SUPPLEMENTARY FIGURES
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Supplementary Figure 1. Consensus clustering analysis of m6A modification clusters. (A-H) Consensus matrices of the patients
with sarcoma for k = 2-9. (1) Cumulative distribution function (CDF) of consensus clustering analysis. (J) Relative change in area under the
CDF curve of consensus clustering analysis.
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Supplementary Figure 2. Consensus clustering analysis of m6A gene clusters. (A-H) Consensus matrices of the patients with
sarcoma for k = 2-9. (I) CDF of consensus clustering analysis. (J) Relative change in area under the CDF curve of consensus clustering
analysis.
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