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Conclusion: Cuproptosis may be the p ial hog is of three kinds of primary cardiomyopathy.

Meanwhile, K-CRGs may be potential biomarkers for the diagnosisr and molecular subtypes identification of primary cardiomyopathy.

Supplementary Figure 1. The flowchart of this study.
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Supplementary Figure 2. The PPI network of four CRGs shared by the three kinds of primary cardiomyopathy.
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Supplementary Figure 3. The consensus clustering matrix of three kinds of primary cardiomyopathy when k = 3-9. (A-G) k =
3 -9 of DCM. (H-N) k = 3 - 9 of HCM. (O) k = 3 of ARVC.
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Supplementary Figure 4. The item and score of consensus clustering of three kinds of primary cardiomyopathy when
k = 2 - 9. (A—H) The item of consensus clustering of DCM when k = 2 - 9. (I) The score of consensus clustering of DCM when k=2 - 9. (J-Q)
The item of consensus clustering of HCM when k = 2 - 9. (R) The score of consensus clustering of HCM when k = 2 - 9. (S, T) The item of
consensus clustering of ARVC when k = 2 - 3. (U) The score of consensus clustering of ARVC when k=2 - 3.
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Supplementary Figure 5. The consensus clustering matrix of three kinds of primary cardiomyopathy when k =2 - 9 in the
validation set. (A—H) k = 2 - 9 of DCM. (I-P) k = 2 - 9 of HCM. (Q-U) k = 2 - 6 of ARVC.
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Supplementary Figure 6. The item and score of consensus clustering of three kinds of primary cardiomyopathy when k=2 -9
in the validation set. (A—H) The item of consensus clustering of DCM when k = 2 - 9. (1) The score of consensus clustering of DCM when k
=2-9. (J-Q) The item of consensus clustering of HCM when k = 2 - 9. (R) The score of consensus clustering of HCM when k =2 - 9. (S-W)
The item of consensus clustering of ARVC when k = 2 - 6. (X) The score of consensus clustering of ARVC when k=2 - 6.
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