	4.49×10-11
	[1]

	rs10489067
	4
	10340486
	3' of ZNF518B
	7.41×10-11
	[1]

	rs2007103
	4
	10341255
	3' of ZNF518B
	1.04×10-145
	[1]

	rs4306950
	4
	10341419
	3' of ZNF518B
	6.36×10-11
	[6]

	rs10938761
	4
	10342723
	3' of ZNF518B
	5.21×10-11
	[1]

	rs984723
	4
	10344624
	3' of ZNF518B
	1.44×10-10
	[6]

	rs2052165
	4
	10345172
	3' of ZNF518B
	7.27×10-31
	[1]

	rs1035052
	4
	10345339
	3' of ZNF518B
	7.94×10-12
	[1]

	rs17420080
	4
	10345548
	3' of ZNF518B
	3.53×10-8
	[12]

	rs13109847
	4
	10346245
	3' of ZNF518B
	2.45×10-8
	[6]

	rs17479487
	4
	10346550
	3' of ZNF518B
	2.42×10-127
	[1]

	rs2192084
	4
	10347051
	3' of ZNF518B
	1.73×10-135
	[1]

	rs16897170
	4
	10347414
	3' of ZNF518B
	8.21×10-11
	[1]

	rs2192083
	4
	10347764
	3' of ZNF518B
	1.69×10-10
	[1]

	rs6849037
	4
	10348431
	3' of ZNF518B
	3.89×10-150
	[1]

	rs4698037
	4
	10348895
	3' of ZNF518B
	1.08×10-11
	[6]

	rs1544599
	4
	10349168
	3' of ZNF518B
	1.38×10-13
	[10]

	rs17420450
	4
	10350765
	3' of ZNF518B
	1.09×10-86
	[1]

	rs13145430
	4
	10350948
	3' of ZNF518B
	3.23×10-8
	[6]

	rs17420513
	4
	10350975
	3' of ZNF518B
	2.23×10-137
	[1]

	rs17420562
	4
	10351595
	3' of ZNF518B
	2.28×10-135
	[1]

	rs4697750
	4
	10351706
	3' of ZNF518B
	2.12×10-149
	[1]

	rs6853659
	4
	10351970
	3' of ZNF518B
	2.57×10-138
	[1]

	rs4697751
	4
	10352506
	3' of ZNF518B
	4.05×10-141
	[1]

	rs4698040
	4
	10352550
	3' of ZNF518B
	0.00×100
	[1]

	rs4697752
	4
	10353381
	3' of ZNF518B
	5.51×10-150
	[1]

	rs2098235
	4
	10354069
	3' of ZNF518B
	2.26×10-11
	[1]

	rs10938768
	4
	10354341
	3' of ZNF518B
	1.36×10-138
	[1]

	rs6838846
	4
	10355529
	3' of ZNF518B
	3.97×10-102
	[1]

	rs11931317
	4
	10356348
	3' of ZNF518B
	3.72×10-150
	[1]

	rs1860904
	4
	10357448
	3' of ZNF518B
	1.57×10-11
	[6]

	rs7680825
	4
	10358790
	3' of ZNF518B
	5.10×10-150
	[1]

	rs7681212
	4
	10358964
	3' of ZNF518B
	4.96×10-31
	[6]

	rs13114042
	4
	10359104
	3' of ZNF518B
	6.58×10-10
	[1]

	rs7661209
	4
	10359607
	3' of ZNF518B
	1.28×10-125
	[1]

	rs11727261
	4
	10363482
	3' of ZNF518B
	8.33×10-10
	[1]

	rs4235361
	4
	10365093
	3' of ZNF518B
	8.38×10-10
	[1]

	rs4697753
	4
	10366453
	3' of ZNF518B
	5.50×10-70
	[1]

	rs4698041
	4
	10368235
	3' of ZNF518B
	5.21×10-150
	[1]

	rs9291406
	4
	10369564
	3' of ZNF518B
	6.34×10-10
	[1]

	rs13122923
	4
	10369776
	3' of ZNF518B
	1.30×10-9
	[1]

	rs6857135
	4
	10370585
	3' of ZNF518B
	9.93×10-151
	[1]

	rs6813712
	4
	10370663
	3' of ZNF518B
	1.05×10-150
	[1]

	rs6813919
	4
	10370791
	3' of ZNF518B
	1.24×10-9
	[1]

	rs6849583
	4
	10372790
	3' of ZNF518B
	1.06×10-150
	[1]

	rs13125564
	4
	10372914
	3' of ZNF518B
	1.50×10-9
	[1]

	rs6851536
	4
	10372966
	3' of ZNF518B
	8.71×10-151
	[1]

	rs11943393
	4
	10374005
	3' of ZNF518B
	2.08×10-150
	[1]

	rs10938772
	4
	10375328
	3' of ZNF518B
	0.00×100
	[1]

	rs11732092
	4
	10377405
	3' of ZNF518B
	1.31×10-13
	[10]

	rs4698043
	4
	10378602
	3' of ZNF518B
	2.07×10-151
	[1]

	rs7677806
	4
	10383005
	3' of ZNF518B
	1.18×10-11
	[6]

	rs59420943
	4
	10384278
	3' of ZNF518B
	8.02×10-15
	[10]

	rs4302456
	4
	10386674
	3' of ZNF518B
	1.92×10-137
	[1]

	rs4302457
	4
	10386973
	3' of ZNF518B
	1.57×10-9
	[6]

	rs9990427
	4
	10388313
	3' of ZNF518B
	3.63×10-14
	[10]

	rs9990701
	4
	10388610
	3' of ZNF518B
	3.55×10-13
	[10]

	rs11724536
	4
	10390289
	3' of ZNF518B
	1.47×10-9
	[1]

	rs4607209
	4
	10400156
	3' of ZNF518B
	4.76×10-20
	[1]

	rs10017305
	4
	10401223
	3' of ZNF518B
	0.00×100
	[1]

	rs11943276
	4
	10403545
	3' of ZNF518B
	3.45×10-29
	[6]

	rs7654258
	4
	10404512
	3' of ZNF518B
	1.09×10-19
	[1]

	rs7677318
	4
	10406291
	3' of ZNF518B
	1.88×10-9
	[1]

	rs4463062
	4
	10406994
	3' of ZNF518B
	6.02×10-9
	[6]

	rs6819959
	4
	10407534
	3' of ZNF518B
	4.74×10-8
	[6]

	rs4643800
	4
	10407572
	3' of ZNF518B
	5.93×10-278
	[1]

	rs11728025
	4
	10408221
	3' of ZNF518B
	1.57×10-247
	[1]

	rs7697246
	4
	10408757
	3' of ZNF518B
	2.79×10-131
	[1]

	rs4698049
	4
	10409770
	3' of ZNF518B
	2.69×10-131
	[1]

	rs7656072
	4
	10409841
	3' of ZNF518B
	9.26×10-31
	[1]

	rs4698050
	4
	10410748
	3' of ZNF518B
	2.05×10-8
	[12]

	rs11721485
	4
	10412554
	3' of ZNF518B
	4.10×10-10
	[1]

	rs4610325
	4
	10413168
	3' of ZNF518B
	5.54×10-131
	[1]

	rs7661365
	4
	10413908
	3' of ZNF518B
	5.70×10-9
	[1]

	rs11736389
	4
	10416360
	3' of ZNF518B
	0.00×100
	[1]

	rs13125855
	4
	10418078
	3' of ZNF518B
	6.86×10-57
	[1]

	rs6858510
	4
	10432508
	3' of ZNF518B
	2.88×10-16
	[1]

	rs7691990
	4
	10434459
	3' of ZNF518B
	1.46×10-43
	[1]

	rs10003864
	4
	10437391
	3' of ZNF518B
	7.08×10-27
	[1]

	rs4422413
	4
	10443384
	ZNF518B
	6.76×10-36
	[1]

	rs10938799
	4
	10443425
	ZNF518B
	1.97×10-54
	[1]

	rs3217
	4
	10444650
	ZNF518B
	4.20×10-36
	[1]

	rs10016022
	4
	10446906
	ZNF518B
	1.96×10-8
	[11]

	rs66538112
	4
	10447168
	ZNF518B
	1.27×10-8
	[11]

	rs10016702
	4
	10447640
	ZNF518B
	1.38×10-12
	[1]

	rs7674156
	4
	10452763
	ZNF518B
	3.29×10-35
	[1]

	rs12019277
	4
	10454994
	ZNF518B
	2.91×10-35
	[1]

	rs9996284
	4
	10469446
	5' of ZNF518B
	3.80×10-35
	[1]

	rs10029818
	4
	10472670
	5' of ZNF518B
	3.23×10-36
	[1]

	rs11732503
	4
	10482614
	3' of CLNK
	2.52×10-51
	[1]

	rs11737650
	4
	10485014
	3' of CLNK
	2.83×10-44
	[1]

	rs11733306
	4
	10488402
	CLNK
	2.98×10-44
	[1]

	rs11737601
	4
	10488568
	CLNK
	1.45×10-60
	[1]

	rs4541501
	4
	10488621
	CLNK
	4.45×10-42
	[1]

	rs13111270
	4
	10489007
	CLNK
	2.50×10-36
	[1]

	rs13130674
	4
	10489600
	CLNK
	4.55×10-44
	[1]

	rs7692088
	4
	10491040
	CLNK
	1.70×10-48
	[1]

	rs9790491
	4
	10493115
	CLNK
	1.33×10-44
	[1]

	rs13115661
	4
	10493961
	CLNK
	1.13×10-25
	[1]

	rs3749558
	4
	10494003
	CLNK
	2.83×10-44
	[1]

	rs7667644
	4
	10495072
	CLNK
	1.56×10-44
	[1]

	rs16869060
	4
	10495790
	CLNK
	2.05×10-50
	[1]

	rs13142053
	4
	10496241
	CLNK
	5.50×10-34
	[1]

	rs10033825
	4
	10496792
	CLNK
	1.63×10-35
	[1]

	rs7698826
	4
	10497423
	CLNK
	1.36×10-46
	[1]

	rs6819820
	4
	10498830
	CLNK
	1.54×10-23
	[1]

	rs12504795
	4
	10499344
	CLNK
	6.37×10-57
	[1]

	rs17467273
	4
	10500431
	CLNK
	3.28×10-35
	[1]

	rs13109939
	4
	10501625
	CLNK
	4.95×10-45
	[1]

	rs10488946
	4
	10502650
	CLNK
	6.89×10-14
	[1]

	rs6833095
	4
	10506599
	CLNK
	8.04×10-35
	[1]

	rs11734599
	4
	10507490
	CLNK
	2.11×10-45
	[1]

	rs887112
	4
	10507984
	CLNK
	4.57×10-14
	[1]

	rs13141385
	4
	10508404
	CLNK
	1.60×10-35
	[1]

	rs2868941
	4
	10509699
	CLNK
	3.19×10-58
	[1]

	rs11929850
	4
	10510050
	CLNK
	2.75×10-14
	[1]

	rs13108998
	4
	10510869
	CLNK
	9.03×10-32
	[1]

	rs13109005
	4
	10510881
	CLNK
	3.84×10-19
	[1]

	rs1004327
	4
	10511483
	CLNK
	6.88×10-42
	[1]

	rs12508358
	4
	10512238
	CLNK
	2.74×10-42
	[1]

	rs13125670
	4
	10513072
	CLNK
	5.47×10-56
	[1]

	rs12499142
	4
	10514238
	CLNK
	2.59×10-37
	[1]

	rs2868942
	4
	10514568
	CLNK
	1.92×10-41
	[1]

	rs16869379
	4
	10514681
	CLNK
	1.61×10-51
	[1]

	rs10034180
	4
	10518525
	CLNK
	2.15×10-33
	[1]

	rs16869430
	4
	10519426
	CLNK
	6.36×10-55
	[1]

	rs2041215
	4
	10519982
	CLNK
	3.20×10-34
	[1]

	rs7665423
	4
	10520600
	CLNK
	1.39×10-12
	[1]

	rs13125086
	4
	10520693
	CLNK
	8.07×10-24
	[1]

	rs16869474
	4
	10520972
	CLNK
	3.77×10-55
	[1]

	rs2012249
	4
	10521158
	CLNK
	2.03×10-27
	[1]

	rs2012237
	4
	10521221
	CLNK
	1.56×10-12
	[1]

	rs10001632
	4
	10521871
	CLNK
	5.58×10-18
	[1]

	rs2041216
	4
	10523090
	CLNK
	2.29×10-34
	[1]

	rs997219
	4
	10524671
	CLNK
	4.02×10-34
	[1]

	rs2108878
	4
	10527342
	CLNK
	5.48×10-67
	[1]

	rs12641877
	4
	10528226
	CLNK
	1.59×10-66
	[1]

	rs2286463
	4
	10532258
	CLNK
	3.04×10-47
	[1]

	rs2286465
	4
	10532634
	CLNK
	3.65×10-56
	[1]

	rs10030521
	4
	10536417
	CLNK
	1.70×10-17
	[1]

	rs10488948
	4
	10536544
	CLNK
	8.02×10-41
	[1]

	rs2108879
	4
	10538144
	CLNK
	3.70×10-16
	[1]

	rs7688620
	4
	10543318
	CLNK
	9.96×10-18
	[1]

	rs6856070
	4
	10545768
	CLNK
	2.07×10-17
	[1]

	rs11939512
	4
	10546359
	CLNK
	1.17×10-17
	[1]

	rs10938845
	4
	10551500
	CLNK
	6.20×10-25
	[1]

	rs1974584
	4
	10557861
	CLNK
	2.60×10-22
	[1]

	rs1558201
	4
	10557918
	CLNK
	8.09×10-26
	[1]

	rs4698068
	4
	10558992
	CLNK
	3.36×10-9
	[1]

	rs4698069
	4
	10559041
	CLNK
	3.85×10-14
	[1]

	rs9994202
	4
	10559396
	CLNK
	3.09×10-13
	[1]

	rs12643937
	4
	10577980
	CLNK
	3.95×10-11
	[1]

	rs12640119
	4
	10586384
	CLNK
	1.11×10-10
	[1]

	rs10488949
	4
	10591448
	CLNK
	8.29×10-11
	[1]

	rs2531178
	4
	10601134
	CLNK
	2.72×10-16
	[1]

	rs2531185
	4
	10605821
	CLNK
	2.26×10-9
	[1]

	rs6836007
	4
	10647584
	CLNK
	5.00×10-10
	[1]

	rs4593124
	4
	10648278
	CLNK
	5.97×10-11
	[1]

	rs12650571
	4
	10649456
	CLNK
	5.19×10-10
	[1]

	rs7696539
	4
	10649778
	CLNK
	4.79×10-10
	[1]

	rs10516207
	4
	10650693
	CLNK
	4.07×10-9
	[1]

	rs13107947
	4
	10651617
	CLNK
	2.10×10-12
	[1]

	rs13139842
	4
	10651701
	CLNK
	6.81×10-12
	[1]

	rs6822578
	4
	10652262
	CLNK
	2.55×10-11
	[1]

	rs4449408
	4
	10652413
	CLNK
	7.15×10-12
	[1]

	rs12233843
	4
	10655218
	CLNK
	1.12×10-10
	[1]

	rs10938919
	4
	10655503
	CLNK
	6.92×10-13
	[1]

	rs9683460
	4
	10656446
	CLNK
	6.78×10-11
	[1]

	rs6830367
	4
	10671323
	CLNK
	2.35×10-11
	[1]

	rs141646361
	4
	77676155
	SHROOM3
	2.00×10-16
	[4]

	rs17013187
	4
	88733531
	3' of IBSP
	2.85×10-12
	[21]

	rs4466013
	4
	88760413
	MEPE
	1.60×10-16
	[1]

	rs17013282
	4
	88765873
	MEPE
	4.95×10-17
	[21]

	rs6854498
	4
	88776760
	3' of MEPE
	1.11×10-16
	[1]

	rs6854361
	4
	88776864
	3' of MEPE
	5.56×10-17
	[1]

	rs2169612
	4
	88817414
	3' of MEPE
	4.84×10-10
	[1]

	rs12651696
	4
	88821873
	3' of MEPE
	2.49×10-9
	[1]

	rs17013544
	4
	88823643
	3' of MEPE
	1.15×10-10
	[1]

	rs17013545
	4
	88826327
	3' of MEPE
	3.73×10-9
	[1]

	rs716202
	4
	88836002
	5' of SPP1
	1.13×10-8
	[1]

	rs17842205
	4
	88849552
	5' of SPP1
	1.45×10-30
	[1]

	rs10516796
	4
	88856733
	5' of SPP1
	2.35×10-8
	[1]

	rs4693920
	4
	88864775
	5' of SPP1
	6.69×10-31
	[1]

	rs2728123
	4
	88870795
	5' of SPP1
	1.17×10-31
	[1]

	rs17013584
	4
	88872963
	5' of SPP1
	8.00×10-30
	[1]

	rs2728119
	4
	88877531
	5' of SPP1
	2.29×10-40
	[1]

