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Supplementary Figure 1. Transcriptionally distinct cell types were identified by the transcripts of canonical cell type marker
genes (Immune cells: PTPRC, endothelial cells: PECAM1, fibroblast cells: FAP, ACTA2, MMP2, epithelial cells: KRT19, KRT7,

EPCAM).

www.aging-us.com

AGING



15 MT-ATP8

10 7
! 5 2 2 . s
< % ot by = 5
= 0 ’ 4 s
s v - 1 3 3

-5 AR |

WAoo~
W hs oo~
wWwhOo N

W hH oo
N WA O

NWhAROON

-10 -5 0 5
UMAP_1

Supplementary Figure 2. UMAP visualization of MT-gene signature scores of malignant cells in 6 primary LUADs.
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