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Supplementary Figure 1. Univariate Cox regression analysis revealed clinical value of expression level of CCL19 in predicting
OS for patients with cancers in a forest plot.
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Supplementary Figure 2. Univariate Cox regression analysis revealed clinical value of expression level of CCL19 in predicting
PFS for patients with cancers in a forest plot.
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Supplementary Figure 3. Single-cell SRP114962 cohort was used to locate the CLL19 expression on CD8+ T cells. After
identification of 2,472 cells from 8 BRCA patients, we found that CCL19 was mainly expressed in CD8+ T cells, and CD8+ T cell highly cover the
tumor.
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