	rs4490426
	4
	88880522
	5' of SPP1
	9.01×10-15
	[1]

	rs10516798
	4
	88883537
	5' of SPP1
	1.64×10-14
	[1]

	rs11730059
	4
	88887327
	5' of SPP1
	1.00×10-46
	[1]

	rs12641001
	4
	88888940
	5' of SPP1
	8.14×10-14
	[1]

	rs10516800
	4
	88891590
	5' of SPP1
	1.19×10-13
	[1]

	rs6813526
	4
	88894235
	5' of SPP1
	2.99×10-15
	[1]

	rs2853749
	4
	88897814
	SPP1
	1.21×10-15
	[1]

	rs7685225
	4
	88906458
	3' of SPP1
	1.76×10-12
	[1]

	rs6818927
	4
	88907257
	3' of SPP1
	7.90×10-13
	[1]

	rs4128340
	4
	88908136
	3' of SPP1
	5.29×10-13
	[1]

	rs6532041
	4
	88909033
	3' of SPP1
	4.66×10-12
	[1]

	rs6832511
	4
	88909088
	3' of SPP1
	3.92×10-13
	[1]

	rs6838095
	4
	88909436
	3' of SPP1
	4.40×10-13
	[1]

	rs12509864
	4
	88909766
	3' of SPP1
	5.44×10-11
	[1]

	rs11938988
	4
	88910113
	3' of SPP1
	2.01×10-13
	[1]

	rs2728116
	4
	88931050
	PKD2
	4.67×10-8
	[1]

	rs2725234
	4
	88932272
	PKD2
	2.20×10-43
	[1]

	rs12503776
	4
	88932464
	PKD2
	1.92×10-10
	[1]

	rs2728113
	4
	88939736
	PKD2
	3.65×10-8
	[6]

	rs2725227
	4
	88944511
	PKD2
	7.44×10-12
	[1]

	rs2467052
	4
	88949175
	PKD2
	2.27×10-11
	[1]

	rs13149278
	4
	88951390
	PKD2
	5.76×10-11
	[1]

	rs2725225
	4
	88952076
	PKD2
	1.01×10-11
	[1]

	rs2728110
	4
	88952883
	PKD2
	5.53×10-12
	[1]

	rs17786456
	4
	88957562
	PKD2
	9.57×10-10
	[1]

	rs2728109
	4
	88957723
	PKD2
	1.66×10-8
	[6]

	rs2725220
	4
	88959922
	PKD2
	9.40×10-27
	[10]

	rs7696304
	4
	88959998
	PKD2
	6.13×10-9
	[1]

	rs2725217
	4
	88960258
	PKD2
	1.56×10-61
	[1]

	rs2725215
	4
	88961571
	PKD2
	3.28×10-9
	[6]

	rs2725212
	4
	88968713
	PKD2
	3.45×10-53
	[1]

	rs2725211
	4
	88970375
	PKD2
	3.18×10-41
	[21]

	rs2728106
	4
	88972051
	PKD2
	7.11×10-51
	[1]

	rs2728104
	4
	88973006
	PKD2
	9.01×10-57
	[1]

	rs2725210
	4
	88973427
	PKD2
	2.34×10-47
	[1]

	rs2728099
	4
	88975738
	PKD2
	6.03×10-10
	[6]

	rs2725207
	4
	88979529
	PKD2
	1.66×10-47
	[1]

	rs2728133
	4
	88981690
	PKD2
	3.10×10-46
	[1]

	rs2728132
	4
	88982461
	PKD2
	1.33×10-46
	[1]

	rs2725205
	4
	88985711
	PKD2
	4.85×10-46
	[1]

	rs11938025
	4
	88987276
	PKD2
	7.74×10-10
	[1]

	rs4336187
	4
	88987916
	PKD2
	1.44×10-46
	[1]

	rs2725203
	4
	88995795
	PKD2
	8.23×10-47
	[1]

	rs2728121
	4
	88997102
	PKD2
	6.95×10-44
	[1]

	rs10965
	4
	88998083
	PKD2
	1.54×10-9
	[1]

	rs2728126
	4
	88999222
	3' of PKD2
	3.46×10-49
	[1]

	rs2725201
	4
	88999306
	3' of PKD2
	2.95×10-8
	[10]

	rs2728125
	4
	89001893
	3' of PKD2
	1.00×10-10
	[6]

	rs199897813
	4
	89015728
	ABCG2
	2.00×10-16
	[4]

	rs2231164
	4
	89015857
	ABCG2
	1.98×10-12
	[10]

	rs2231156
	4
	89020427
	ABCG2
	7.33×10-61
	[1]

	rs4148157
	4
	89020934
	ABCG2
	6.64×10-30
	[10]

	rs4693924
	4
	89023224
	ABCG2
	8.51×10-63
	[1]

	rs2231148
	4
	89028478
	ABCG2
	2.27×10-12
	[1]

	rs2054576
	4
	89028775
	ABCG2
	5.08×10-13
	[23]

	rs12505410
	4
	89030841
	ABCG2
	3.21×10-29
	[1]

	rs2622621
	4
	89030920
	ABCG2
	7.41×10-55
	[1]

	rs13120400
	4
	89033527
	ABCG2
	3.19×10-33
	[1]

	rs1481012
	4
	89039082
	ABCG2
	1.13×10-21
	[6]

	rs2199936
	4
	89045331
	ABCG2
	2.32×10-25
	[8]

	rs2231142
	4
	89052323
	ABCG2 
	1.00×10-18
	[16]

	rs4148155
	4
	89054667
	ABCG2
	1.50×10-25
	[3]

	rs4148152
	4
	89060909
	ABCG2
	2.95×10-18
	[3]

	rs13137622
	4
	89062513
	ABCG2
	8.49×10-27
	[1]

	rs3114018
	4
	89064581
	ABCG2
	2.93×10-12
	[8]

	rs3109823
	4
	89064602
	ABCG2
	9.30×10-12
	[10]

	rs6857600
	4
	89066075
	ABCG2
	8.83×10-12
	[1]

	rs2622626
	4
	89066715
	ABCG2
	7.71×10-54
	[1]

	rs6532049
	4
	89067526
	ABCG2
	8.40×10-11
	[1]

	rs17731799
	4
	89068455
	ABCG2
	1.77×10-14
	[10]

	rs2622624
	4
	89069406
	ABCG2
	7.78×10-62
	[1]

	rs2622604
	4
	89078924
	ABCG2
	7.07×10-11
	[10]

	rs2622605
	4
	89079386
	ABCG2
	3.92×10-64
	[1]

	rs3114020
	4
	89083666
	ABCG2
	2.33×10-13
	[10]

	rs2622609
	4
	89088475
	ABCG2
	1.03×10-9
	[6]

	rs10011796
	4
	89090877
	ABCG2
	2.43×10-51
	[1]

	rs10009618
	4
	89094008
	ABCG2
	1.98×10-51
	[1]

	rs2622629
	4
	89094064
	ABCG2
	2.19×10-15
	[1]

	rs1481014
	4
	89097151
	ABCG2
	4.62×10-8
	[1]

	rs1481017
	4
	89097477
	ABCG2
	2.67×10-9
	[6]

	rs11724427
	4
	89103172
	ABCG2
	8.89×10-24
	[1]

	rs6821227
	4
	89104688
	ABCG2
	3.86×10-19
	[1]

	rs6821239
	4
	89104751
	ABCG2
	1.96×10-17
	[1]

	rs9784454
	4
	89107490
	ABCG2
	4.42×10-16
	[1]

	rs6532053
	4
	89109259
	ABCG2
	1.26×10-20
	[1]

	rs2127863
	4
	89111468
	ABCG2
	3.38×10-19
	[1]

	rs4560364
	4
	89116178
	ABCG2
	6.95×10-21
	[1]

	rs13108900
	4
	89116702
	ABCG2
	9.95×10-21
	[1]

	rs10856870
	4
	89119659
	ABCG2
	3.00×10-16
	[1]

	rs4693930
	4
	89122833
	ABCG2
	4.94×10-22
	[1]

	rs10023457
	4
	89134704
	ABCG2
	3.06×10-19
	[1]

	rs6819328
	4
	89137318
	ABCG2
	9.65×10-16
	[1]

	rs2869736
	4
	89138377
	ABCG2
	1.72×10-11
	[1]

	rs4693935
	4
	89139275
	ABCG2
	1.08×10-15
	[1]

	rs2904185
	4
	89139832
	ABCG2
	3.91×10-15
	[1]

	rs4491984
	4
	89140356
	ABCG2
	3.96×10-18
	[1]

	rs1904903
	4
	89145274
	ABCG2
	2.86×10-20
	[1]

	rs9307048
	4
	89149570
	ABCG2
	5.64×10-19
	[1]

	rs10032109
	4
	89152063
	ABCG2
	1.04×10-14
	[1]

	rs4693941
	4
	89156899
	5' of ABCG2
	1.01×10-19
	[1]

	rs1114568
	4
	89159819
	5' of ABCG2
	3.09×10-14
	[1]

	rs13120254
	4
	89160561
	5' of ABCG2
	4.54×10-21
	[1]

	rs13120819
	4
	89160677
	5' of ABCG2
	5.28×10-20
	[1]

	rs6532058
	4
	89161902
	5' of ABCG2
	1.51×10-8
	[1]

	rs997630
	4
	89163853
	5' of ABCG2
	1.31×10-18
	[1]

	rs4693942
	4
	89165192
	5' of ABCG2
	3.90×10-19
	[1]

	rs6532061
	4
	89165613
	5' of ABCG2
	8.13×10-17
	[1]

	rs17013965
	4
	89170730
	3' of PPM1K
	3.43×10-11
	[1]

	rs11729997
	4
	89171059
	3' of PPM1K
	5.03×10-13
	[1]

	rs6853928
	4
	89172568
	3' of PPM1K
	8.31×10-14
	[1]

	rs4693946
	4
	89219705
	RP11-10L7.1
	1.99×10-9
	[1]

	rs17013995
	4
	89227094
	RP11-10L7.1
	1.47×10-9
	[1]

	rs7676986
	4
	89227673
	RP11-10L7.1
	1.56×10-9
	[1]

	rs1545207
	4
	89239492
	RP11-10L7.1
	3.75×10-8
	[1]

	rs17014018
	4
	89248035
	RP11-10L7.1
	9.69×10-14
	[1]

	rs4693211
	4
	89249061
	RP11-10L7.1
	1.67×10-13
	[1]

	rs4693950
	4
	89249444
	RP11-10L7.1
	3.74×10-8
	[1]

	rs12512051
	4
	89252068
	RP11-10L7.1
	2.13×10-12
	[1]

	rs151134704
	4
	103537592
	NFKB1
	2.00×10-16
	[4]

	rs75869162
	5
	16617922
	CTC-461F20.1
	1.57×10-8
	[24]

	rs151305324
	5
	72419433
	TMEM171
	2.00×10-16
	[4]

	rs17632159
	5
	72431482
	RP11-232L2.2
	3.52×10-11
	[1]

	rs575416
	5
	72437534
	RP11-232L2.2
	3.63×10-9
	[1]

	rs622704
	5
	72439029
	RP11-232L2.2
	9.15×10-9
	[1]

	rs636266
	5
	72439774
	RP11-232L2.2
	6.88×10-9
	[1]

	rs484573
	5
	72441107
	RP11-232L2.2
	9.80×10-9
	[1]

	rs587189
	5
	72441476
	RP11-232L2.2
	9.03×10-9
	[1]

	rs527511
	5
	72446334
	RP11-232L2.2
	5.55×10-9
	[1]

	rs522152
	5
	72452355
	5' of AC116345.1
	9.63×10-9
	[1]

	rs814174
	6
	7025868
	3' of snoU13
	1.06×10-9
	[1]

	rs3863225
	6
	7032317
	3' of snoU13
	8.64×10-11
	[1]

	rs9505008
	6
	7033860
	3' of snoU13
	7.75×10-11
	[1]

	rs13212734
	6
	7037637
	3' of snoU13
	1.06×10-10
	[1]

	rs10458103
	6
	7037738
	3' of snoU13
	6.87×10-11
	[1]

	rs13202703
	6
	7038265
	3' of snoU13
	8.09×10-11
	[1]

	rs13207230
	6
	7041700
	5' of snoU13
	3.35×10-11
	[1]

	rs17584570
	6
	7044167
	5' of snoU13
	7.72×10-12
	[1]

	rs1286005
	6
	7046452
	5' of snoU13
	1.87×10-13
	[1]

	rs6929119
	6
	7046594
	5' of snoU13
	1.58×10-12
	[1]

	rs9328398
	6
	7046763
	5' of snoU13
	1.01×10-11
	[1]

	rs1286003
	6
	7046998
	5' of snoU13
	1.80×10-9
	[1]

	rs560131
	6
	7047411
	5' of snoU13
	1.19×10-11
	[1]

	rs7743312
	6
	7049929
	5' of snoU13
	4.73×10-9
	[1]

	rs7769136
	6
	7052225
	5' of snoU13
	1.46×10-8
	[1]

	rs592377
	6
	7060902
	5' of snoU13
	5.23×10-10
	[1]

	rs2148088
	6
	7061912
	5' of snoU13
	1.55×10-9
	[1]

	rs6936076
	6
	7063271
	5' of snoU13
	3.16×10-9
	[1]

	rs2326878
	6
	7075094
	5' of RREB1
	7.85×10-17
	[1]

	rs611555
	6
	7075822
	5' of RREB1
	2.37×10-17
	[1]

	rs6912908
	6
	7080522
	5' of RREB1
	2.37×10-17
	[1]

	rs501510
	6
	7081840
	5' of RREB1
	3.40×10-17
	[1]

	rs9405325
	6
	7082633
	5' of RREB1
	9.78×10-18
	[1]

	rs13213992
	6
	7083218
	5' of RREB1
	1.66×10-17
	[1]

	rs4959424
	6
	7084857
	5' of RREB1
	1.08×10-16
	[1]

	rs675209
	6
	7102084
	5' of RREB1
	1.25×10-23
	[1]

	rs2842895
	6
	7106316
	5' of RREB1
	8.66×10-17
	[1]

	rs1285874
	6
	7115533
	RREB1
	4.84×10-13
	[1]

	rs1285875
	6
	7115927
	RREB1
	7.79×10-15
	[1]

	rs11755724
	6
	7118990
	RREB1
	6.03×10-19
	[1]

	rs6933716
	6
	7125709
	RREB1
	6.31×10-14
	[1]

	rs687467
	6
	7128076
	RREB1
	1.05×10-16
	[1]

	rs622404
	6
	7130596
	RREB1
	1.47×10-17
	[1]

	rs630258
	6
	7134401
	RREB1
	4.05×10-17
	[1]

	rs1285879
	6
	7137363
	RREB1
	9.22×10-17
	[1]

	rs665723
	6
	7139064
	RREB1
	3.20×10-17
	[1]

	rs4585612
	6
	7153152
	RREB1
	1.93×10-16
	[1]

	rs1334577
	6
	7211751
	RREB1
	2.11×10-18
	[1]

	rs17762454
	6
	7213200
	RREB1
	8.07×10-17
	[1]

	rs143231463
	6
	7226810
	RREB1
	2.00×10-16
	[4]

	rs141635364
	6
	7231115
	RREB1
	2.00×10-16
	[4]

	rs301395
	6
	25486626
	LRRC16A
	7.76×10-17
	[1]

	rs4712944
	6
	25488265
	LRRC16A
	1.24×10-16
	[1]

	rs12528639
	6
	25491807
	LRRC16A
	1.93×10-15
	[1]

	rs1034050
	6
	25492364
	LRRC16A
	1.34×10-17
	[1]

	rs12526321
	6
	25494503
	LRRC16A
	1.51×10-10
	[1]

	rs17252870
	6
	25494666
	LRRC16A
	4.42×10-11
	[1]

	rs301393
	6
	25500709
	LRRC16A
	1.47×10-10
	[1]

	rs17253044
	6
	25503735
	LRRC16A
	6.87×10-11
	[1]

	rs407934
	6
	25504562
	LRRC16A
	6.45×10-9
	[1]

	rs1747568
	6
	25506072
	LRRC16A
	3.44×10-8
	[1]

	rs572657
	6
	25513147
	LRRC16A
	4.57×10-8
	[1]

	rs1408280
	6
	25513240
	LRRC16A
	4.66×10-8
	[1]

	rs1830798
	6
	25513276
	LRRC16A
	4.61×10-8
	[1]

	rs301390
	6
	25514216
	LRRC16A
	3.61×10-8
	[1]

	rs301383
	6
	25515234
	LRRC16A
	4.46×10-8
	[1]

	rs301382
	6
	25515450
	LRRC16A
	4.34×10-8
	[1]

	rs301381
	6
	25515576
	LRRC16A
	4.05×10-8
	[1]

	rs150551
	6
	25533930
	LRRC16A
	2.31×10-8
	[1]

	rs969297
	6
	25543639
	LRRC16A
	4.86×10-8
	[1]

