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Supplementary Figure 1. Kaplan—Meier survival analysis results of 14 prognostic IncRNAs.
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Supplementary Figure 2. Survival analysis of patients with high and low ARL scores across various clinicopathological
characteristics in the entire set. (A) Kaplan—Meier survival analysis stratified by age, T stage, N stage, M stage, and pathological stage.
(B) Survival analysis across PAM50 molecular subtypes of breast cancer.
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Supplementary Figure 3. Univariate and multivariate Cox regression analyses of clinical characteristics and ARL scores.
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Supplementary Figure 4. The relationship between the ARL score and immune cell infiltration in breast cancer subtypes.
Statistical significance symbols: ns, p > 0.05; “p < 0.05; “p < 0.01; *“p < 0.001.
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Supplementary Figure 5. Expression levels of the seven core prognostic IncRNAs in normal and tumor tissues. (A) Comparison
of expression levels of the seven core prognostic INcRNAs between normal versus unpaired tumor tissues. (B) Comparison of expression
levels of the seven core prognostic INcRNAs between normal versus paired tumor tissues. (C) Validation of the expression of the seven
core prognostic IncRNAs in normal and tumor tissues using qRT-PCR. Statistical significance symbols: ns, p > 0.05; “p < 0.05; “*p < 0.01;
“*p < 0.001.

Wwww.aging-us.com 5 AGING



A CancerCode praluc Hazard Ratlo(98%C1)
TCGA-KICH(N=33) 685 thee@eed 66.93(1,93,2320.70)

TCGA-KIPAN(N=670) 384 - 240(1.47.391)

TCGA-KIRC(N=464) 003 ] 1.85(1.04.3.28)

7 TCGA-COADREAD(N=309) 003 el 3.26(1.15.9.28)

s TCGA-GBM(N=136) 005 - 1.78(1.003.18)

s TCGA-COADIN=234) 006 !'.ﬁ 3.230.95,10.9%)

K TCGA-KIRPN=173) on ted 3030.73,1248)

5 TCGA-TGCT(N=122) 013 o 6.09(0.49,75.04)
g TCGA-DLBC(N=44) o3 - 144089233
a2 TCGA-LAML(N=134) o b 1.67(0.853.28)

1 TCGA-READ(N=75) o e 3740433228)

o TCGA-STES(N=497) 055 . 1.12(0.78,1.60)
=y TCGA-LUSC(N=436) 0ss . 1100.79.1.53)
= TCGA-STAD(N=345) 060 : 112(0.74.1.69)

3 X < & 3 = Xl TCGA-THCA(N=499) 0 1o 128038,432)
4 g’"‘ & _',\"’* &S ‘fs"’\ arar Q,\“\ & “."' L N S 3 3 TCGA-UVM(N=73) o [ = 127(0.266.16)
F LTS P JCAI P T L & & N o & TCGA-ESCANN=149) om . 1.100.542.27)
‘?‘v“ & s 4"*«' & &8 «‘p & dgé' I o P ',d‘ ‘J,\‘ TCGA-LGG(N=468) 0%0 9 1.09%0.57.206)
& ¥ s d"w of & & o";‘ & FEE & FEE TCGA-SKCM-P(N=90) 085 e 110040307
& TCGA-OV(N=336) 2363 o4 023(0.09.0.59)
TCGA-BRCA(N-997) 001 ‘ 0.49%027,087)
TCGA-HNSC(N=440) 002 0.57(0.35,0.90)
TCGA-SKCM-M(N-333) 002 061(0.40091)
TCGA-SKCM(N=423) 002 0.64(0.44,093)
TCGALIHC(N=325) a0 0.63(0.36,1.09
TCGA-PCPG(N=163) 010 $36-3(8.06-6.3.45)
TCGA-LUAD(N=466) an 0.70(0.45.1.08)
TCGA-GBMLGG(N=605) 01
c TCGA-UCS(N=43) ol 0.290.0,1.57)
=3 FVYBET &3 TCGA-SARC(N=239) 016 0.74(0.49.1.12)
‘i ,“,‘, % _{ ,r,{ A & % TCGA-PRADN=404) o 63e-8(486-10833)
2 S L % TCGA-PAAD(N=136) 030 0.69(0.33.1.40)
d-4d 3 R % TCGA-UCEC(N=122) 030 031(0.03.286)
4 b . TCGA-CESC(N=231) 031 0.590.21,1.65)
3 WS W v TCGA-CHOL(N=28) 036 037(0.04.3.34)
533 oo d o IR 1u;.\-n|\'m~-;|‘,\; 040 nm’;;;,.;;.,
TCGA-BLCANN=294) 044 0.82(0.50,1.35)
‘1 'y _n‘ "uj‘_ y :1‘_ ht ‘.: TCGA-MESO(N-7%) 047 0.6%0.25,1.90)
: y TCGA-ACCIN=64) on
F‘ A4 Add4 - -4 -4 T30 -25 -20 -1s 10 -5 0§
‘A 1‘ ‘A e 1 log2(Hazard Ratio(95%C1))
44 1‘ . oo
ddd - ox " PP s o T ———
*F5| TCGA-STESN-$17)
1 . Ad- dd----4-4 | TCGASKCMN-831) 05 00 03
A B o TeGASKOMMN-Ty PV
.......... A TCGAKIPANN-O)
v Bl TCOALUSCN-2%) 09 03 10 15 20
5| TCGASTADIN-362)

AN )

e

SIS .

SN S SR
O

S
o
&

| TcoA HNSCON-447)
& TOGA-COADREADN=314)
o6 TeGABLCAN-290)
| TCGA PRADN~406)
% TOGALUADIN=476)

W reGA-PAAN- 160}
| reGacEcn-n1

15 o /5| TCGA-THCA(N=501)
» o d 7% <5 TOGALESCIN-284)

4
sdiddid
#‘ ““m“ '. ': .KK'I' ."=‘ & & TOGA-READN=26)
4 4 AAFF <R rcaacHoux-31)
f‘.. ‘rrrw‘ WV Ay DA S5 "
A coeded v
T 3
44 Ly S A SR A XA I A3

PCPGN-170)

44444 w5 e
(4.2 4d 4 Ao s
3 AAALLATTT 4 TG FETRII FIITIF: bispepsisnc
A 44 4 TCGAGBMLGGN-642)
wrep ey i
A4 4

Supplementary Figure 6. Pan-cancer analysis of AL133467.1. (A) Expression levels of AL133467.1 across various cancer types.
(B) Univariate Cox analysis results showing the prognostic significance of AL133467.1 in pan-cancer. (C) Correlation analysis of AL133467.1
with immune regulation-related genes in pan-cancer. (D) Association between immune cell infiltration and AL133467.1 expression in pan-
cancer. Statistical significance symbols: ns, p > 0.05; “p < 0.05; ““p < 0.01; ***p < 0.001; ***p < 0.0001.
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