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Supplementary Figure 1. The dependency of leukemia cells on GPX4 (A) and AIFM?2 (B), figures are obtained from Depmap and screenshotted.
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Supplementary Figure 2. Expression of GPX4 and AIFM2 in AML patients and the methylation profile of promotors in AML
FAB subtype.
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Supplementary Figure 3. CpG island methylation of GPX4 (A) and AIFM2 (B) promotors, figures are obtained from Depmap.

www.aging-us.com 2 AGING



