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on YuceOne panel (n = 21)

- Developed an immunoediting based optimized
neoantigen load (ioTNL) model

- To explore the association between io TNL and
immunotherapy response

- To validate the association between ioTNL and
immunotherapy respones in multiple co horts

- To compare the association between ioTNL and
tradictional bio markers in genomics, as well as
biomarkers in tumor microenvironment

- To explore the prediction efficacy of ioTNL in
panel-based immunotherapy cohort

- To compare the prediction efficacy of immuno-
therapy respones between ioTNL and TMB

Supplementary Figure 1. The study diagram of the ioTNL model.
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Supplementary Figure 2. Boxplots of the distribution of ioTNL scores between patients with DCB and NDB in the NSCLC cohort (A) and

the NPC cohort (B).
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Supplementary Figure 3. Barplots of ORR rate of different TMB levels and TNL levels in the NSCLC cohort (A), the SKCM cohort (B), the
NPC cohort (C) and the ICC cohort (D).
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Supplementary Figure 4. Immune editing score was associated with TMB and objective response rate of immunotherapy.
(A) Correlation between median immune editing score and median TMB in 20 cancer types. (B) Correlation between median immune
editing score and objective response rate of immunotherapy in multiple cancer types. Size of circle represents the number of patients that
involved in the evaluation of immune editing score.
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Supplementary Figure 5. Prediction efficiency with different reference set of ORR (A) and DCB (B) in the NSCLC cohort.
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Supplementary Figure 6. Prediction efficiency with different gene expression dataset.




