[bookmark: _GoBack]Supplementary File 2. GTEx database gene expression query steps.
1. Go to GTEx database website (https://gtexportal.org/).
2. QTLs & Browsers > eQTL Calculator
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3. Enter Variant ID, Gene ID, Tissue name, then press “Calculate Your Own”.
Example:
rs28481460,ABHD2,Whole_Blood
rs28481460,ABHD2,Muscle_Skeletal
[image: ] 
4. Obtain analysis results and eQTL violin plot.
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GTEx eQTL Calculator

- Limited to 400 entries.

- There must be only one entry per line

« Each entry must be of the form: VARIANT
1D,GENE ID, TISSUE NAME.

VARIANT ID: GTEX variant ID or GbSNP 15
number.

GENE ID: Gencode ID, Ensembi ID, or HGNC
Gene Symbol
TISSUE NAME must use allowable fissue names.

An Example
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Enter a comma-separated list containing SNP D, Gene ID, and tissue name, e.g.: rs509556,ENSG00000248746.1,Muscle_Skeletal

1528481460 ABHD2,Whole_Blood

1528481460 ABHD2, Muscle_Skeletal
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Test Your Own SNP Gene Associations Results

Data Source: GTEX Analysis Release V8 (dbGaP Accession phs000424.v8.p2)
Note: NES are the effect sizes in a normalized space where MAGNITUDE HAS NO DIRECT BIOLOGICAL INTERPRETATION. Allelic fold-change (aFC) is available for the top variant in the egene table.

Copy | Csv

Gene Symbol ~  Gencode Id =S

ABHD2 ENSG00000140526.17

ABHD2 ENSG00000140526.17

Showing 1 to 2 of 2 entries

Variant Id =S

chri5_89067324_A_C_b38

chr15_89067324_A_C_b3s

SNP. ¢ P-Value ¢
1528481460 dbSNP [ 0.90

1528481460 dbSNP [ 0.68

P-Value Threshold ¢

0.000092

0.00014

Show [10_v] entries

search:
ONES ¢ Tstatistic ¢ Tissue B
00030 012 Whole Blood
0.013 041 Muscle - Skeletal
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