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Supplementary Figure 1. The comparisons of numbers of differential metabolites at different experiment time from faeces
samples. (A) PCoA plot and the counts of differential metabolites identified at baseline, 8w and 15w between SMPA8 and SMMR1 sample.
(B) PCoA plot and the counts of differential metabolites identified at experiment 8w and 15w between SD and WS groups. (C) PCoA plot and
the counts of differential metabolites identified at 8w and 15w between FMT and WS groups.
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Supplementary Figure 2. The enriched functional pathways of differential metabolites between WS and SD groups from
serum samples. (A) The volcano plot of differential metabolites. (B) The heatmap of top 50 differential microbials. (C) The bubble map of
top 20 significantly enriched KEGG pathways. (D) The bar graph of top 10 significantly enriched KEGG pathways.
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