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Supplementary Figure 1. Prognosis-related AS events in LUAD patients. (A) Prognosis-related AS events distributions in
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plot. (B—H) Top 20 prognosis-related AS events of seven types in forest plot.
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Supplementary Figure 2. (A) Kaplan-Meier survival analyses of SFs with prognostic significance; (B) expression level of SFs in surgical
resected samples.
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Supplementary Figure 3. (A) expression level of SFs in three SFs patterns; GSVA enrichment analyses based on the Hallmark gene set
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Supplementary Figure 5. (A) Unsupervised clustering of 2959 SFs -related DEGs with prognostic significance in GEO cohorts. (B) The
expression level of SFs in two gene clusters.
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Supplementary Figure 6. (A) Correlations between SFscore and SFs interacting AS events. (B) Correlations between SFs interacting AS
events and 28 TME infiltrating cells. (C) Correlation analysis between SFscore and TME infiltrating cells. (D) Difference of immune score,
stromal score, ESTIMATE score and tumor purity in low/high SFscore groups.
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