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Supplementary Figure 1. Validation of risk signature based on two HARIncRNAs in the GEO cohort. (A, B) The risk score
distribution, survival status, and heatmap for the expressions of the two IncRNAs in the validation set. (C) The survival analysis in the
validation set. (D, E) ROC curve analysis of the accuracy of the model to predict patient prognosis at 1, 3, and 5 years in the validation sets.
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