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Supplementary Figure 1. HOXC9 genetic alteration and promoter methylation analysis. (A) HOXC9 alteration in pan-cancers.

(B) Types of HOXC9 mutation in pan-cancers. Types and substitution of HOXC9 mutation in pan-cancers.
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Supplementary Figure 2. Tumor model photograph. (A) Control+lgG group. (B) Control+anti-PD1 group. (C) Over expression of
Hoxc9+IgG group. (D) Over expression of Hoxc9+anti-PD1 group. (E) Knockdown of Hoxc9+IgG group. (F) Knockdown of Hoxc9+ anti-PD1
group.
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