SUPPLEMENTARY FIGURES

Supplementary Figure 1. (A) Heat map of the mRNA profile showing DEGs in CRC.
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Supplementary Figure 2. HT29 cells were stably infected with lenti-NC or lenti-shTRIM29 and HCT116 cells were stably
infected with lenti-NC or lenti-pTRIM29. (A) RTCA-MP was performed. (B) Transwell assays were performed. The statistical analysis was
performed using the two-tailed Student’s t-test. **P < 0.01, ***P < 0.001.

WWWw.aging-us.com

AGING



Adipocytokina signaing pathway =

A

PPAR signaling pathway = —
Progesterone-meciated cocyte maturation - i B
Protein cigestion and absorption = ——-3
Sallvary sacretion = ——
Bie secration - I
Mineral absorption = I
Pentose 12
Porphyrin and chiorophyll metabolsm - [y J
Steroid hormone blosynthesis = o
Ascotbate end aldarate metaboliam ~ [iranemsceesrpa=si ____JN
Nitrogen metabolism = [———— N
Fletinol metabolism =

Drug matabolism—other anzymes -
Drug metaboliem—cytochrome P450 =

Classification
[ cettutar processes

B Environmental information processing
[l Genetic intormation processing

Small call lung cancer = i i
Systomic wpus erytematosus - O B e e
Pathways In cancar - ——
Bladder cancer - S .
Chamical oarcinoganasis = S I
Alcoholem O ——
Ribosome blogenesia n eukanyolss - e —
DNA repicasion - ==
PISK-Axt signaling patnuay = L ——
Call adnosion mojeculos (CAMs) = e N
Neuroactve ligand- recoplor interaction = O ——
ECM-receplor interaction = S
P53 signaiing pathway - S ——
oo ———— N
B Qocyto moioss - S —
455 354 273 182 091 10 20 30 40 50
~log10 (P-value) No.of genes
Cheretic shemtons
Chramosome Unstable (CTN) pathway O K-Rar
Mirsuratelie Unstab e QUSD puthoray Cokmel st o ey
Foanal g Tex rppmaas: AFC, O TONER, Sha,
[ TNA e genen + INLHI, WVSH2, BMSE WVEHG
Z e
% S
Wk sy e — = Ab-spopioss
e oo
o |
L on L
o (bl
Dyepluse ACF /”/: ‘
: ) B s s ) .
Ealvwkooms i o3 ~ 3 (oo 5
(x| 3 s == > Soppmed apopons
/ a5 =
) e0E %m0t [Ea]—ro»Exidh —» moisess
= Y DNa
MATK sigatmg | =)
\
I R R e

N T
Lax sderoms
Qoo it etne o »{INEE)
T |
SRR . ‘
PSla; DNA __ - Teubility.
Apopoms [ Plagimieg : Fransl I g o —ol.mm‘gpmm
03210 10212 o
(2) Ka
(o4
. 5
3 — 10 4 ot
=101 - )
= : zs
3 2
s &
o <
A o= 2 ¢ i 6 1
2 5
< =
S 4+ 4
8 g
2] 24
04 —_— - 0 —_— -
== Tumor Colon Rectal Colon Rectal
mm Normal  adenocarcinoma  adenocarcinoma adenocarcinoma adenocarcinoma

(T=275, N=349)

Supplementary Figure 3. (A) Enrichment statistics of KEGG pathways in a sample-classification map. (B) The CRCsignaling pathways. (C)
The expression of AXAN2/LDHA. Data were collected from the TCGA and GTEx databases using GEPIA (http://gepia.cancer-

pku.cn/index.html).
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Supplementary Figure 4. (A) The ECAR and (B) OCR of cells transfected with NC or Si2 was measured. The statistical analysis was
performed using the two-tailed Student’s t-test. **P < 0.01, ***P < 0.001.
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