SUPPLEMENTARY FIGURE
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Predicted consequential pairing of target region (top) and
miRNA (bottom)
Position 592-599 of CDH2 3' UTR 5" ... UUUCAUAUCACCAAUUUGUAGCA. . .
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Supplementary Figure 1. Prediction of binding sites using websites. (A) miR-187-5p bound to 3’-UTR of CDH2 found by
TargetScanHuman Website. (B) Used PROMO website to predict the promoter of miR-187-5p.
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