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Supplementary Figure 1. Normalized for all the samples. (A) shows GSE42955 combined with GSE57338 and (B) shows GSE1869

combined with GSE5406.
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Supplementary Figure 2. Clustering dendrogram of samples. Cut height = 80 was used to divide 248 samples in the training sets
(GSE42955 combined with GSE57338) into two different cluster types. Cluster O contains the following two samples (GSM1379815 and
GSE1380018), cluster 1 contains the following 246 samples (GSM1053922, GSM1053929, GSM1053939, GSM1053940,
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Supplementary Figure 3. Infiltration pattern of immune cell subtypes in validation set. The bar plot visualizing the relative percent

of 22 immune cell in each sample.
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Supplementary Figure 4. External validation of the key genes in testing set. The expression levels of FCN3 (A), FRZB (B), LUM

(C), MNS1 (D), OGN (E), RNASE2 (F), SERPINA3 (G), SLCO4A1 (H) in testing set.
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