	rs2064128
	6
	25550139
	LRRC16A
	1.65×10-10
	[1]

	rs169946
	6
	25552143
	LRRC16A
	4.39×10-8
	[1]

	rs3804133
	6
	25552868
	LRRC16A
	3.10×10-10
	[1]

	rs214055
	6
	25560264
	LRRC16A
	2.33×10-10
	[1]

	rs3788994
	6
	25587836
	LRRC16A
	6.27×10-11
	[1]

	rs13212936
	6
	25588815
	LRRC16A
	2.37×10-8
	[1]

	rs1028318
	6
	25590224
	LRRC16A
	9.47×10-9
	[1]

	rs2077393
	6
	25607365
	LRRC16A
	1.32×10-8
	[8]

	rs742132
	6
	25607571
	LRRC16A
	8.50×10-9
	[3]

	rs6903765
	6
	25609738
	LRRC16A
	1.92×10-8
	[1]

	rs6908390
	6
	25609756
	LRRC16A
	2.75×10-8
	[1]

	rs3804105
	6
	25612683
	LRRC16A
	2.42×10-8
	[1]

	rs10946785
	6
	25617068
	LRRC16A
	2.68×10-8
	[1]

	rs1997672
	6
	25617544
	LRRC16A
	3.19×10-8
	[1]

	rs7761700
	6
	25618191
	LRRC16A
	2.79×10-8
	[1]

	rs2281070
	6
	25622116
	3' of LRRC16A
	1.60×10-8
	[1]

	rs12183240
	6
	25624416
	3' of LRRC16A
	2.07×10-8
	[1]

	rs12201186
	6
	25625595
	3' of LRRC16A
	2.65×10-8
	[1]

	rs10223506
	6
	25627216
	3' of LRRC16A
	2.41×10-8
	[1]

	rs9467538
	6
	25628688
	3' of LRRC16A
	2.62×10-8
	[1]

	rs2223323
	6
	25628852
	3' of LRRC16A
	2.71×10-8
	[1]

	rs2205933
	6
	25628924
	3' of LRRC16A
	2.72×10-8
	[1]

	rs1980449
	6
	25629658
	3' of LRRC16A
	5.87×10-10
	[1]

	rs1980450
	6
	25629747
	3' of LRRC16A
	5.00×10-8
	[1]

	rs1980451
	6
	25630091
	3' of LRRC16A
	2.77×10-8
	[1]

	rs1980452
	6
	25630136
	3' of LRRC16A
	3.18×10-8
	[1]

	rs9467541
	6
	25630549
	3' of LRRC16A
	3.11×10-8
	[1]

	rs2072844
	6
	25632041
	3' of LRRC16A
	4.19×10-8
	[1]

	rs4140641
	6
	25635400
	3' of LRRC16A
	2.10×10-10
	[1]

	rs11969981
	6
	25650817
	5' of SCGN
	1.02×10-9
	[1]

	rs12528182
	6
	25651197
	5' of SCGN
	4.51×10-8
	[1]

	rs12524760
	6
	25651263
	5' of SCGN
	4.70×10-8
	[1]

	rs4140640
	6
	25651650
	5' of SCGN
	4.76×10-8
	[1]

	rs2294344
	6
	25652225
	5' of SCGN
	1.47×10-9
	[1]

	rs2072846
	6
	25655104
	SCGN
	4.96×10-8
	[1]

	rs10484591
	6
	25656661
	SCGN
	3.24×10-8
	[1]

	rs4712950
	6
	25657590
	SCGN
	2.68×10-10
	[1]

	rs2205936
	6
	25685492
	SCGN
	6.22×10-27
	[1]

	rs9366627
	6
	25686405
	SCGN
	1.19×10-11
	[1]

	rs9379778
	6
	25687579
	SCGN
	1.55×10-9
	[1]

	rs4711093
	6
	25687895
	SCGN
	1.68×10-9
	[1]

	rs2294346
	6
	25689487
	SCGN
	5.63×10-28
	[1]

	rs17492659
	6
	25691362
	SCGN
	7.98×10-15
	[1]

	rs4419666
	6
	25693274
	SCGN
	2.66×10-22
	[1]

	rs4409177
	6
	25694491
	SCGN
	1.99×10-21
	[1]

	rs3922681
	6
	25698481
	SCGN
	3.10×10-10
	[1]

	rs9467570
	6
	25699283
	SCGN
	9.52×10-22
	[1]

	rs11794
	6
	25701718
	SCGN
	1.19×10-9
	[1]

	rs6908713
	6
	25703611
	3' of SCGN
	9.35×10-10
	[1]

	rs9467573
	6
	25704190
	3' of SCGN
	4.53×10-23
	[1]

	rs9467574
	6
	25705718
	3' of SCGN
	3.49×10-23
	[1]

	rs4711094
	6
	25706174
	3' of SCGN
	1.37×10-8
	[1]

	rs4395714
	6
	25708714
	3' of SCGN
	2.06×10-14
	[1]

	rs6456688
	6
	25708960
	3' of SCGN
	4.01×10-21
	[1]

	rs6456693
	6
	25710087
	3' of SCGN
	1.74×10-23
	[1]

	rs6912391
	6
	25710763
	3' of SCGN
	6.95×10-25
	[1]

	rs6456694
	6
	25712894
	3' of SCGN
	1.13×10-8
	[1]

	rs4236036
	6
	25712985
	3' of SCGN
	9.32×10-15
	[1]

	rs9379782
	6
	25715023
	3' of HIST1H2AA
	5.79×10-10
	[1]

	rs4132072
	6
	25717843
	3' of HIST1H2AA
	6.59×10-10
	[1]

	rs9461204
	6
	25718466
	3' of HIST1H2AA
	5.96×10-23
	[1]

	rs7450798
	6
	25719280
	3' of HIST1H2AA
	5.94×10-10
	[1]

	rs9348692
	6
	25720812
	3' of HIST1H2AA
	4.48×10-10
	[1]

	rs9379783
	6
	25725207
	3' of HIST1H2AA
	4.88×10-10
	[1]

	rs9379784
	6
	25725506
	3' of HIST1H2AA
	4.81×10-10
	[1]

	rs12215823
	6
	25726074
	3' of HIST1H2AA
	1.17×10-28
	[1]

	rs9379785
	6
	25726213
	3' of HIST1H2AA
	4.63×10-10
	[1]

	rs9358871
	6
	25726675
	HIST1H2AA
	4.71×10-10
	[1]

	rs4711095
	6
	25726774
	HIST1H2AA
	4.78×10-10
	[1]

	rs4711096
	6
	25727054
	5' of HIST1H2BA
	4.84×10-10
	[1]

	rs4712959
	6
	25727057
	5' of HIST1H2BA
	2.29×10-10
	[1]

	rs4712960
	6
	25727265
	HIST1H2BA
	5.30×10-10
	[1]

	rs4712961
	6
	25727334
	HIST1H2BA
	5.33×10-10
	[1]

	rs9358872
	6
	25727517
	HIST1H2BA
	6.11×10-10
	[1]

	rs17320558
	6
	25727527
	HIST1H2BA
	5.84×10-15
	[1]

	rs17267614
	6
	25730027
	3' of HIST1H2BA
	1.16×10-9
	[1]

	rs9379786
	6
	25730255
	3' of HIST1H2BA
	5.63×10-10
	[1]

	rs9358873
	6
	25731783
	3' of HIST1H2BA
	4.25×10-10
	[1]

	rs4711097
	6
	25732314
	3' of HIST1H2BA
	3.57×10-10
	[1]

	rs4464787
	6
	25733558
	3' of HIST1H2BA
	1.53×10-9
	[1]

	rs9461210
	6
	25734073
	3' of HIST1H2BA
	2.06×10-23
	[1]

	rs4360128
	6
	25734558
	3' of HIST1H2BA
	4.58×10-10
	[1]

	rs3923725
	6
	25734920
	3' of HIST1H2BA
	4.54×10-10
	[1]

	rs3922699
	6
	25734969
	3' of HIST1H2BA
	4.88×10-10
	[1]

	rs6924794
	6
	25735874
	3' of HIST1H2BA
	5.10×10-10
	[1]

	rs3922842
	6
	25736564
	3' of HIST1H2BA
	7.31×10-10
	[1]

	rs9358875
	6
	25738008
	3' of HIST1H2BA
	1.23×10-8
	[1]

	rs9358876
	6
	25738956
	3' of HIST1H2BA
	1.32×10-8
	[1]

	rs9393661
	6
	25739080
	3' of HIST1H2BA
	1.03×10-9
	[1]

	rs9356986
	6
	25739119
	3' of HIST1H2BA
	1.03×10-9
	[1]

	rs9356987
	6
	25739187
	3' of HIST1H2BA
	1.04×10-9
	[1]

	rs9358877
	6
	25739228
	3' of HIST1H2BA
	9.05×10-10
	[1]

	rs12663099
	6
	25739518
	3' of HIST1H2BA
	9.04×10-10
	[1]

	rs9393662
	6
	25739670
	3' of HIST1H2BA
	8.77×10-10
	[1]

	rs9358878
	6
	25740273
	3' of HIST1H2BA
	9.41×10-10
	[1]

	rs4712963
	6
	25740502
	3' of HIST1H2BA
	5.48×10-10
	[1]

	rs9366629
	6
	25741216
	3' of HIST1H2BA
	1.03×10-9
	[1]

	rs6456697
	6
	25741434
	5' of SLC17A4
	9.85×10-10
	[1]

	rs4711103
	6
	25742224
	5' of SLC17A4
	6.75×10-10
	[1]

	rs9467591
	6
	25742699
	5' of SLC17A4
	2.08×10-19
	[1]

	rs9358880
	6
	25743161
	5' of SLC17A4
	8.92×10-10
	[1]

	rs9393665
	6
	25744284
	5' of SLC17A4
	8.57×10-10
	[1]

	rs1937131
	6
	25744831
	5' of SLC17A4
	8.50×10-10
	[1]

	rs7754296
	6
	25744878
	5' of SLC17A4
	1.15×10-9
	[1]

	rs7754733
	6
	25745049
	5' of SLC17A4
	9.30×10-10
	[1]

	rs7754814
	6
	25745243
	5' of SLC17A4
	9.59×10-10
	[1]

	rs7775354
	6
	25745266
	5' of SLC17A4
	1.43×10-9
	[1]

	rs9379789
	6
	25745579
	5' of SLC17A4
	9.83×10-10
	[1]

	rs6941933
	6
	25745702
	5' of SLC17A4
	1.02×10-9
	[1]

	rs6923367
	6
	25745852
	5' of SLC17A4
	3.77×10-8
	[1]

	rs2154219
	6
	25749957
	5' of SLC17A4
	3.40×10-8
	[1]

	rs10498728
	6
	25751320
	5' of SLC17A4
	1.41×10-23
	[1]

	rs12207270
	6
	25751721
	5' of SLC17A4
	7.92×10-24
	[1]

	rs9348694
	6
	25753640
	5' of SLC17A4
	8.37×10-10
	[1]

	rs1892256
	6
	25754271
	5' of SLC17A4
	9.15×10-24
	[1]

	rs13194155
	6
	25755508
	SLC17A4
	6.01×10-21
	[1]

	rs16890999
	6
	25755583
	SLC17A4
	2.16×10-23
	[1]

	rs9358886
	6
	25758253
	SLC17A4
	1.01×10-9
	[1]

	rs17268697
	6
	25758448
	SLC17A4
	1.58×10-16
	[1]

	rs2000351
	6
	25759783
	SLC17A4
	1.63×10-12
	[1]

	rs7770037
	6
	25760591
	SLC17A4
	1.68×10-12
	[1]

	rs4236040
	6
	25761209
	SLC17A4
	6.29×10-11
	[1]

	rs4712969
	6
	25764192
	SLC17A4
	5.59×10-11
	[1]

	rs2186087
	6
	25764842
	SLC17A4
	3.48×10-12
	[1]

	rs1317816
	6
	25765390
	SLC17A4
	8.44×10-12
	[1]

	rs6937800
	6
	25765943
	SLC17A4
	4.67×10-11
	[1]

	rs6902211
	6
	25767437
	SLC17A4
	5.46×10-11
	[1]

	rs3778272
	6
	25767661
	SLC17A4
	1.21×10-10
	[1]

	rs2275904
	6
	25768085
	SLC17A4
	1.36×10-9
	[1]

	rs2275905
	6
	25768106
	SLC17A4
	3.96×10-12
	[1]

	rs1892248
	6
	25768914
	SLC17A4
	9.31×10-13
	[1]

	rs1892250
	6
	25769024
	SLC17A4
	6.57×10-11
	[1]

	rs1892251
	6
	25769349
	SLC17A4
	2.09×10-8
	[1]

	rs2328892
	6
	25769510
	SLC17A4
	4.75×10-12
	[1]

	rs1937127
	6
	25769872
	SLC17A4
	4.59×10-12
	[1]

	rs2328893
	6
	25770239
	SLC17A4
	1.56×10-24
	[1]

	rs4712970
	6
	25770707
	SLC17A4
	6.95×10-12
	[1]

	rs4712971
	6
	25771900
	SLC17A4
	9.77×10-11
	[1]

	rs4712972
	6
	25772047
	SLC17A4
	9.74×10-10
	[1]

	rs1892252
	6
	25772639
	SLC17A4
	9.68×10-10
	[1]

	rs2275906
	6
	25773809
	SLC17A4
	1.65×10-16
	[1]

	rs6456701
	6
	25774130
	SLC17A4
	3.33×10-10
	[1]

	rs17269374
	6
	25775242
	SLC17A4
	3.01×10-12
	[1]

	rs1954598
	6
	25776060
	SLC17A4
	2.03×10-10
	[1]

	rs2154218
	6
	25776290
	SLC17A4
	2.77×10-13
	[1]

	rs11754288
	6
	25776949
	SLC17A4
	1.40×10-11
	[11]

	rs9356988
	6
	25777481
	SLC17A4
	3.70×10-12
	[1]

	rs3949215
	6
	25777497
	SLC17A4
	2.25×10-10
	[1]

	rs12201071
	6
	25778055
	SLC17A4
	2.48×10-24
	[1]

	rs1317510
	6
	25778924
	SLC17A4
	1.20×10-13
	[1]

	rs1141034
	6
	25780332
	SLC17A4
	3.88×10-13
	[1]

	rs6910549
	6
	25780811
	SLC17A4
	6.67×10-10
	[1]

	rs7749149
	6
	25781139
	SLC17A4
	1.95×10-14
	[1]

	rs10946798
	6
	25781853
	3' of SLC17A4
	1.74×10-28
	[1]

	rs1892253
	6
	25782314
	3' of SLC17A1
	6.47×10-10
	[1]

	rs3923
	6
	25783315
	SLC17A1
	1.00×10-26
	[1]

	rs3757131
	6
	25783909
	SLC17A1
	3.26×10-49
	[1]

	rs12662869
	6
	25784481
	SLC17A1
	1.76×10-14
	[1]

	rs13197601
	6
	25785935
	SLC17A1
	3.08×10-49
	[1]

	rs13213957
	6
	25786226
	SLC17A1
	2.24×10-9
	[1]

	rs3799344
	6
	25786993
	SLC17A1
	1.43×10-47
	[1]

	rs2096386
	6
	25787817
	SLC17A1
	2.46×10-26
	[1]

	rs9393670
	6
	25789061
	SLC17A1
	1.91×10-28
	[1]

	rs9393671
	6
	25789189
	SLC17A1
	2.73×10-13
	[1]

	rs10214468
	6
	25789390
	SLC17A1
	3.46×10-11
	[1]

	rs13200921
	6
	25790378
	SLC17A1
	2.76×10-10
	[1]

	rs3799346
	6
	25791354
	SLC17A1
	4.26×10-31
	[1]

	rs1165157
	6
	25792250
	SLC17A1
	1.66×10-13
	[1]

	rs942377
	6
	25792292
	SLC17A1
	3.92×10-31
	[1]

	rs1165156
	6
	25792978
	SLC17A1
	1.91×10-13
	[1]

	rs12209856
	6
	25793673
	SLC17A1
	2.36×10-13
	[1]

	rs2762353
	6
	25794431
	SLC17A1
	4.23×10-56
	[1]

	rs1165155
	6
	25795577
	SLC17A1
	2.94×10-13
	[1]

	rs1165215
	6
	25798932
	SLC17A1
	3.42×10-57
	[1]

	rs1165211
	6
	25800922
	SLC17A1
	1.64×10-13
	[1]

	rs1165209
	6
	25801319
	SLC17A1
	1.98×10-57
	[1]

	rs1324082
	6
	25801971
	SLC17A1
	3.52×10-31
	[1]

	rs12191655
	6
	25803095
	SLC17A1
	3.59×10-10
	[1]

	rs1165208
	6
	25803904
	SLC17A1
	1.94×10-13
	[1]

	rs9467604
	6
	25805002
	SLC17A1
	2.76×10-25
	[1]

	rs9461216
	6
	25808743
	SLC17A1
	4.27×10-10
	[1]

