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Supplementary Figure 1. Correlation among the SRSFs mRNA expression.
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Supplementary Figure 2. Correlation between the SRSFscore and abundance of immune or stromal cells across 33 cancer
types. The figure only displayed significant dots with P-value <0.05.
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Supplementary Figure 3. Kaplan-Meier survival curves showing the association of SRSFscore to overall survival. Statistical
significance was assessed by log-rank test.
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