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Supplementary Figure 1. GSVA analysis. (A) GSVA of two different risk groups based on the KEGG pathway.
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Supplementary Figure 2. IFNA2 inhibited EC cell proliferation in vivo. (A) Tumor photos of different groups of nude mice in the NC

group and IFNA2 treatment (10000U/2 days) group. (B, C) Average body weight (B) and tumor size (C) were used to observe the tumors.
*% p < 0.01 and *** p < 0.001.
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