	rs9467606
	6
	25809218
	SLC17A1
	1.84×10-13
	[1]

	rs9467609
	6
	25809751
	SLC17A1
	1.22×10-11
	[1]

	rs1359231
	6
	25809798
	SLC17A1
	1.52×10-17
	[1]

	rs1575535
	6
	25809909
	SLC17A1
	1.98×10-13
	[1]

	rs1575534
	6
	25811404
	SLC17A1
	5.93×10-31
	[1]

	rs10498730
	6
	25812069
	SLC17A1
	1.30×10-10
	[1]

	rs942378
	6
	25812459
	SLC17A1
	4.40×10-31
	[1]

	rs9467613
	6
	25812641
	SLC17A1
	6.22×10-10
	[1]

	rs1165196
	6
	25813150
	SLC17A1
	5.00×10-25
	[2]

	rs7753366
	6
	25817518
	SLC17A1
	7.38×10-31
	[1]

	rs1165153
	6
	25817789
	SLC17A1
	1.16×10-57
	[1]

	rs1185567
	6
	25818588
	SLC17A1
	2.39×10-57
	[1]

	rs1183200
	6
	25818646
	SLC17A1
	3.31×10-57
	[1]

	rs12182983
	6
	25818755
	SLC17A1
	1.01×10-31
	[1]

	rs1165152
	6
	25818766
	SLC17A1
	2.96×10-57
	[1]

	rs6913879
	6
	25820428
	SLC17A1
	1.79×10-31
	[1]

	rs17270561
	6
	25820439
	SLC17A1
	1.60×10-9
	[1]

	rs6939997
	6
	25821224
	SLC17A1
	4.16×10-10
	[1]

	rs6940698
	6
	25821580
	SLC17A1
	7.83×10-10
	[1]

	rs1165151
	6
	25821616
	SLC17A1
	7.04×10-70
	[1]

	rs1185976
	6
	25822363
	SLC17A1
	1.67×10-12
	[1]

	rs3799352
	6
	25822620
	SLC17A1
	9.69×10-60
	[1]

	rs13201341
	6
	25822661
	SLC17A1
	2.47×10-9
	[1]

	rs1183201
	6
	25823444
	SLC17A1
	3.04×10-14
	[8]

	rs12211184
	6
	25823774
	SLC17A1
	1.94×10-8
	[1]

	rs1165181
	6
	25825390
	SLC17A1
	4.61×10-12
	[1]

	rs6456703
	6
	25826119
	SLC17A1
	5.46×10-31
	[1]

	rs1408268
	6
	25826986
	SLC17A1
	4.26×10-31
	[1]

	rs1165178
	6
	25827516
	SLC17A1
	2.46×10-59
	[1]

	rs765285
	6
	25828242
	SLC17A1
	5.92×10-52
	[1]

	rs13199775
	6
	25828782
	SLC17A1
	2.00×10-10
	[1]

	rs12200962
	6
	25828986
	SLC17A1
	2.92×10-8
	[1]

	rs13200784
	6
	25829633
	SLC17A1
	1.35×10-30
	[1]

	rs1165177
	6
	25829659
	SLC17A1
	4.52×10-55
	[1]

	rs1165176
	6
	25830298
	SLC17A1
	3.76×10-57
	[1]

	rs2070642
	6
	25831212
	SLC17A1
	3.81×10-12
	[1]

	rs1185569
	6
	25831603
	SLC17A1
	1.13×10-50
	[1]

	rs1185568
	6
	25834428
	SLC17A3
	4.07×10-57
	[1]

	rs1184803
	6
	25834658
	SLC17A3
	3.53×10-50
	[1]

	rs1185978
	6
	25835895
	SLC17A3
	5.53×10-47
	[1]

	rs9461219
	6
	25836927
	SLC17A3
	5.33×10-10
	[1]

	rs1165182
	6
	25837829
	SLC17A3
	1.74×10-58
	[1]

	rs6905614
	6
	25840485
	SLC17A3
	2.12×10-56
	[1]

	rs1408273
	6
	25840946
	SLC17A3
	1.41×10-50
	[1]

	rs1324088
	6
	25841122
	SLC17A3
	9.72×10-10
	[1]

	rs1324087
	6
	25841408
	SLC17A3
	6.49×10-10
	[1]

	rs4712976
	6
	25842203
	SLC17A3
	4.76×10-12
	[1]

	rs9393672
	6
	25842605
	SLC17A3
	4.27×10-14
	[8]

	rs3887266
	6
	25843746
	SLC17A3
	1.33×10-18
	[1]

	rs1165148
	6
	25844710
	SLC17A3
	2.03×10-29
	[1]

	rs942379
	6
	25849620
	SLC17A3
	7.99×10-14
	[8]

	rs1165189
	6
	25849779
	SLC17A3
	2.11×10-29
	[1]

	rs9467621
	6
	25851338
	SLC17A3
	5.18×10-10
	[1]

	rs1165187
	6
	25851369
	SLC17A3
	1.71×10-29
	[1]

	rs9467622
	6
	25854644
	SLC17A3
	5.13×10-10
	[1]

	rs1780969
	6
	25858432
	SLC17A3
	7.56×10-24
	[1]

	rs1179087
	6
	25858704
	SLC17A3
	2.66×10-27
	[1]

	rs1177441
	6
	25859413
	SLC17A3
	1.14×10-9
	[1]

	rs1165168
	6
	25859508
	SLC17A3
	7.15×10-10
	[1]

	rs1182814
	6
	25859554
	SLC17A3
	4.44×10-29
	[1]

	rs1408271
	6
	25859621
	SLC17A3
	1.12×10-10
	[1]

	rs1165167
	6
	25860688
	SLC17A3
	3.18×10-29
	[1]

	rs1165165
	6
	25862466
	SLC17A3
	1.32×10-27
	[1]

	rs1165164
	6
	25863481
	SLC17A3
	9.10×10-28
	[1]

	rs1165162
	6
	25863605
	SLC17A3
	1.76×10-29
	[1]

	rs17271121
	6
	25863650
	SLC17A3
	1.13×10-17
	[1]

	rs1165161
	6
	25864362
	SLC17A3
	1.09×10-29
	[1]

	rs1165160
	6
	25864456
	SLC17A3
	6.12×10-53
	[1]

	rs1165159
	6
	25864625
	SLC17A3
	3.37×10-28
	[1]

	rs13211947
	6
	25864818
	SLC17A3
	3.34×10-9
	[1]

	rs1184498
	6
	25864882
	SLC17A3
	4.65×10-10
	[1]

	rs1165158
	6
	25864898
	SLC17A3
	3.84×10-29
	[1]

	rs1165207
	6
	25865266
	SLC17A3
	1.28×10-56
	[1]

	rs1165206
	6
	25867566
	SLC17A3
	3.25×10-25
	[1]

	rs1184804
	6
	25868226
	SLC17A3
	6.48×10-50
	[1]

	rs548987
	6
	25869371
	SLC17A3
	2.51×10-9
	[1]

	rs523383
	6
	25869848
	SLC17A3
	5.75×10-10
	[1]

	rs1165205
	6
	25870542
	SLC17A3
	1.60×10-13
	[3]

	rs555460
	6
	25870655
	SLC17A3
	1.01×10-9
	[1]

	rs556339
	6
	25870745
	SLC17A3
	1.15×10-29
	[1]

	rs972087
	6
	25872579
	SLC17A3
	6.59×10-10
	[1]

	rs501220
	6
	25873025
	SLC17A3
	1.95×10-9
	[1]

	rs9467626
	6
	25873746
	SLC17A3
	5.32×10-10
	[1]

	rs13198474
	6
	25874423
	SLC17A3
	1.81×10-9
	[1]

	rs1165201
	6
	25874823
	SLC17A3
	6.87×10-17
	[1]

	rs12664474
	6
	25876089
	SLC17A3
	1.95×10-20
	[1]

	rs603089
	6
	25877970
	SLC17A3
	6.24×10-18
	[1]

	rs11964886
	6
	25878379
	SLC17A3
	1.72×10-16
	[1]

	rs11969868
	6
	25878506
	SLC17A3
	4.71×10-16
	[1]

	rs629835
	6
	25879330
	SLC17A3
	8.27×10-17
	[1]

	rs645279
	6
	25880494
	SLC17A3
	8.87×10-16
	[1]

	rs531750
	6
	25882642
	5' of SLC17A3
	3.15×10-16
	[1]

	rs599444
	6
	25883714
	5' of SLC17A3
	6.61×10-16
	[1]

	rs629444
	6
	25885814
	5' of SLC17A3
	7.17×10-10
	[1]

	rs537581
	6
	25886497
	5' of SLC17A3
	9.33×10-15
	[1]

	rs483906
	6
	25888094
	5' of SLC17A3
	1.08×10-14
	[1]

	rs9379800
	6
	25889099
	5' of SLC17A3
	2.70×10-19
	[1]

	rs518700
	6
	25889553
	5' of SLC17A3
	1.17×10-12
	[1]

	rs9467632
	6
	25889706
	5' of SLC17A3
	4.91×10-9
	[1]

	rs6910741
	6
	25895575
	5' of SLC17A3
	3.95×10-13
	[1]

	rs13220488
	6
	25896907
	5' of SLC17A3
	1.52×10-8
	[1]

	rs428469
	6
	25898624
	3' of SLC17A2
	1.34×10-11
	[1]

	rs16891142
	6
	25899139
	3' of SLC17A2
	2.51×10-13
	[1]

	rs13207673
	6
	25901133
	3' of SLC17A2
	3.54×10-8
	[1]

	rs9379801
	6
	25901711
	3' of SLC17A2
	1.50×10-24
	[1]

	rs9356991
	6
	25901758
	3' of SLC17A2
	1.17×10-17
	[1]

	rs6910138
	6
	25904352
	3' of SLC17A2
	2.16×10-17
	[1]

	rs7748167
	6
	25904652
	3' of SLC17A2
	4.19×10-8
	[1]

	rs9461222
	6
	25905111
	3' of SLC17A2
	2.10×10-8
	[1]

	rs9467635
	6
	25909166
	3' of SLC17A2
	2.25×10-8
	[1]

	rs3799371
	6
	25912816
	3' of SLC17A2
	2.38×10-17
	[1]

	rs6932113
	6
	25913098
	SLC17A2
	1.24×10-16
	[1]

	rs6938233
	6
	25914077
	SLC17A2
	3.75×10-17
	[1]

	rs2071301
	6
	25914263
	SLC17A2
	1.96×10-17
	[1]

	rs1865760
	6
	25916979
	SLC17A2
	2.24×10-17
	[1]

	rs9295675
	6
	25918473
	SLC17A2
	2.39×10-8
	[1]

	rs3752421
	6
	25918688
	SLC17A2
	1.72×10-17
	[1]

	rs17526722
	6
	25918855
	SLC17A2
	4.52×10-8
	[1]

	rs13195279
	6
	25919431
	SLC17A2
	3.36×10-8
	[1]

	rs9467636
	6
	25919549
	SLC17A2
	1.76×10-17
	[1]

	rs7749342
	6
	25920265
	SLC17A2
	9.10×10-29
	[1]

	rs9358893
	6
	25921761
	SLC17A2
	1.83×10-17
	[1]

	rs3799372
	6
	25922311
	SLC17A2
	1.87×10-17
	[1]

	rs1540273
	6
	25924158
	SLC17A2
	1.85×10-17
	[1]

	rs2071297
	6
	25924513
	SLC17A2
	2.32×10-17
	[1]

	rs7770139
	6
	25925823
	SLC17A2
	1.79×10-16
	[1]

	rs3734523
	6
	25925987
	SLC17A2
	3.18×10-8
	[1]

	rs10484431
	6
	25926674
	SLC17A2
	8.64×10-13
	[1]

	rs17586553
	6
	25928775
	SLC17A2
	2.50×10-8
	[1]

	rs3799373
	6
	25929173
	SLC17A2
	3.04×10-17
	[1]

	rs199741
	6
	25931577
	5' of SLC17A2
	2.84×10-10
	[1]

	rs199737
	6
	25933538
	5' of SLC17A2
	3.09×10-19
	[1]

	rs442601
	6
	25934524
	5' of SLC17A2
	3.61×10-18
	[1]

	rs9461224
	6
	25936402
	5' of SLC17A2
	8.93×10-18
	[1]

	rs199736
	6
	25936787
	5' of SLC17A2
	2.83×10-18
	[1]

	rs9393676
	6
	25936944
	5' of SLC17A2
	2.06×10-31
	[1]

	rs9295678
	6
	25937033
	5' of SLC17A2
	2.13×10-31
	[1]

	rs1436307
	6
	25939723
	5' of SLC17A2
	1.06×10-17
	[1]

	rs199734
	6
	25940393
	5' of SLC17A2
	1.94×10-19
	[1]

	rs9379806
	6
	25940958
	5' of SLC17A2
	6.13×10-18
	[1]

	rs9358896
	6
	25943197
	5' of SLC17A2
	1.69×10-17
	[1]

	rs9295680
	6
	25944103
	5' of SLC17A2
	1.03×10-18
	[1]

	rs9295681
	6
	25944117
	5' of SLC17A2
	5.00×10-20
	[1]

	rs2051541
	6
	25945211
	5' of SLC17A2
	7.44×10-31
	[1]

	rs1436306
	6
	25948421
	5' of TRIM38
	6.17×10-20
	[1]

	rs1541987
	6
	25950397
	5' of TRIM38
	3.85×10-20
	[1]

	rs199726
	6
	25953360
	5' of TRIM38
	2.16×10-18
	[1]

	rs2876693
	6
	25954434
	5' of TRIM38
	1.52×10-17
	[1]

	rs9467646
	6
	25957408
	5' of TRIM38
	1.04×10-17
	[1]

	rs9467647
	6
	25957642
	5' of TRIM38
	5.69×10-20
	[1]

	rs10946800
	6
	25957773
	5' of TRIM38
	6.36×10-20
	[1]

	rs12195653
	6
	25958621
	5' of TRIM38
	7.51×10-18
	[1]

	rs9467652
	6
	25959127
	5' of TRIM38
	6.56×10-19
	[1]

	rs199739
	6
	25960509
	5' of TRIM38
	9.81×10-20
	[1]

	rs129129
	6
	25961029
	5' of TRIM38
	3.85×10-18
	[1]

	rs12210098
	6
	25963966
	TRIM38
	2.73×10-13
	[1]

	rs1436310
	6
	25969958
	TRIM38
	8.79×10-20
	[1]

	rs1436309
	6
	25970109
	TRIM38
	8.26×10-20
	[1]

	rs115810
	6
	25975883
	TRIM38
	6.39×10-20
	[1]

	rs1130000
	6
	25985396
	3' of TRIM38
	4.92×10-16
	[1]

	rs2032450
	6
	25993114
	3' of TRIM38
	5.80×10-16
	[1]

	rs9467656
	6
	25993559
	3' of TRIM38
	4.48×10-16
	[1]

	rs2013063
	6
	25994098
	3' of TRIM38
	3.56×10-16
	[1]

	rs12216125
	6
	25997458
	3' of TRIM38
	1.32×10-11
	[1]

	rs199753
	6
	26001888
	3' of HIST1H1A
	1.27×10-14
	[1]

	rs9393681
	6
	26008260
	3' of HIST1H1A
	1.36×10-15
	[1]

	rs9467658
	6
	26010881
	3' of HIST1H1A
	2.25×10-17
	[1]

	rs199752
	6
	26012875
	3' of HIST1H1A
	3.28×10-16
	[1]

	rs199751
	6
	26015583
	3' of HIST1H1A
	2.89×10-17
	[1]

	rs199750
	6
	26016462
	3' of HIST1H1A
	2.86×10-17
	[1]

	rs9461230
	6
	26019240
	5' of HIST1H1A
	4.65×10-16
	[1]

	rs2157050
	6
	26020431
	5' of HIST1H3A
	4.36×10-12
	[1]

	rs9467664
	6
	26021813
	5' of HIST1H4A
	1.60×10-16
	[1]

	rs9379818
	6
	26023206
	3' of HIST1H4A
	1.13×10-13
	[1]

	rs9358901
	6
	26024436
	3' of HIST1H4A
	2.91×10-15
	[1]

	rs2032449
	6
	26026599
	3' of HIST1H4B
	7.20×10-11
	[1]

	rs3752419
	6
	26027433
	HIST1H4B
	1.48×10-11
	[1]

	rs1540276
	6
	26028819
	5' of HIST1H4B
	2.11×10-17
	[1]

	rs2213284
	6
	26031868
	HIST1H3B
	1.09×10-16
	[1]

	rs2230655
	6
	26033506
	HIST1H2AB
	5.76×10-17
	[1]

	rs4401650
	6
	26035208
	5' of HIST1H2AB
	1.05×10-15
	[1]

	rs1540275
	6
	26036476
	5' of HIST1H2AB
	6.01×10-17
	[1]

	rs7753826
	6
	26042239
	3' of HIST1H2BB
	2.10×10-9
	[1]

