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Supplementary Figure 1. The differential expression and diagnostic analysis of ILL8RAP in pan-cancer. (A) The expression of

IL18RAP in pan-cancer obtained from TIMER2.0 database. *p < 0.05

**p <0.01 and ***p < 0.001. (B) Receiver Operator Characteristic (ROC)

’

curve of IL18RAP in ACC, BRCA, COADREAD, DLBC, KICH, KIRC, LAML, LUADLUSC, OV, TGCT, THYM, and UCS. The AUC value (0.5-0.7,0.7 - 0.9,

0.9-1) represents low, good and high accuracy respectively.
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A Altered in 357 (100%) of 357 samples.
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Supplementary Figure 2. Genetic alterations of IL1R1, IL1R2, IL18, IL18R1, IL18BP, and IL18RAP in pan-cancer. (A) The mutation
frequency and types of IL1R1, IL1R2, IL18, IL18R1, IL18BP, and IL18RAP in 31 cancers. (B) The heterozygous amplification (left) and deletion
(right) of ILI8RAP and other 5 genes in pan-cancer. The analyses were based on GSCALite platform.
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Supplementary Figure 3. Correlation of ILI8RAP with immunostimulators, MHC molecules, chemokines and chemokine
receptors genes in 33 cancers. (A-D) The correlation analysis between IL18RAP expression and Immunostimulators (A), Chemokines
(B), MHC molecules (C), Chemokine receptors (D) genes using Spearman correlation analysis.
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Supplementary Figure 4. The HALLMARK gene sets analysis on each cell clusters based on 4 datasets. (A-D) The HALLMARK
gene sets analysis on each cell clusters based on LAML (GSE154109) (A), Glioma (GSE131928 10X) (B), OV (GSE130000) (C), and PRAD
(GSE150692) (D) datasets. The analyses were based on TISCH2 platform.

Www.aging-us.com 3 AGING



A CTRP B GDSC

*: $ ®-Lapatinib
3 i ; @ Gefitinip
T3
. L3 L4 ®-Erlotinib
: H
3 @ Cetuximab
E H @ Atatinib
. $ i @ uncosze
. L H ] ®-NPKT-11-72-1
b : * ®- GSK1070916
L] L] = N
° . E
] . @- Genentech Cpd 10
: : '
. : i . -MPS-1-IN-1
. * ®-FKges
H i
! ®-1-BET-762
- s
34 t H @ XAv939
§ : H
H H i . ®-Dasatinib
.
- ! . *-WH-4-023
- Saracatinib
s H ®-PIK-23
. 2
H @-Pi-103
. M
. ; H @-Bx-912
H
tr ! . -TGX221
7 $ [ ] L ] - CH5424802
3 L}
: : . [] - TAEGE4
. H
. ; i L3 . - Crizotinib
£ b i 1 ©-WZ3105
.
. 3
: : g -TG101348
H s ] - XMD14-99
; i ®-GAY10603
. s Ehgme ® - Vorinostat
H ® ®-THZ-2-102-1
] . -CGF-60474
: i L L] -TPCA-1
$ ]
H 2
P
i
.
. .
. s -
L . . =XMD15-27
H hd
.
. f .
& ®
.
: : ° - Navitoclax
‘ .
. 4
3 [} ®-081-027
.
) @ Trametinib
‘ .
®-PD-0325901
. o o o ~— -]
o E ® 14 o x -
g - - © = 4
i — = o0 - -~ P -
«© = — - - -
- 3 =
| El
Spearman Correlation 40q10(FDR) 10 1 4og10(FDR) 10 20 30 [@] 40 Spearman Corelation
910F0R) [@] 5 (@] 10 [@] 15 [@)] 20 g100R) (@] 10 [@] 20 [@] 50 [@] — .
0.2 0.0 02 03020100 0102

Supplementary Figure 5. The drug sensitivity of IL18RAP in cancers. (A, B) The correlation analysis between IL18RAP expression and
IC50 level of various drugs in cancer cell lines based on the CTRP (A) and GDSC (B) databases. The analyses were based on GSCALite platform.
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