SUPPLEMENTARY TABLE

Supplementary Table 1. The list of R packages and software used in this study.

R package/software Version Link
ClusterProfiler 4.05 https://git.bioconductor.org/packages/clusterProfiler
DESeq2 1.34.0 https://github.com/mikelove/DESeq?2

ggplot2 3.35 https://github.com/tidyverse/ggplot2
pheatmap 1.0.12 https://github.com/raivokolde/pheatmap
ggvenn 0.1.9 https://github.com/yanlinlin82/ggvenn
survival 3.2-13 https://github.com/therneau/survival
survminer 0.4.9 https://github.com/kassambara/survminer
forestplot 2.0.1 https://github.com/gforge/forestplot

GSVA 1.42.0 https://github.com/rcastelo/GSVA

glmnet 4.1-2 https://glmnet.stanford.edu/

pRRophetic 0.5 https://osf.io/5xvsg/wiki/home/

rms 6.2-0 https://hbiostat.org/R/rms/

estimate 1.0.13 https://r-forge.r-project.org/projects/estimate/
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