	rs2032447
	6
	26044369
	5' of HIST1H2BB
	2.26×10-13
	[1]

	rs7756117
	6
	26046565
	3' of HIST1H3C
	9.17×10-16
	[1]

	rs7772312
	6
	26049616
	3' of HIST1H3C
	2.10×10-10
	[1]

	rs9379820
	6
	26049924
	3' of HIST1H3C
	1.85×10-10
	[1]

	rs10425
	6
	26056549
	HIST1H1C
	2.62×10-18
	[1]

	rs807214
	6
	26061769
	5' of HIST1H1C
	6.24×10-21
	[1]

	rs9358903
	6
	26061949
	5' of HIST1H1C
	3.44×10-13
	[1]

	rs807212
	6
	26065621
	5' of HIST1H1C
	3.18×10-18
	[1]

	rs9295684
	6
	26069669
	5' of HIST1H1C
	6.23×10-13
	[1]

	rs9295685
	6
	26071725
	5' of HIST1H1C
	2.43×10-8
	[1]

	rs9295687
	6
	26082710
	5' of HFE
	5.83×10-11
	[1]

	rs4529296
	6
	26083135
	5' of HFE
	6.07×10-11
	[1]

	rs9379825
	6
	26083871
	5' of HFE
	5.30×10-11
	[1]

	rs9467672
	6
	26083904
	5' of HFE
	5.25×10-11
	[1]

	rs9295688
	6
	26084217
	5' of HFE
	5.15×10-11
	[1]

	rs2006736
	6
	26086017
	5' of HFE
	5.74×10-11
	[1]

	rs1800702
	6
	26086463
	5' of HFE
	5.30×10-11
	[1]

	rs2794720
	6
	26087202
	5' of HFE
	1.62×10-10
	[1]

	rs2794719
	6
	26088890
	HFE
	5.41×10-11
	[1]

	rs2071303
	6
	26091336
	HFE
	9.80×10-17
	[1]

	rs1572982
	6
	26094367
	HFE
	4.26×10-9
	[1]

	rs12346
	6
	26097046
	HFE
	1.24×10-16
	[1]

	rs6918586
	6
	26097384
	HFE
	2.12×10-9
	[1]

	rs1150660
	6
	26101439
	5' of HIST1H4C
	2.50×10-16
	[1]

	rs198857
	6
	26102417
	5' of HIST1H4C
	5.71×10-9
	[1]

	rs198856
	6
	26102708
	5' of HIST1H4C
	6.72×10-10
	[1]

	rs198854
	6
	26104057
	5' of HIST1H4C
	1.13×10-9
	[1]

	rs198853
	6
	26104096
	5' of HIST1H4C
	8.16×10-21
	[1]

	rs198852
	6
	26104448
	HIST1H4C
	4.44×10-15
	[1]

	rs198848
	6
	26106325
	3' of HIST1H1T
	6.26×10-15
	[1]

	rs198845
	6
	26107790
	HIST1H1T
	2.09×10-14
	[1]

	rs198844
	6
	26108282
	HIST1H1T
	8.72×10-9
	[1]

	rs198838
	6
	26113340
	3' of HIST1H2BC
	1.11×10-8
	[1]

	rs198837
	6
	26113398
	3' of HIST1H2BC
	6.69×10-9
	[1]

	rs198836
	6
	26113616
	3' of HIST1H2BC
	1.59×10-9
	[1]

	rs198834
	6
	26114372
	3' of HIST1H2BC
	8.75×10-14
	[1]

	rs13161
	6
	26114702
	3' of HIST1H2BC
	1.47×10-9
	[1]

	rs198828
	6
	26119459
	HIST1H2BC
	8.59×10-9
	[1]

	rs198827
	6
	26121002
	HIST1H2BC
	4.11×10-9
	[1]

	rs198826
	6
	26121153
	HIST1H2BC
	1.94×10-10
	[1]

	rs198825
	6
	26122502
	HIST1H2BC
	2.11×10-9
	[1]

	rs198821
	6
	26123629
	HIST1H2BC
	9.23×10-10
	[1]

	rs198820
	6
	26124243
	5' of HIST1H2BC
	9.21×10-11
	[1]

	rs198815
	6
	26127271
	HIST1H2AC
	9.82×10-12
	[1]

	rs198814
	6
	26127759
	HIST1H2AC
	7.78×10-9
	[1]

	rs198809
	6
	26128766
	HIST1H2AC
	8.81×10-9
	[1]

	rs138551969
	6
	43748486
	VEGFA
	2.00×10-16
	[4]

	rs729761
	6
	43804571
	3' of RP11-344J7.2
	7.98×10-16
	[1]

	rs2396083
	6
	43804808
	3' of RP11-344J7.2
	1.23×10-11
	[1]

	rs744103
	6
	43805362
	3' of RP11-344J7.2
	8.31×10-12
	[1]

	rs881858
	6
	43806609
	3' of RP11-344J7.2
	1.50×10-11
	[1]

	rs9472135
	6
	43809802
	3' of RP11-344J7.2
	6.80×10-11
	[1]

	rs9369425
	6
	43810974
	3' of RP11-344J7.2
	1.09×10-9
	[1]

	rs9369427
	6
	43811430
	3' of RP11-344J7.2
	1.62×10-9
	[1]

	rs9472138
	6
	43811762
	3' of RP11-344J7.2
	1.50×10-9
	[1]

	rs10456526
	6
	43814625
	3' of RP11-344J7.2
	3.74×10-9
	[1]

	rs6937438
	6
	43815364
	3' of RP11-344J7.2
	4.09×10-8
	[1]

	rs9321453
	6
	134773554
	RP11-557H15.3
	1.00×10-9
	[25]

	rs2240466
	7
	72856269
	BAZ1B
	2.98×10-9
	[1]

	rs1178979
	7
	72856430
	BAZ1B
	9.80×10-12
	[1]

	rs1178977
	7
	72857049
	BAZ1B
	1.19×10-12
	[1]

	rs714052
	7
	72864869
	BAZ1B
	3.68×10-9
	[1]

	rs2074755
	7
	72877166
	BAZ1B
	1.61×10-9
	[1]

	rs12056034
	7
	72878645
	BAZ1B
	2.32×10-9
	[1]

	rs6976930
	7
	72885810
	BAZ1B
	3.14×10-11
	[1]

	rs200548390
	7
	72892517
	BAZ1B
	2.00×10-16
	[4]

	rs17145713
	7
	72904810
	BAZ1B
	2.16×10-11
	[1]

	rs13244268
	7
	72911843
	BAZ1B
	2.27×10-9
	[1]

	rs7811265
	7
	72934510
	BAZ1B
	2.17×10-10
	[1]

	rs11983997
	7
	72939244
	5' of BAZ1B
	1.76×10-11
	[1]

	rs17145732
	7
	72970268
	BCL7B
	1.25×10-8
	[1]

	rs13233571
	7
	72971231
	BCL7B
	1.03×10-9
	[1]

	rs12539316
	7
	72977898
	5' of BCL7B
	5.95×10-9
	[1]

	rs17145738
	7
	72982874
	3' of TBL2
	2.59×10-9
	[1]

	rs13232120
	7
	72983310
	3' of TBL2
	2.38×10-9
	[1]

	rs14415
	7
	72984780
	TBL2
	5.40×10-9
	[1]

	rs2286276
	7
	72987354
	TBL2
	7.24×10-9
	[1]

	rs11974409
	7
	72989390
	TBL2
	4.22×10-11
	[1]

	rs1051921
	7
	73007943
	MLXIPL
	5.06×10-11
	[1]

	rs17145750
	7
	73026378
	MLXIPL
	1.37×10-9
	[1]

	rs7798357
	7
	73032265
	MLXIPL
	1.27×10-8
	[1]

	rs7785479
	7
	73032835
	MLXIPL
	4.94×10-8
	[1]

	rs7800944
	7
	73035857
	MLXIPL
	1.30×10-8
	[26]

	rs799166
	7
	73051932
	5' of MLXIPL
	4.02×10-8
	[1]

	rs10480300
	7
	151406005
	PRKAG2
	4.09×10-9
	[1]

	rs17786744
	8
	23777006
	5' of STC1
	1.40×10-8
	[1]

	rs2941454
	8
	76442347
	HNF4G
	7.25×10-14
	[1]

	rs1515016
	8
	76444129
	HNF4G
	2.41×10-13
	[1]

	rs1515017
	8
	76444404
	HNF4G
	2.99×10-12
	[1]

	rs1473951
	8
	76445102
	HNF4G
	3.06×10-12
	[1]

	rs938343
	8
	76446033
	HNF4G
	4.16×10-14
	[1]

	rs2006717
	8
	76446509
	HNF4G
	5.60×10-14
	[1]

	rs2941462
	8
	76447633
	HNF4G
	4.30×10-14
	[1]

	rs2977926
	8
	76448847
	HNF4G
	5.36×10-12
	[1]

	rs2943543
	8
	76448956
	HNF4G
	3.89×10-14
	[1]

	rs2943547
	8
	76451098
	HNF4G
	5.51×10-11
	[1]

	rs2977928
	8
	76451580
	HNF4G
	3.48×10-14
	[1]

	rs2943549
	8
	76452313
	HNF4G
	3.65×10-14
	[1]

	rs2943551
	8
	76452421
	HNF4G
	3.70×10-14
	[1]

	rs2943552
	8
	76452939
	HNF4G
	3.72×10-14
	[1]

	rs2943553
	8
	76453492
	HNF4G
	3.73×10-14
	[1]

	rs2977932
	8
	76456641
	HNF4G
	8.58×10-15
	[1]

	rs2943554
	8
	76458962
	HNF4G
	5.70×10-15
	[1]

	rs1800922
	8
	76459726
	HNF4G
	5.25×10-15
	[1]

	rs2977937
	8
	76460589
	HNF4G
	5.54×10-15
	[1]

	rs2977938
	8
	76461226
	HNF4G
	4.72×10-15
	[1]

	rs2056090
	8
	76462397
	HNF4G
	1.20×10-13
	[1]

	rs2272667
	8
	76463397
	HNF4G
	4.71×10-15
	[1]

	rs2943592
	8
	76464840
	HNF4G
	3.79×10-13
	[1]

	rs1800924
	8
	76465522
	HNF4G
	4.62×10-13
	[1]

	rs2941465
	8
	76465909
	HNF4G
	7.35×10-13
	[1]

	rs2943591
	8
	76465910
	HNF4G
	5.27×10-15
	[1]

	rs2941468
	8
	76468139
	HNF4G
	5.37×10-15
	[1]

	rs1805098
	8
	76468282
	HNF4G
	5.15×10-15
	[1]

	rs2941469
	8
	76469031
	HNF4G
	1.49×10-15
	[1]

	rs2941470
	8
	76470020
	HNF4G
	1.56×10-15
	[1]

	rs2941471
	8
	76470404
	HNF4G
	1.58×10-15
	[1]

	rs2941473
	8
	76472560
	HNF4G
	5.12×10-17
	[1]

	rs2943611
	8
	76473939
	HNF4G
	1.76×10-8
	[1]

	rs2941475
	8
	76474404
	HNF4G
	1.45×10-15
	[1]

	rs2943612
	8
	76474559
	HNF4G
	9.50×10-16
	[1]

	rs2977944
	8
	76474718
	HNF4G
	6.79×10-17
	[1]

	rs2977945
	8
	76475125
	HNF4G
	5.11×10-17
	[1]

	rs1805100
	8
	76476396
	HNF4G
	6.22×10-17
	[1]

	rs2272669
	8
	76476457
	HNF4G
	7.10×10-17
	[1]

	rs2941477
	8
	76476670
	HNF4G
	9.02×10-17
	[1]

	rs2941479
	8
	76476959
	HNF4G
	2.30×10-15
	[1]

	rs2941480
	8
	76477122
	HNF4G
	3.87×10-12
	[1]

	rs2941481
	8
	76477368
	HNF4G
	6.86×10-17
	[1]

	rs1515020
	8
	76477590
	HNF4G
	3.27×10-14
	[1]

	rs2941484
	8
	76478768
	HNF4G
	3.91×10-17
	[1]

	rs2943539
	8
	76479839
	3' of HNF4G
	5.22×10-17
	[1]

	rs2941489
	8
	76482263
	3' of HNF4G
	3.96×10-13
	[1]

	rs1913640
	8
	76483008
	3' of HNF4G
	4.43×10-14
	[1]

	rs1913641
	8
	76483239
	3' of HNF4G
	6.40×10-15
	[1]

	rs1464092
	8
	76483560
	3' of HNF4G
	4.59×10-11
	[1]

	rs1399564
	8
	76483856
	3' of HNF4G
	4.25×10-13
	[1]

	rs1399567
	8
	76484097
	3' of HNF4G
	4.55×10-13
	[1]

	rs2941492
	8
	76487628
	3' of HNF4G
	4.99×10-12
	[1]

	rs10957767
	8
	76492185
	3' of HNF4G
	9.55×10-10
	[1]

	rs1817003
	8
	76499260
	3' of HNF4G
	5.68×10-9
	[1]

	rs2122262
	8
	76503582
	3' of HNF4G
	5.81×10-12
	[1]

	rs2922783
	8
	76506358
	3' of HNF4G
	3.11×10-12
	[1]

	rs2943570
	8
	76506385
	3' of HNF4G
	5.44×10-12
	[1]

	rs2943573
	8
	76507001
	3' of HNF4G
	2.31×10-12
	[1]

	rs2012410
	8
	76509248
	3' of HNF4G
	3.03×10-12
	[1]

	rs1375646
	8
	76517117
	3' of HNF4G
	1.88×10-12
	[1]

	rs2922790
	8
	76518326
	3' of HNF4G
	1.41×10-8
	[1]

	rs1449555
	8
	76518933
	3' of HNF4G
	3.35×10-12
	[1]

	rs962711
	8
	76519323
	3' of HNF4G
	1.85×10-12
	[1]

	rs962712
	8
	76519490
	3' of HNF4G
	1.61×10-12
	[1]

	rs2941422
	8
	76519834
	3' of HNF4G
	2.30×10-12
	[1]

	rs2941423
	8
	76519969
	3' of HNF4G
	1.87×10-14
	[1]

	rs1913638
	8
	76523922
	3' of HNF4G
	2.77×10-10
	[1]

	rs2943574
	8
	76524852
	3' of HNF4G
	4.44×10-10
	[1]

	rs2941427
	8
	76524901
	3' of HNF4G
	4.66×10-10
	[1]

	rs2922794
	8
	76525574
	3' of HNF4G
	5.24×10-10
	[1]

	rs2941428
	8
	76525586
	3' of HNF4G
	2.83×10-9
	[1]

	rs2941429
	8
	76529765
	3' of HNF4G
	2.90×10-9
	[1]

	rs2922774
	8
	76531881
	3' of HNF4G
	7.00×10-10
	[1]

	rs1839330
	8
	76532640
	3' of HNF4G
	3.17×10-9
	[1]

	rs2922758
	8
	76542446
	3' of HNF4G
	2.15×10-10
	[1]

	rs2941444
	8
	76559040
	3' of HNF4G
	2.96×10-10
	[1]

	rs2167065
	8
	76560454
	3' of HNF4G
	8.77×10-12
	[1]

	rs2060603
	8
	76564169
	3' of HNF4G
	3.67×10-10
	[1]

	rs2060602
	8
	76564405
	3' of HNF4G
	3.21×10-10
	[1]

	rs2035166
	8
	76749722
	5' of AC016194.1
	6.59×10-9
	[1]

	rs1531460
	8
	76752696
	3' of snoU13
	2.72×10-9
	[1]

	rs1531461
	8
	76752763
	3' of snoU13
	2.31×10-9
	[1]

	rs2927234
	8
	76754904
	3' of snoU13
	2.49×10-9
	[1]

	rs2977332
	8
	76754934
	3' of snoU13
	2.29×10-9
	[1]

	rs2927235
	8
	76755997
	3' of snoU13
	2.08×10-9
	[1]

	rs11785824
	8
	76756551
	3' of snoU13
	2.63×10-9
	[1]

	rs2927237
	8
	76757519
	3' of snoU13
	1.79×10-9
	[1]

	rs2927239
	8
	76758822
	3' of snoU13
	2.12×10-9
	[1]

	rs1599589
	8
	76761762
	3' of snoU13
	9.41×10-9
	[1]

	rs10087208
	8
	76762380
	3' of snoU13
	1.58×10-9
	[1]

	rs1381666
	8
	76767476
	3' of snoU13
	3.80×10-9
	[1]

	rs1381665
	8
	76767584
	3' of snoU13
	4.13×10-9
	[1]

	rs1462441
	8
	76768738
	3' of snoU13
	1.11×10-9
	[1]

	rs7827221
	8
	76773218
	3' of snoU13
	1.04×10-9
	[1]

	rs877282
	10
	771532
	5' of RP11-164C1.2
	4.56×10-8
	[12]

	rs11815391
	10
	52578738
	A1CF
	1.13×10-10
	[1]

