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Supplementary Figure 1.
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Gene expression levels of GEPIA2-based key TMAGs in ovarian cancer and normal.
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Supplementary Figure 2. Key TMAGSs protein expression levels in ovarian cancer and normal. Figure modified from HPA.
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Supplementary Figure 3. Differential identification between subtypes. (A) Analysis of immune infiltrating cells between MCluster
A and MCluster B. (B) Heat mapping was used to visualize the biological process by GSVA analysis in the 2 clusters. P < 0.05, **P < 0.01, and

""P < 0.001.
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