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Supplementary Figure 1. (A) Venn plot of up-regulated DEGs in GSE62931 and GSE76275. (B) Venn plot of down-regulated DEGs in
GSE62931 and GSE76275. (C) Functional annotation and enrichment of up-regulated DEGs. (D) Functional annotation and enrichment of
down-regulated DEGs.
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Supplementary Figure 2. Functional annotation and enrichment of (A) Module 1 (B) Module 2 (C) Module 3.
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Supplementary Figure 3. The OS and RFS of 19 hub genes except CDC20.
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Supplementary Figure 4. The OS and RFS of 19 hub genes except CDC20.
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Supplementary Figure 5. The OS and RFS of 19 hub genes except CDC20.
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Supplementary Figure 6. The OS and RFS of 19 hub genes except CDC20.
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Supplementary Figure 7. (A) Chemical structures of ZINCO00008434966. (B) Chemical structures of ZINCO00004098930. (C) Results of
the pharmacophore of the ZINCO00008434966. (D) Results of the pharmacophore of the ZINCO00004098930.
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