	rs10821871
	10
	52584110
	RP11-449O16.2
	4.26×10-10
	[1]

	rs10821877
	10
	52603659
	A1CF
	2.98×10-8
	[1]

	rs10994720
	10
	52612101
	A1CF
	1.77×10-11
	[1]

	rs10994731
	10
	52614189
	A1CF
	1.10×10-8
	[1]

	rs4567398
	10
	52616922
	A1CF
	6.75×10-9
	[1]

	rs12768968
	10
	52621752
	A1CF
	7.66×10-9
	[1]

	rs17592117
	10
	52643038
	A1CF
	3.65×10-9
	[1]

	rs10994856
	10
	52645248
	A1CF
	5.19×10-12
	[1]

	rs10994860
	10
	52645424
	A1CF
	6.61×10-12
	[1]

	rs10821905
	10
	52646093
	5' of A1CF
	7.40×10-17
	[1]

	rs3808919
	10
	52646344
	5' of A1CF
	2.08×10-8
	[1]

	rs10761587
	10
	52649193
	5' of A1CF
	9.58×10-11
	[1]

	rs4290173
	10
	52649771
	5' of A1CF
	2.32×10-8
	[1]

	rs11599171
	10
	61394137
	3' of SLC16A9
	1.52×10-13
	[1]

	rs2893807
	10
	61399990
	3' of SLC16A9
	8.04×10-15
	[1]

	rs3763747
	10
	61412335
	SLC16A9
	1.77×10-13
	[1]

	rs12356193
	10
	61413353
	SLC16A9
	1.07×10-8
	[8]

	rs2242206
	10
	61414011
	SLC16A9
	1.52×10-14
	[1]

	rs1904071
	10
	61418691
	SLC16A9
	4.71×10-15
	[1]

	rs4948351
	10
	61425189
	SLC16A9
	3.30×10-11
	[1]

	rs11006679
	10
	61428646
	SLC16A9
	2.14×10-15
	[1]

	rs10826342
	10
	61433292
	SLC16A9
	1.06×10-15
	[1]

	rs1171606
	10
	61434519
	SLC16A9
	1.03×10-15
	[1]

	rs12772586
	10
	61440304
	SLC16A9
	6.53×10-15
	[1]

	rs1171660
	10
	61443808
	SLC16A9
	7.40×10-16
	[1]

	rs1171659
	10
	61444364
	SLC16A9
	1.53×10-15
	[1]

	rs1171658
	10
	61444748
	SLC16A9
	3.39×10-10
	[1]

	rs753763
	10
	61445412
	SLC16A9
	3.81×10-8
	[1]

	rs753762
	10
	61445594
	SLC16A9
	2.25×10-15
	[1]

	rs1171652
	10
	61449512
	SLC16A9
	2.79×10-13
	[1]

	rs7094971
	10
	61449564
	SLC16A9
	6.94×10-16
	[1]

	rs1171650
	10
	61450153
	SLC16A9
	1.79×10-13
	[1]

	rs1171648
	10
	61450932
	SLC16A9
	2.41×10-13
	[1]

	rs1171647
	10
	61452002
	SLC16A9
	6.07×10-13
	[1]

	rs1171645
	10
	61452592
	SLC16A9
	2.18×10-13
	[1]

	rs1171643
	10
	61452752
	SLC16A9
	1.87×10-13
	[1]

	rs1171620
	10
	61464507
	SLC16A9
	2.70×10-19
	[1]

	rs1171619
	10
	61465838
	SLC16A9
	3.72×10-19
	[1]

	rs1171618
	10
	61465941
	SLC16A9
	5.26×10-14
	[1]

	rs1171617
	10
	61467182
	SLC16A9
	1.14×10-22
	[1]

	rs1171616
	10
	61468589
	SLC16A9
	1.15×10-22
	[1]

	rs1171615
	10
	61469090
	SLC16A9
	8.01×10-23
	[1]

	rs1171614
	10
	61469538
	SLC16A9
	2.30×10-28
	[1]

	rs1171610
	10
	61477697
	SLC16A9
	2.48×10-9
	[1]

	rs1171609
	10
	61479385
	SLC16A9
	3.87×10-8
	[1]

	rs2671613
	10
	61486286
	SLC16A9
	1.01×10-10
	[1]

	rs1171582
	10
	61494037
	SLC16A9
	2.89×10-10
	[1]

	rs2090123
	10
	61525567
	5' of RP11-59J5.1
	1.26×10-8
	[1]

	rs143709408
	11
	2549229
	KCNQ1
	3.80×10-8
	[4]

	rs147445322
	11
	2869033
	KCNQ1-AS1
	2.00×10-16
	[4]

	rs141208451
	11
	45538920
	RP11-958J22.1
	3.13×10-9
	[24]

	rs77459372
	11
	63762330
	OTUB1
	9.12×10-21
	[10]

	rs12418845
	11
	63873673
	FLRT1
	3.09×10-8
	[1]

	rs2186571
	11
	63915700
	MACROD1
	1.77×10-34
	[27]

	rs79382056
	11
	64154676
	3' of AP003774.6
	6.02×10-13
	[10]

	rs7938871
	11
	64223527
	3' of AP003774.4
	2.07×10-8
	[1]

	rs620692
	11
	64224628
	3' of AP003774.4
	3.87×10-8
	[1]

	rs488998
	11
	64225239
	3' of AP003774.4
	3.39×10-8
	[1]

	rs7936265
	11
	64225632
	3' of AP003774.4
	2.35×10-8
	[1]

	rs4247633
	11
	64226279
	3' of AP003774.4
	8.03×10-11
	[1]

	rs4247634
	11
	64226488
	3' of AP003774.4
	6.76×10-11
	[1]

	rs1003697
	11
	64233783
	3' of AP003774.4
	2.29×10-11
	[1]

	rs1000662
	11
	64233819
	3' of AP003774.4
	2.34×10-11
	[1]

	rs685272
	11
	64237033
	3' of AP003774.4
	2.17×10-11
	[1]

	rs547484
	11
	64237121
	3' of AP003774.4
	6.82×10-12
	[1]

	rs490581
	11
	64238796
	3' of AP003774.4
	2.37×10-11
	[1]

	rs192133
	11
	64240541
	3' of AP003774.4
	2.00×10-11
	[1]

	rs171284
	11
	64240650
	3' of AP003774.4
	1.98×10-11
	[1]

	rs240696
	11
	64240751
	3' of AP003774.4
	2.39×10-11
	[1]

	rs475414
	11
	64241844
	3' of AP003774.4
	3.09×10-12
	[1]

	rs522485
	11
	64244194
	5' of AP005273.1
	9.74×10-12
	[1]

	rs606496
	11
	64249560
	5' of AP005273.1
	6.83×10-12
	[1]

	rs525192
	11
	64250465
	5' of AP005273.1
	4.70×10-12
	[1]

	rs634497
	11
	64251221
	5' of AP005273.1
	2.66×10-11
	[1]

	rs2845635
	11
	64252970
	5' of AP005273.1
	8.45×10-12
	[1]

	rs2845637
	11
	64253620
	5' of AP005273.1
	3.27×10-12
	[1]

	rs2845638
	11
	64253704
	5' of AP005273.1
	4.45×10-12
	[1]

	rs17299124
	11
	64256859
	5' of AP005273.1
	8.63×10-16
	[1]

	rs589852
	11
	64257440
	5' of AP005273.1
	4.34×10-12
	[1]

	rs604182
	11
	64258282
	5' of AP005273.1
	2.26×10-11
	[1]

	rs615311
	11
	64258505
	5' of AP005273.1
	1.68×10-10
	[1]

	rs617104
	11
	64258890
	5' of AP005273.1
	2.54×10-11
	[1]

	rs1210879
	11
	64259806
	5' of AP005273.1
	2.01×10-11
	[1]

	rs662228
	11
	64260107
	5' of AP005273.1
	1.78×10-11
	[1]

	rs661292
	11
	64260478
	5' of AP005273.1
	1.30×10-11
	[1]

	rs1210877
	11
	64265411
	5' of AP005273.1
	1.25×10-9
	[1]

	rs7104498
	11
	64266244
	5' of AP005273.1
	2.09×10-11
	[1]

	rs4930402
	11
	64269938
	AP005273.1
	2.71×10-11
	[1]

	rs7483260
	11
	64273034
	3' of AP005273.1
	3.82×10-11
	[1]

	rs7939462
	11
	64299330
	5' of SLC22A11
	1.75×10-8
	[1]

	rs12417589
	11
	64301713
	5' of SLC22A11
	5.29×10-16
	[1]

	rs11231808
	11
	64302341
	5' of SLC22A11
	1.10×10-14
	[1]

	rs10792438
	11
	64302526
	5' of SLC22A11
	4.72×10-8
	[1]

	rs1939120
	11
	64304715
	5' of SLC22A11
	7.34×10-9
	[1]

	rs7936185
	11
	64305452
	5' of SLC22A11
	2.08×10-16
	[1]

	rs4930420
	11
	64307057
	5' of SLC22A11
	1.86×10-16
	[1]

	rs7479811
	11
	64308784
	5' of SLC22A11
	7.30×10-9
	[1]

	rs6591859
	11
	64311848
	5' of SLC22A11
	2.63×10-22
	[1]

	rs4930423
	11
	64311897
	5' of SLC22A11
	8.12×10-22
	[1]

	rs12362644
	11
	64312153
	5' of SLC22A11
	1.45×10-21
	[1]

	rs11231816
	11
	64312403
	5' of SLC22A11
	9.78×10-22
	[1]

	rs7124676
	11
	64313291
	5' of SLC22A11
	1.62×10-32
	[1]

	rs4930426
	11
	64315914
	5' of SLC22A11
	5.24×10-33
	[1]

	rs3759053
	11
	64323080
	5' of SLC22A11
	5.15×10-33
	[1]

	rs7940321
	11
	64324120
	SLC22A11
	1.19×10-31
	[1]

	rs693591
	11
	64325069
	SLC22A11
	9.34×10-13
	[1]

	rs3782099
	11
	64327710
	SLC22A11
	7.87×10-34
	[1]

	rs7943154
	11
	64327844
	SLC22A11
	3.31×10-31
	[1]

	rs17300741
	11
	64331462
	SLC22A11
	6.68×10-14
	[8]

	rs17372915
	11
	64331568
	SLC22A11
	5.13×10-34
	[1]

	rs1783811
	11
	64333296
	SLC22A11
	7.75×10-14
	[1]

	rs2078267
	11
	64334114
	SLC22A11
	9.45×10-38
	[1]

	rs528211
	11
	64351721
	5' of SLC22A12
	2.51×10-28
	[1]

	rs505802
	11
	64357072
	5' of SLC22A12
	2.04×10-9
	[8]

	rs524023
	11
	64358265
	SLC22A12
	2.37×10-25
	[1]

	rs9734313
	11
	64358311
	SLC22A12
	5.96×10-13
	[10]

	rs3825018
	11
	64358809
	SLC22A12
	2.11×10-25
	[1]

	rs12800450
	11
	64359221
	SLC22A12
	2.70×10-16
	[25]

	rs3825016
	11
	64359286
	SLC22A12
	2.99×10-25
	[1]

	rs149722479
	11
	64360260
	SLC22A12
	2.00×10-16
	[4]

	rs11231825
	11
	64360274
	SLC22A12
	1.75×10-14
	[10]

	rs10897518
	11
	64360705
	SLC22A12
	5.62×10-30
	[1]

	rs121907892
	11
	64361219
	SLC22A12
	1.23×10-130
	[28]

	rs475688
	11
	64364291
	SLC22A12
	1.35×10-17
	[1]

	rs893006
	11
	64365796
	SLC22A12
	1.05×10-24
	[1]

	rs150255373
	11
	64366298
	SLC22A12 
	1.30×10-10
	[11]

	rs147647315
	11
	64367854
	SLC22A12 
	1.10×10-10
	[11]

	rs7932437
	11
	64373504
	3' of NRXN2
	2.32×10-24
	[1]

	rs4930556
	11
	64377726
	NRXN2
	1.89×10-24
	[1]

	rs7121121
	11
	64381132
	NRXN2
	6.68×10-15
	[1]

	rs2277311
	11
	64387932
	NRXN2
	1.96×10-24
	[1]

	rs2360873
	11
	64391157
	NRXN2
	2.82×10-24
	[1]

	rs10897521
	11
	64391910
	NRXN2
	1.17×10-14
	[1]

	rs10792443
	11
	64395252
	NRXN2
	5.40×10-24
	[1]

	rs948689
	11
	64400719
	NRXN2
	1.46×10-15
	[1]

	rs1207226
	11
	64402027
	NRXN2
	1.84×10-14
	[1]

	rs11231845
	11
	64407419
	NRXN2
	6.80×10-24
	[1]

	rs2959654
	11
	64412086
	NRXN2
	1.81×10-15
	[1]

	rs1212146
	11
	64412877
	NRXN2
	1.41×10-15
	[1]

	rs7128467
	11
	64415111
	AP001092.4
	1.11×10-14
	[1]

	rs3825074
	11
	64415767
	AP001092.4
	8.36×10-9
	[1]

	rs555456
	11
	64418259
	AP001092.4
	7.72×10-24
	[1]

	rs2285339
	11
	64418305
	AP001092.4
	1.83×10-15
	[1]

	rs526338
	11
	64418900
	AP001092.4
	4.60×10-9
	[11]

	rs2269730
	11
	64423831
	AP001092.4
	1.85×10-15
	[1]

	rs7117423
	11
	64425120
	AP001092.4
	1.33×10-15
	[1]

	rs530775
	11
	64426933
	AP001092.4
	1.43×10-15
	[1]

	rs544838
	11
	64429059
	NRXN2
	9.72×10-24
	[1]

	rs492175
	11
	64433078
	NRXN2
	7.73×10-24
	[1]

	rs2666559
	11
	64439227
	NRXN2
	8.04×10-24
	[1]

	rs506338
	11
	64440920
	NRXN2
	2.34×10-31
	[3]

	rs530252
	11
	64443465
	NRXN2
	2.74×10-14
	[1]

	rs11602411
	11
	64449223
	NRXN2
	8.30×10-9
	[1]

	rs10128590
	11
	64449425
	NRXN2
	2.17×10-15
	[1]

	rs17146216
	11
	64451281
	NRXN2
	3.65×10-15
	[1]

	rs519090
	11
	64456240
	NRXN2
	8.46×10-24
	[1]

	rs504915
	11
	64464085
	NRXN2
	2.45×10-15
	[10]

	rs471618
	11
	64465403
	NRXN2
	1.29×10-11
	[10]

	rs490192
	11
	64471369
	NRXN2
	9.02×10-16
	[1]

	rs551890
	11
	64477999
	NRXN2
	6.27×10-10
	[1]

	rs478607
	11
	64478063
	NRXN2
	4.40×10-11
	[1]

	rs480617
	11
	64478320
	NRXN2
	3.26×10-15
	[1]

	rs2666558
	11
	64481579
	NRXN2
	1.12×10-9
	[1]

	rs487662
	11
	64481880
	NRXN2
	1.30×10-15
	[1]

	rs500531
	11
	64487019
	NRXN2
	7.97×10-23
	[1]

	rs7126110
	11
	64520255
	PYGM
	7.10×10-10
	[1]

	rs606458
	11
	64546391
	5' of SF1
	5.50×10-11
	[25]

	rs493573
	11
	64557054
	MAP4K2
	1.90×10-17
	[25]

	rs10897526
	11
	64559898
	MAP4K2
	3.67×10-8
	[10]

	rs559566
	11
	64581658
	5' of MEN1
	2.71×10-9
	[1]

	rs55975541
	11
	64597201
	CDC42BPG
	3.49×10-14
	[10]

	rs188780113
	11
	64678544
	ATG2A
	1.00×10-39
	[28]

	rs1466462
	11
	65419364
	3' of SIPA1
	1.42×10-12
	[1]

	rs12289836
	11
	65436888
	5' of RELA
	6.57×10-14
	[1]

	rs7947604
	11
	65442059
	5' of RELA
	1.29×10-13
	[1]

	rs7934036
	11
	65451020
	5' of Metazoa_SRP
	8.87×10-14
	[1]

	rs1074156
	11
	65458169
	5' of Metazoa_SRP
	1.77×10-13
	[1]

	rs1074155
	11
	65458197
	5' of Metazoa_SRP
	4.70×10-12
	[1]

	rs7115734
	11
	65458964
	5' of Metazoa_SRP
	1.14×10-13
	[1]

	rs10896032
	11
	65459419
	5' of Metazoa_SRP
	1.46×10-13
	[1]

	rs6591188
	11
	65467953
	3' of Metazoa_SRP
	2.28×10-12
	[1]

	rs9666878
	11
	65475816
	5' of KAT5
	1.39×10-11
	[1]

	rs4645933
	11
	65485120
	KAT5
	1.09×10-10
	[1]

	rs11227279
	11
	65495211
	5' of RNASEH2C
	6.42×10-10
	[1]

