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Supplementary Figure 1. Data control and standard procedures. (A-E) The dimplot and violin plots illustrate the distribution of
double cells in each single-cell sample. (F) Violin plots of the filtered data. (G) Cell cycle distribution. (H) Distribution of highly variable genes.
(1) Differences in each dimension. (J) Sample distribution in the first two principal components (PC1 and PC2). (K) Highly variable genes in

each principal component (first 9 PCs).
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