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Supplementary Figure 1. Establishment of protein-protein interaction (PPI) network.

(A) Heat map of CHRDL1 related co-

expressed genes. (B) CHRDL1 related hub genes screened by Hubba plug-in algorithm of Cytoscape. (C) Establishment of protein-protein

interaction (PPI) network based on CHRDL1.
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Supplementary Figure 2. The expression of CHRDL1 was significantly correlated with the infiltration level of 7 kinds of immune cells,
including(A-G): Mast cells, iDCs, Eosinophils, DCs, Macrophages, Tfh and Th2 cells.
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