SUPPLEMENTARY FIGURES

A mRNA_pale turquoise B 1 7 yl 1 4
15 ‘P
2
5_5.0- b
4]
L
5
@]
2.54
Group
B
00l & w©r
mRNA_cyan K L PN . N
¥y & § & &
< S
C
PLPPR1
5
@
SFXN1 E" 0
we o
2l
QDPR ©
S AK
5 B GF
HAS2
MYOF

Supplementary Figure 1. Venn diagrams and dataset validation. (A) The phenotypic related modules were enriched into the
intersection of the KEGG Pathway in the Venn diagram. (B) The expression distribution of five genes in GSE30718 dataset. (C) Heat map of
expression of five genes in GSE30718 dataset.
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Supplementary Figure 2. AUC analysis of NGAL and IL-18. (A) ROC curve predicted by NGAL and IL-18 gene expression against AKI
samples. (B) ROC curve of 5 gene signatures in the 0-hour sample predicted the 24-hour AKI.
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