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Supplementary Figure 1. 18 m6A regulators’ prognostic values in gastric cancer patients.
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Supplementary Figure 2. Patterns of m6A methylation modification mediated by 18 regulators. (A) Unsupervised clustering of
18 m6A regulators in the 3 independent gastric cancer cohorts. (B) Principal component analysis conducted on the transcriptome profiles of
three m6A modification patterns, demonstrating a significant transcriptome difference between different modification patterns.
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