	rs4014195
	11
	65506822
	5' of RP11-770G2.2
	1.69×10-12
	[1]

	rs489574
	11
	65542739
	3' of AP5B1
	2.91×10-8
	[1]

	rs11227299
	11
	65549570
	5' of AP5B1
	8.54×10-13
	[1]

	rs642803
	11
	65560620
	OVOL1
	4.51×10-14
	[1]

	rs644740
	11
	65561468
	OVOL1
	5.91×10-14
	[1]

	rs44205
	11
	65564786
	3' of OVOL1
	2.72×10-9
	[1]

	rs557675
	11
	65566719
	3' of OVOL1
	1.57×10-13
	[1]

	rs7976059
	12
	52251272
	3' of RP11-923I11.5
	1.93×10-9
	[1]

	rs7485577
	12
	57616061
	NXPH4
	2.55×10-8
	[1]

	rs7301155
	12
	57622821
	5' of SHMT2
	9.45×10-9
	[1]

	rs11172134
	12
	57645789
	RP11-123K3.4
	1.81×10-17
	[1]

	rs11172147
	12
	57696677
	R3HDM2
	8.28×10-21
	[1]

	rs4760355
	12
	57725197
	R3HDM2
	2.37×10-19
	[1]

	rs11609805
	12
	57735045
	R3HDM2
	2.20×10-19
	[1]

	rs4760254
	12
	57766392
	R3HDM2
	5.58×10-21
	[1]

	rs4760278
	12
	57771153
	R3HDM2
	2.52×10-20
	[1]

	rs11613352
	12
	57792580
	R3HDM2
	5.28×10-18
	[1]

	rs1106766
	12
	57809456
	R3HDM2
	1.90×10-11
	[7]

	rs11614506
	12
	57815675
	R3HDM2
	1.92×10-19
	[1]

	rs7964492
	12
	57823585
	R3HDM2
	3.15×10-20
	[1]

	rs3741414
	12
	57844049
	INHBC
	2.22×10-25
	[1]

	rs3809114
	12
	57848639
	INHBE
	3.36×10-12
	[1]

	rs12229654
	12
	111414461
	3' of RP1-46F2.2
	9.30×10-9
	[4]

	rs3184504
	12
	111884608
	SH2B3
	2.60×10-10
	[1]

	rs4766578
	12
	111904371
	ATXN2
	1.67×10-8
	[1]

	rs10774625
	12
	111910219
	ATXN2
	1.14×10-9
	[1]

	rs653178
	12
	112007756
	ATXN2
	7.18×10-12
	[1]

	rs11065987
	12
	112072424
	3' of BRAP
	2.58×10-8
	[1]

	rs3782886
	12
	112110489
	BRAP
	3.50×10-11
	[4]

	rs11066015
	12
	112168009
	ACAD10
	9.50×10-11
	[4]

	rs671
	12
	112241766
	ALDH2
	9.50×10-9
	[13]

	rs2074356
	12
	112645401
	C12orf51
	3.50×10-10
	[4]

	rs11066280
	12
	112817783
	C12orf51
	6.20×10-11
	[4]

	rs7953704
	12
	122625992
	MLXIP
	2.56×10-8
	[1]

	rs35258188
	15
	53997338
	WDR72
	2.00×10-16
	[4]

	rs1394125
	15
	76158983
	UBE2Q2
	2.50×10-13
	[1]

	rs1976748
	15
	76160951
	UBE2Q2
	1.19×10-10
	[1]

	rs12437816
	15
	76194538
	3' of UBE2Q2
	1.08×10-8
	[1]

	rs10444856
	15
	76232422
	NRG4
	7.68×10-9
	[1]

	rs1874953
	15
	76236837
	NRG4
	6.93×10-9
	[1]

	rs11634028
	15
	76276150
	NRG4
	1.03×10-8
	[1]

	rs10851884
	15
	76290042
	NRG4
	3.59×10-8
	[1]

	rs11072566
	15
	76293971
	NRG4
	2.33×10-8
	[1]

	rs4886755
	15
	76298132
	NRG4
	6.15×10-9
	[1]

	rs10851885
	15
	76304503
	NRG4
	5.54×10-10
	[1]

	rs12440225
	15
	76313121
	NRG4
	8.81×10-9
	[1]

	rs4966014
	15
	99248018
	IGF1R
	1.68×10-10
	[1]

	rs11858316
	15
	99249029
	IGF1R
	6.54×10-12
	[1]

	rs7174918
	15
	99251356
	IGF1R
	6.48×10-11
	[1]

	rs8032477
	15
	99254554
	IGF1R
	1.12×10-11
	[1]

	rs3803476
	15
	99256570
	IGF1R
	9.79×10-12
	[1]

	rs2018860
	15
	99258710
	IGF1R
	1.20×10-11
	[1]

	rs11634241
	15
	99259016
	IGF1R
	8.92×10-13
	[1]

	rs8038015
	15
	99263274
	IGF1R
	2.55×10-12
	[1]

	rs11857366
	15
	99263801
	IGF1R
	3.02×10-12
	[1]

	rs932071
	15
	99268030
	IGF1R
	2.47×10-10
	[1]

	rs4616271
	15
	99268259
	IGF1R
	3.39×10-11
	[1]

	rs4965430
	15
	99268850
	IGF1R
	2.23×10-12
	[1]

	rs6598541
	15
	99271135
	IGF1R
	4.75×10-15
	[1]

	rs875686
	15
	99272519
	IGF1R
	5.17×10-11
	[1]

	rs11633717
	15
	99273032
	IGF1R
	5.62×10-11
	[1]

	rs7166287
	15
	99273075
	IGF1R
	1.41×10-12
	[1]

	rs4966019
	15
	99274326
	IGF1R
	7.75×10-12
	[1]

	rs11633294
	15
	99275008
	IGF1R
	1.07×10-10
	[1]

	rs907808
	15
	99280254
	IGF1R
	1.46×10-10
	[1]

	rs1567811
	15
	99281833
	IGF1R
	6.45×10-10
	[1]

	rs3743263
	15
	99282558
	IGF1R
	5.27×10-10
	[1]

	rs3743264
	15
	99282587
	IGF1R
	7.20×10-10
	[1]

	rs1007212
	15
	99283918
	IGF1R
	8.12×10-10
	[1]

	rs2871974
	15
	99284074
	IGF1R
	1.23×10-11
	[1]

	rs8037467
	15
	99284652
	IGF1R
	3.31×10-10
	[1]

	rs4966020
	15
	99284680
	IGF1R
	7.41×10-10
	[1]

	rs4966021
	15
	99285056
	IGF1R
	1.08×10-11
	[1]

	rs4966022
	15
	99286284
	IGF1R
	2.06×10-10
	[1]

	rs12908437
	15
	99287375
	IGF1R
	2.98×10-12
	[1]

	rs2137683
	15
	99289638
	IGF1R
	1.00×10-11
	[1]

	rs11632952
	15
	99290975
	IGF1R
	2.21×10-10
	[1]

	rs7166999
	15
	99292805
	IGF1R
	3.14×10-12
	[1]

	rs6598542
	15
	99293056
	IGF1R
	9.34×10-13
	[1]

	rs6598543
	15
	99293552
	IGF1R
	2.82×10-12
	[1]

	rs12898337
	15
	99294355
	IGF1R
	1.80×10-12
	[1]

	rs12898502
	15
	99294452
	IGF1R
	6.24×10-11
	[1]

	rs4966024
	15
	99295570
	IGF1R
	2.21×10-12
	[1]

	rs8041224
	15
	99297665
	IGF1R
	2.43×10-8
	[1]

	rs143193096
	15
	99459327
	IGF1R
	2.00×10-16
	[4]

	rs150801101
	15
	99500588
	IGF1R
	2.00×10-16
	[4]

	rs188709583
	16
	20348705
	UMOD
	2.00×10-16
	[4]

	rs143583842
	16
	20352584
	UMOD
	2.00×10-16
	[4]

	rs139607138
	16
	20352615
	UMOD
	2.00×10-16
	[4]

	rs732021
	16
	69542478
	3' of CYB5B
	2.55×10-8
	[1]

	rs7193778
	16
	69563890
	5' of NFAT5
	8.22×10-10
	[1]

	rs200933617
	16
	69681065
	NFAT5
	2.00×10-16
	[4]

	rs889472
	16
	79645989
	5' of MAF
	1.10×10-9
	[29]

	rs7188445
	16
	79734987
	RP11-345M22.1
	1.61×10-9
	[1]

	rs150320659
	16
	89703753
	DPEP1
	2.00×10-16
	[4]

	rs142226072
	16
	89703959
	DPEP1
	8.70×10-11
	[4]

	rs4617927
	17
	53356126
	HLF
	5.80×10-9
	[1]

	rs3829577
	17
	53360264
	HLF
	3.35×10-8
	[1]

	rs1477141
	17
	53361838
	HLF
	2.53×10-8
	[1]

	rs7224610
	17
	53364788
	HLF
	5.38×10-17
	[1]

	rs3794748
	17
	53365172
	HLF
	5.73×10-9
	[1]

	rs10852974
	17
	53372566
	HLF
	1.18×10-9
	[1]

	rs3829578
	17
	53381510
	HLF
	3.61×10-8
	[1]

	rs4793788
	17
	53381796
	HLF
	2.40×10-8
	[1]

	rs11650989
	17
	59449636
	BCAS3
	2.48×10-8
	[1]

	rs9905274
	17
	59450441
	BCAS3
	3.69×10-8
	[1]

	rs9895661
	17
	59456589
	BCAS3
	1.40×10-8
	[1]

	rs2079742
	17
	59465697
	BCAS3
	6.24×10-9
	[1]

	rs11079428
	17
	59466701
	BCAS3
	1.47×10-8
	[1]

	rs141310123
	18
	77171390
	NFATC1
	2.00×10-16
	[4]

	rs201178535
	19
	38591803
	SIPA1L3
	2.00×10-16
	[4]

	rs142085340
	19
	38597178
	SIPA1L3
	2.00×10-16
	[4]

	rs115276476
	19
	38631910
	SIPA1L3
	2.00×10-16
	[4]

	rs187171029
	19
	53599256
	ZNF160
	1.84×10-8
	[24]

	rs141158222
	20
	52570005
	BCAS1
	2.00×10-16
	[4]

	rs61754122
	20
	52645167
	BCAS1
	2.00×10-16
	[4]

	rs11554266
	20
	57478846
	GNAS
	2.00×10-16
	[4]


Chr: chromosome.
aPositions of the CpG sites in hg19.
bP value of association between genetic variant and uric acid in the past literature.
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Supplementary Table 8. Monocyte-specific methylation sites which fail cis-methylation quantitative trait loci (cis-meQTL)/genetic analyses.
	CpG site
	Genetic variants
	Pvc
	Pvg

	cg01080600
	rs1050002227
	2.88×10-3
	2.83×10-2

	cg03789579
	rs75195148
	3.21×10-7
	3.06×10-2

	cg05532013
	rs11914110
	1.80×10-2
	3.26×10-2

	
	rs199867487
	1.78×10-2
	2.93×10-2

	
	rs200408713
	1.59×10-2
	2.78×10-2

	
	rs201772177
	1.78×10-2
	3.34×10-2

	
	rs4050335
	6.11×10-3
	2.68×10-2

	
	rs4050355
	1.64×10-2
	1.99×10-2

	
	rs4555458
	2.48×10-2
	3.07×10-2

	
	rs511299
	1.23×10-2
	2.66×10-2

	
	rs5759719
	3.75×10-2
	3.74×10-2

	
	rs5759721
	4.24×10-2
	1.50×10-2

	cg06318893
	rs947889410
	1.89×10-3
	4.18×10-2

	cg15158067
	rs4648613
	4.33×10-2
	4.57×10-2

	cg21406075
	rs74641601
	4.13×10-2
	4.33×10-2

	cg24467535
	rs28913903
	5.31×10-5
	3.90×10-2

	cg24614245
	rs62081413
	1.74×10-9
	2.75×10-2

	
	rs74980231
	7.16×10-10
	2.80×10-2

	
	rs9958661
	2.54×10-8
	3.56×10-2

	cg25692425
	rs72816440
	3.50×10-2
	4.32×10-2


CpG: cytosine-phosphate-guanine dinucleotide.
Pvc: P value of monocyte-specific associations between genetic variants and CpG methylation; Pvg: P value of monocyte-specific associations between genetic variants and gout.




















Supplementary Table 9. Transcription factors binding cg22626579 in MoLoTool.
	TF
	Motif
	P

	HLF
	[image: C:\Users\990331\Documents\example.tiff]
	1.47×10-4

	IRX3
	[image: C:\Users\990331\Documents\example.tiff]
	4.76×10-4

	USF2
	[image: C:\Users\990331\Documents\example.tiff]
	2.50×10-4

	ZBED1
	[image: C:\Users\990331\Documents\example.tiff]
	3.05×10-4


TF: transcription factor.
Supplementary Table 10. Transcription factors binding cg22626579 in ReMap.
	TF
	Cell

	SP140
	macrophage


TF: transcription factor.







Supplementary Table 11. Transcription factors binding cg10314750 in MoLoTool.
	TF
	Motif
	P

	MEOX1
	[image: C:\Users\990331\Documents\example.tiff]
	7.50×10-5

	NFE2L1
	[image: C:\Users\990331\Documents\example.tiff]
	2.59×10-4


TF: transcription factor.
Supplementary Table 12. Transcription factors binding cg10314750 in ReMap.
	TF
	Cell

	RELA(p65)
	monocyte


TF: transcription factor.











Supplementary Table 13. Transcription factors binding cg03795507 in MoLoTool.
	TF
	Motif
	P

	E2F4
	[image: C:\Users\990331\Documents\example.tiff]
	1.39×10-4

	MECP2
	[image: C:\Users\990331\Documents\example.tiff]
	4.55×10-4

	NR2F1
	[image: C:\Users\990331\Documents\example.tiff]
	2.26×10-4

	PATZ1
	[image: C:\Users\990331\Documents\example.tiff]
	1.60×10-4

	SP1
	[image: C:\Users\990331\Documents\example.tiff]
	4.82×10-4

	SP2
	[image: C:\Users\990331\Documents\example.tiff]
	3.05×10-4

	SP4
	[image: C:\Users\990331\Documents\example.tiff]
	4.41×10-4

	WT1
	[image: C:\Users\990331\Documents\example.tiff]
	8.11×10-5

	ZBTB14
	[image: C:\Users\990331\Documents\example.tiff]
	7.59×10-6

	ZBTB33
	[image: C:\Users\990331\Documents\example.tiff]
	4.06×10-4

	ZFX
	[image: C:\Users\990331\Documents\example.tiff]
	1.27×10-4

	ZNF263
	[image: C:\Users\990331\Documents\example.tiff]
	2.87×10-4

	ZNF341
	[image: C:\Users\990331\Documents\example.tiff]
	2.47×10-4

	ZNF436
	[image: C:\Users\990331\Documents\example.tiff]
	3.79×10-4

	ZNF467
	[image: C:\Users\990331\Documents\example.tiff]
	3.05×10-4

	ZNF563
	[image: C:\Users\990331\Documents\example.tiff]
	4.11×10-4


TF: transcription factor.
Supplementary Table 14. Transcription factors binding cg03795507 in ReMap.
	TF
	Cell

	ATF2
	macrophage

	BRD4
	MOLM-14, MV4-11

	CDK8
	MOLM-14

	CEBPB
	MV4-11

	CTCF
	THP-1

	JMJD1C
	THP-1

	KMT2A
	MV4-11

	MAF1
	THP-1

	MLLT1
	MV4-11

	RELA(p65)
	monocyte, THP-1

	SP140
	macrophage

	SPI1(PU.1)
	macrophage

	ZFX
	NOMO1


TF: transcription factor.












Supplementary Table 15. Transcription factors binding cg10257063 in MoLoTool.
	TF
	Motif
	P

	CENPB
	[image: C:\Users\990331\Documents\example.tiff]
	4.72×10-4

	EGR1
	[image: C:\Users\990331\Documents\example.tiff]
	4.19×10-4

	EGR3
	[image: C:\Users\990331\Documents\example.tiff]
	1.26×10-4

	KLF1
	[image: C:\Users\990331\Documents\example.tiff]
	3.65×10-4

	KLF4
	[image: C:\Users\990331\Documents\example.tiff]
	2.35×10-4

	KLF9
	[image: C:\Users\990331\Documents\example.tiff]
	1.68×10-4

	KLF13
	[image: C:\Users\990331\Documents\example.tiff]
	4.36×10-4

	KLF14
	[image: C:\Users\990331\Documents\example.tiff]
	1.89×10-4

	NRF1
	[image: C:\Users\990331\Documents\example.tiff]
	9.71×10-5

	ZBTB14
	[image: C:\Users\990331\Documents\example.tiff]
	1.41×10-4


TF: transcription factor.


















