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Supplementary Figure 1. Subcellular localization of KPNA4 in HPA database. (A-D) KPNA4 protein subcellular localization in A-431,
PC-3 and U-2 OS cell lines.

www.aging-us.com 1 AGING



A kinase-target network B miRNA-target network C transcription factor-target network

Kinase_COK? I ——— OOMTEAM 1084000 A 0GALAS 08 0 1 RGAANNTICVSHSFI 0]
Kinase_CDK1 i S 4 CATTGTYY_VSSOX9_B1 I
Kinase_MAPK]  — — " 4 VSE2F Q401

Kinase_ATM oG — a VSEX Q1 —

Kinase_CHEK] |ss—] CAGTATT Mk 2006, ] S 4 VSE2F_02 —
Kinase_MAPKS  — TIPSV P g Se——— VSE2F4DP2 01 | —

Kinase_PLK1 — TOOACTTMIRS19C/ y 4 VSE2FIDP2_0]
Kinase_AURKE . VSE2F10P1_01

Kinase_ATR  — o s VSEZF Q6 —

Kinase_PLK3 he 4 VSE2F1_Q3 ]

0 20 40 60 80 100 120 140 0 50 00 150 200 250 300 0 20 40 60 80 100 120 140 160 180

Supplementary Figure 2. Genes differentially expressed in correlation with KPNA4 in HCC (LinkedOmics). Significantly enriched
KPNA4 networks of kinase (A), miRNA (B) or transcription factor (C) targets of KPNA4 coexpressed genes in HCC were analyzed using GSEA.
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