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Supplementary Figure 1. ROC analysis of the first 24 genes.
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Supplementary Figure 2. ROC analysis of the subsequent 17 genes.

] s ) The GSE19188 dataset contains NSCLC clinical data and
Drug target acquisition .
transcriptome data

' I I

213 drug target genes for 1612 differentially \ ]
[DO\KEGG\GO Analysis J T J WGCNA Analysis
‘ intersect |
[ 529 disease genes for ]
GO\KEGG Analysis )
intersect |
[P_rotem-protem interaction (PPI) network of drug targets and } [ DO/GO/KEGG analysis }
disease genes
l ’[ Normal vs Tumor Expression ]
[ 2 times of MCODE screening to get the core subnetwork composed of the A
final 41 hub genes (includes 4 drug-disease genes )
£ ( & genes) } [ROC curves analysis }
Joint analysis of single-cell sequencing data set GSE148071 and » [ Immune Cell Correlation Analysis 1
drug-disease genes

l

[ Summary-data-based Mendelian Randomization for 4 genes }

l

[ Cell experiment J

}

[ Molecular docking J

Supplementary Figure 3. Research flowchart.
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