SUPPLEMENTARY FIGURE

A 10g(S) = 1584, p = 48508, Prgesrmn = 0.27, Clyss [0.17, 036, 5y, = 396 10g(5) = 13.69, p = 0.090, Pypeman = 0.13, Clyssy [-0.02,0.27). 1y, = 182 10gS) = 10.77, p = 0.703, Pyyeurman = 0.05, Clyss [<0.20,0.29), e, = 67
5 T ; 4 )
£ [ ol é £ z
R S P e 2
“wele L ry e v jT' ° —
° > ’.'. . ! ° .0 ° .“:‘. °
] e ° 5 ° . o. ) ..5' o . . . °
lfogl{('(’.\'ﬂinwm: : RO S * st 000 upm-h:m :
Luminal A Luminal B Her2+
1025) = 1281, p = 0,623, Biguurmn = 0.04, Clags [-0.13.0.22). rpuy = 132 B
- il Spearman
‘ r=-0.140
o « P <0.001
35 . . ] < 0.
L] e N
>
be O
© °g
m 0.4 4
i . ’ %
a ° ® %o, @ R
e, o™ | ene O iMoo, % 8
2ol ‘.. ° 08z .
e = o.\&. :g'. o o § 0.2 1
1~ g & ® o @ .éo o::}.:.. > 8
I;liCCNBI :xpn;don) : 0'0 L Ll l L L) I
' 3 4 5 6 7 8
Basal like CCNB1 (Log, (TPM+1))

Supplementary Figure 1. Relative expression of CCNB1 in TMB, DNA methylation and luminal A BC cell lines. (A) The
expression of CCNB1 was positively correlated with TMB in luminal A BC cell line, P < 0.05, but not in luminal B BC cell line, Her2+ (i.e., Her2
enrich), Basal like BC cell line, P > 0.05. (B) Correlation analysis results of DNA methylation indicating that CCNB1 with DNA methylation
have a negative correlation. Abbreviations: TMB: tumor mutation burden; BC: breast cancer.
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