SUPPLEMENTARY TABLE

Supplementary Table 1. Primer sequences for bisulfite sequencing.

Primer name Sequence (5' -> 3")
Inner Primer (F) - Cpg Island TTTATTTGAATAGAGGGGAAAAATG
Inner Primer (R) - CpG island TAAATCTCCTCATACCAATTAAAAA

Outer Primer (F) - CpG islands TGATTAAAAATAGTAATTAGTAGGAG
Outer Primer (R) - CpG islands TTCTAAAATCTATACAACTACAAAAA

Inner Primer (F) - Fragment 1 ATGTTTTATTTTATGGAGGTTAAGG
Inner Primer (R) - Fragment 1 AATACTAAATACTTACTTCCACCAA
Outer Primer (F) - Fragment 1 GAAGGTTTAGTGGGGTTTTAAATTT
Outer Primer (R) - Fragment 1 CATCAACCAACACTTTCAACATCTA
Inner Primer (F) - Fragment 4 ATGGTTTTTTTAATATGTAGTTTGT
Inner Primer (R) - Fragment 4 CTCCTATATATTTTACCCCATAAAC

Outer Primer (F) - Fragment 4 AAAGAGGAAGTTTGATTTAGATTTG
Outer Primer (R) - Fragment 4 ATAAAAACCTAAATCCAACAATACC

Nested PCR was used to amplify the bisulfite-converted DNA to improve the
efficiency and specificity of the cloning process. Each fragment was amplified with
the “Outer” primer set (1% round); then 5 pl of the PCR products was used for the
2" round of amplification with the “Inner” primer set. After 2 rounds of
amplification, the PCR products were loaded on agarose gel 1% and then purified
and cloned into pGEM-T vectors, before sequencing and methylation analysis, as
mentioned above in the material and method section.
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