Supplementary Table 16. Transcription factors binding cg16975613 in MoLoTool.
	TF
	Motif
	P

	GATA3
	[image: C:\Users\990331\Documents\example.tiff]
	4.91×10-4

	PRDM6
	[image: C:\Users\990331\Documents\example.tiff]
	3.57×10-4

	ZNF713
	[image: C:\Users\990331\Documents\example.tiff]
	4.28×10-4


TF: transcription factor.
Supplementary Table 17. Transcription factors binding cg16975613 in ReMap.
	TF
	Cell

	ATF2
	macrophage

	BRD4
	MOLM-14, MV4-11

	CDK8
	MOLM-14

	CEBPA
	MV4-11

	CEBPB
	MV4-11

	CTCF
	CD14+ cells, THP-1, monocyte-derived macrophage

	INTS13
	monocyte

	JMJD1C
	THP-1

	KMT2A
	MV4-11, THP-1

	MED1
	MOLM-14

	MEF2C
	MOLM-13

	MLLT1
	MV4-11

	MYB
	THP-1

	RAD21
	monocyte-derived macrophage, THP-1

	RELA(p65)
	monocyte, THP-1

	RUNX1
	MV4-11, THP-1

	SMC1A
	monocyte

	SP140
	macrophage

	SPI1(PU.1)
	macrophage, monocyte, monocyte-derived macrophage, THP-1, U-937

	STAT1
	CD14+ cells

	TRIM24
	MOLM-13

	VDR
	THP-1


TF: transcription factor.











Supplementary Table 18. Transcription factors binding cg16630982 in MoLoTool.
	TF
	Motif
	P

	AHR
	[image: C:\Users\990331\Documents\example.tiff]
	8.83×10-5

	E2F4
	[image: C:\Users\990331\Documents\example.tiff]
	4.86×10-4

	NRF1
	[image: C:\Users\990331\Documents\example.tiff]
	2.04×10-6

	SP1
	[image: C:\Users\990331\Documents\example.tiff]
	4.19×10-4

	SP2
	[image: C:\Users\990331\Documents\example.tiff]
	4.78×10-4

	SREBF2
	[image: C:\Users\990331\Documents\example.tiff]
	1.64×10-4

	TFAP2D
	[image: C:\Users\990331\Documents\example.tiff]
	6.98×10-5

	ZBTB14
	[image: C:\Users\990331\Documents\example.tiff]
	5.02×10-5

	ZIC4
	[image: C:\Users\990331\Documents\example.tiff]
	4.78×10-4


TF: transcription factor.
Supplementary Table 19. Transcription factors binding cg16630982 in ReMap.
	TF
	Cell

	ATF2
	macrophage

	BRD4
	MOLM-14, MV4-11

	CDK8
	MOLM-14

	CEBPB
	MV4-11

	CTCF
	THP-1

	MYB
	THP-1

	RAD21
	THP-1

	RELA(p65)
	monocyte

	RUNX1
	MV4-11, THP-1

	SMC1A
	monocyte

	SP140
	macrophage

	SPI1(PU.1)
	monocyte

	STAT1
	CD14+ cells

	TRIM24
	MOLM-13


TF: transcription factor.



Supplementary Table 20. Transcription factors binding cg12182452 in MoLoTool.
	TF
	Motif
	P

	HOXC11
	[image: C:\Users\990331\Documents\example.tiff]
	8.24×10-5


TF: transcription factor.
Supplementary Table 21. Transcription factors binding cg12182452 in ReMap.
	TF
	Cell

	BRD4
	MOLM-14, MV4-11

	CDK8
	MOLM-14

	CEBPA
	MV4-11, U-937

	CEBPB
	monocyte, MV4-11, THP-1

	CTCF
	THP-1

	MED1
	MOLM-14

	MEF2C
	MOLM-13

	MYB
	THP-1

	PPARG
	macrophage

	RAD21
	THP-1

	RELA(p65)
	monocyte

	RUNX1
	MV4-11, THP-1

	RXR
	macrophage

	SMC1A
	monocyte

	SPI1(PU.1)
	macrophage, monocyte

	STAT1
	CD14+ cells

	TRIM24
	MOLM-13

	VDR
	THP-1


TF: transcription factor.



















Supplementary Table 22. Transcription factors binding cg17151991 in MoLoTool.
	TF
	Motif
	P

	AHR
	[image: C:\Users\990331\Documents\example.tiff]
	3.11×10-5

	ARNT
	[image: C:\Users\990331\Documents\example.tiff]
	6.40×10-5

	CXXC1
	[image: C:\Users\990331\Documents\example.tiff]
	7.35×10-4

	EPAS1
	[image: C:\Users\990331\Documents\example.tiff]
	1.66×10-4

	GMEB2
	[image: C:\Users\990331\Documents\example.tiff]
	2.81×10-4

	HIF1A
	[image: C:\Users\990331\Documents\example.tiff]
	2.72×10-5

	IRX2
	[image: C:\Users\990331\Documents\example.tiff]
	4.82×10-4

	KLF1
	[image: C:\Users\990331\Documents\example.tiff]
	9.42×10-5

	KLF3
	[image: C:\Users\990331\Documents\example.tiff]
	1.28×10-4

	KLF4
	[image: C:\Users\990331\Documents\example.tiff]
	3.44×10-4

	KLF9
	[image: C:\Users\990331\Documents\example.tiff]
	1.91×10-4

	KLF12
	[image: C:\Users\990331\Documents\example.tiff]
	4.03×10-4

	KLF14
	[image: C:\Users\990331\Documents\example.tiff]
	2.05×10-5

	NHLH1
	[image: C:\Users\990331\Documents\example.tiff]
	4.72×10-4

	PATZ1
	[image: C:\Users\990331\Documents\example.tiff]
	4.97×10-4

	PURA
	[image: C:\Users\990331\Documents\example.tiff]
	1.61×10-4

	SP1
	[image: C:\Users\990331\Documents\example.tiff]
	6.32×10-5

	SP2
	[image: C:\Users\990331\Documents\example.tiff]
	1.17×10-5

	SP3
	[image: C:\Users\990331\Documents\example.tiff]
	6.21×10-5

	TBX15
	[image: C:\Users\990331\Documents\example.tiff]
	4.28×10-4

	THAP1
	[image: C:\Users\990331\Documents\example.tiff]
	3.87×10-4

	ZSCAN31
	[image: C:\Users\990331\Documents\example.tiff]
	2.50×10-4


TF: transcription factor.
Supplementary Table 23. Transcription factors binding cg17151991 in ReMap.
	TF
	Cell

	BRD4
	MOLM-14, MV4-11

	CDK8
	MOLM-14

	CTCF
	CD14+ cells, THP-1

	KMT2A
	MV4-11, THP-1

	MLLT1
	MV4-11

	RAD21
	monocyte-derived macrophage, THP-1

	RELA(p65)
	monocyte

	SMC1A
	monocyte

	SP140
	macrophage

	SPI1(PU.1)
	monocyte, U-937

	STAT1
	CD14+ cells

	VDR
	THP-1


TF: transcription factor.




















Supplementary Table 24. Transcription factors binding cg26375855 in MoLoTool.
	TF
	Motif
	P

	ESR2
	[image: ]
	4.68×10-4

	TBX4
	[image: ]
	7.35×10-5


TF: transcription factor.
















Supplementary Table 25. Pathways highlighted in multiple cell lineages and involved in regulating interleukin-1β (IL-1β) and gouty inflammation.
	Pathway
	Highlighted lineages
	Relationship with IL-1β and gouty inflammation

	Adenine and adenosine salvage
	B cells, CD4+ T cells, CD8+ T cells (Figure 1E-1G)
	ATP induces IL-1β release from monocytes [1]

	Alanine biosynthesis
	eosinophils, neutrophils, CD8+ T cells (Figure 1B-1C, 1G)
	alanine decreases IL-1β [2]

	Alanine degradation
	eosinophils, neutrophils, CD8+ T cells (Figure 1B-1C, 1G)
	alanine decreases IL-1β [2]

	Amyloid processing
	neutrophils, NK cells, CD4+ T cells (Figure 1C-1D, 1F)
	amyloid enhances IL-1β expression [3]

	B Cell Activating Factor signaling
	NK cells, CD4+ T cells (Figure 1D, 1F)
	genetic ablation of B Cell Activating Factor (BAFF) and BAFF neutralization attenuate IL-1β production [4]

	Cardiac β-adrenergic signaling
	B cells, CD8+ T cells (Figure 1E, 1G)
	β-adrenergic receptors increase IL-1β expression [5]

	CCR5 signaling in macrophages
	B cells, CD8+ T cells (Figure 1E, 1G)
	CCR5 antagonist diminishes IL-1β [6]

	ErbB4 signaling
	neutrophils, CD4+ T cell (Figure 1C, 1F)
	ErbB4 reduces IL-1β expression [7]

	HER-2 signaling in breast cancer
	monocytes, neutrophils (Figure 1A, 1C)
	HER-2 activates mTOR pathway [8] which impacts gouty inflammation [9]

	IL-10 signaling
	eosinophils, NK cells (Figure 1B, 1D)
	IL-10 inhibits IL-1β production [10] and suppresses gouty inflammation [11]

	PAK signaling
	neutrophils, NK cells (Figure 1C, 1D)
	PAK1 mediates IL-1β release from macrophages [12]

	Phototransduction pathway
	B cells, CD8+ T cells (Figure 1E, 1G)
	photo-oxidative damage affects IL-1β expression [13]

	SAPK/JNK signaling
	monocytes, neutrophils (Figure 1A, 1C)
	stress-activated protein kinase (SAPK) is also known as c-Jun N-terminal kinase (JNK) [14] and JNK1 mediates monosodium urate-induced IL-1β release from macrophage [15]

	Spermidine biosynthesis
	monocytes, B cells (Figure 1A, 1E)
	spermidine decreases IL-1β from macrophages [16]

	Spermine biosynthesis
	monocytes, B cells, CD8+ T cells (Figure 1A, 1E, 1G)
	spermine decreases IL-1β from macrophages [16]

	STAT3 pathway
	B cells, CD8+ T cells (Figure 1E, 1G)
	STAT3 mediates IL-1β production in microglia [17]

	Ubiquinol-10 biosynthesis
	monocytes, neutrophils (Figure 1A, 1C)
	ubiquinol-10 (coenzyme Q10) [18] ameliorates gouty inflammation [19]
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Supplementary Table 26. Associations between methylation sites located in genes without actions on interleukin-1β (IL-1β) and hyperuricemia and inflammation.
	CpG site
	Gene
	PHyperuricemia
	Studies about respective potential associations with inflamamtion

	cg15158067
	C1orf233
	1.38×10-1
	unknwon

	cg01718853
	ZDHHC18
	8.94×10-1
	belong to the DHHC family, which is essential for protein palmitoylation [1], and palmitoylation increase IL-1β[2]

	cg03789579
	IQCC
	7.98×10-1
	unknown

	cg13559233
	LPHN2 
	5.88×10-1
	genetic variants of LPHN2 are associated with malaria severity [3]

	cg05638359
	FAM5C
	2.01×10-1
	also called BRINP3 and associated with chronic inflammation around implants [4]

	cg03945122
	CR1L
	9.02×10-1
	unknwon

	cg26461510
	OR2T1
	5.71×10-1
	unknwon

	cg03275949
	BRE-AS1
	7.12×10-1
	increases NR4A3 [5] which exerts pro-inflammatory effects [6]

	cg07083023
	NRXN1
	1.29×10-1
	polymorphism of NRXN1 is associated coenzyme Q10 levels [7] which inhibits inflammation [8]

	cg19824059
	NRXN1
	2.83×10-2*
	

	cg08797047
	ARHGAP15
	2.29×10-3*
	associated with diverticulitis [9]

	cg02993437
	METAP1D
	4.87×10-1
	associated with tuberculosis treatment response [10]

	cg01080600
	AGAP1
	2.36×10-1
	associated with development of islet autoantibody in Type 1 diabetes [Supplemental Table 1-2 of 11]

	cg04258358
	PCGF3
	4.36×10-1
	increased in macrophage M1 polarization [12]

	cg22517735
	NBLA00301 
	1.79×10-1
	also called HAND2-AS1 [13] which decreases TGF-β1 [14] and TGF-β1 suppresses inflammation [15]

	cg19459207
	EMB
	6.63×10-1
	EMB(Embigin) [16] is expressed in macrophage [17] and forms a family with basigin which is involved in inflammatory processes [18] 

	cg19868864
	HMMR
	4.43×10-1
	also called RHAMM [19] and is responsible for inflammatory cell chemotaxis and migration [20]

	cg26993940
	COL23A1
	6.05×10-1
	increased by lipopoloysaccharide (LPS) stimulation of macrophage [Figure 5D of 21] and upregulated during infection [22] 

	cg07235456
	SKIV2L 
	6.36×10-1
	associated with systemic lupus erythematosus [23]

	cg24070123
	C6orf106
	2.76×10-1
	suppresses proinflammatory cytokines [24]

	cg27478167
	HEATR2
	6.02×10-1
	increased by SOCS2 deficiency [25], downregulated by galectin 9 in NK cells [Supplemental Table 1 of 26], and decreased in HIV-infected CD4+ T cells [Table S1 of 27]

	cg05096788
	CCDC136 
	8.21×10-1
	associated with autoimmune diseases [28]

	cg11768833
	MPDZ 
	1.79×10-1
	increases HES1 [29] which increases IL-17A+γδ T cells [30] and IL-17A+γδ T cells are implicated in gout [31]

	cg09762316
	MAMDC2
	9.94×10-1
	altered expression in psoriasis, an inflammatory skin disease [32]

	cg00748492
	DNAJC1 
	7.29×10-1
	plays a role in immune regulation [33]

	cg25692425
	C10orf40
	1.52×10-1
	unknown

	cg08234376
	HNRNPH3
	9.98×10-1
	increased in inflamamtory eosinophil [Figure S4E of 34, Supplementary Figure 7B of 35]

	cg19411943
	USP54
	1.27×10-1
	increases inflamamtion [36]

	cg19469189
	KCNJ5
	6.30×10-1
	KCNJ5 mutation is associated with expression of inflammation-related genes [37]

	cg18961101
	KCNA6
	7.21×10-1
	expressed in macrophage [Table S2 of 38] and differentialy methylation of KCNA6 is associated with malar rash in systemic lupus erythematosus [39]

	cg19532939
	ART4
	2.83×10-1
	increases in response to lipopolysaccharide priming [40]

	cg02325300
	LMO3
	9.81×10-1
	attenuates inflammatory response [41]

	cg25983594
	MCF2L
	4.92×10-1
	stimulated by TNF in macrophages [42] and increased in atopic dermatitis skin [Table E7 of 43]

	cg07445547
	DLK1
	9.35×10-1
	inhibits pro-inflammatory macrophage activation [44]

	cg22241833
	SNORD115-1
	7.24×10-2
	unknown

	cg11169286
	C16orf13
	1.44×10-4*
	unknown

	cg05438708
	CMIP
	3.89×10-1
	decreased during monocyte activation [Figure 3A of 45]

	cg11367590
	NT5M
	3.63×10-1
	unknown

	cg05464572
	RAB37
	5.56×10-2
	promotes M1 nacrophage polarization [46] and increaeses TNF-α from macrophages [47]

	cg14165663
	GALR2
	4.49×10-1
	diwnregulated by lipin-1 (a proinflammatory mediator) in macrophage [Table S1 of 48], decreased in adjuvant arthritis [49], and loss-of-function mutations in GALR2 increase experimental inflammatory demyelination [50]

	cg26351916
	GAA
	2.54×10-1
	GAA(acid-α-glucosidase) [51] is a downstream target of the NOTCH1/HES1 signaling pathway [52] and HES1 increases IL-17A+γδ T cells [30] and IL-17A+γδ T cells are implicated in gout [31]

	cg04810466
	ZNF536
	2.18×10-1
	genetically correlated with immune and inflammatory response process genes [53] and associated with severe malaria [54]


PHyperuricemia: P value of associations with hyperuricemia; *: P < 0.05.
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Supplementary Table 27. Molecules implicated in regulating identified genes and gouty inflammation.
	Gene
	Implicated molecules

	PRKCZ
	Palmitic acid increases PRKCZ [1] and macrophage IL-1β production [2]

	CIDEC
	Leptin receptor deficiency decreases CIDEC [3] while leptin promotes gouty inflammation [4]

	VDAC1
	Epigallocatechin gallate (EGCG) downregulates VDAC1 [5] and inhibits gouty inflammation [6]

	CPT1A
	Leptin receptor deficiency decreases CPT1A [7] while leptin enhances gouty inflammation [4]

	BIRC2 (IAP-2)
	Resveratrol induces inhibitor of apoptosis protein 2 (IAP-2) expression [8] and attenuates gouty inflammation [9]

	BRCA1
	Tunicamycin enhances BRCA1 expression [10] and augments IL-1β release in macreophages [11]

	STK11 (LKB1)
	PPARγ agonist upregulates STK11 (LKB1) [12] and ameliorates gouty arthritis [13]
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