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Supplementary Figure 1. DLK1, POU1F1, TBX19 can distinguish somatotroph, lactotroph, gonadotroph, and corticotroph
PitNETs distinctly and form the subtypes to aggregation clusters. (A) The clustering effects with the base of POU1F1 and DLK1 can
distinguish the subtypes of PitNETs, especially the somatotroph subtype. (B) The clustering effects with the base of SF1 and ESR1 are not
clear enough to distinguish the subtypes of PitNETs. (C) The clustering effects with the base of TBX19 and DLK1 can distinguish the subtypes
of PitNETs, especially the gonadotroph and corticotroph subtypes. Red: somatotroph; Yellow: lactotroph; Blue: gonadotroph; Gray:
corticotroph.
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