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Supplementary Figure 1. GSEA of MetS Score. High-MetS Score group was closely associated with drug metabolism pathway.
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Supplementary Figure 2. The effect of metabolic variables on survival in CRC chemotherapy subgroups. The effects of MetS,
diabetes, obesity, dyslipidemia weight and hypertension on survival in CRC chemotherapy subgroups.
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Supplementary Figure 3. The metabolic —related gene expression in low- and high- MetS score group.
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